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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
location oft! rst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3863 


34231 


A 


3903 


174 


1599 


VLHAVGNQVQGCPGPEVHVCG 

WRPGCVRLLQLHVVGRADGPE 

CDLCAVWPGGGDV*PAVPGAV 

PHVTQCEPQGHPYGEGTGAGA 

YCAALCGPPGARGHCGQEARQ 

PQVRTCQGQERRRDCQDLL*E 

AGGQEAPGAERPSAG*ASRGTP 

RAAATHPPRTASPGEGQHV*VP 

AHVGGARPGAWQRHPGLHQY 

H RPQHLEPPAQPDEPHQDP*HL 

PGQRPAP A VE A EPGQQAPS\KP 

CPPPEPSAPQDGVPAENGLPQG 

DP/G A 1 A PRAQ APDS PCG RCTSP 

GQQ* YWLGPGAPQRGSSPEWD 

RP*ATQDGRPRPRPTPAAA1CDP 

G * PREPRGG APQWAG WGGRRR 

**RLRNPQ*PGQP\SGSSGRGPG 

PRRPSVASSVSE/RVLRGERALS 

PSPEAPLRASGQRANPTTAPAA 

ECPPYNPRDLCWTPGWLPMGP 

ESGKRRSRCVEEDAGPALHRQ 

GGTDGET**TGRGGNRPGPYGR 


3864 


34232 


A 


3904 


331 


1120 


HKDRFWQLQNDSCFLHSPGER 
QWLGGPRSDTFGPQVLFGHVGI 
CSQRA/HPAGPGHRGLPEGR*PP 
H RSQRHPPRSRKPYLA*PPDMC 
V ATDRRTQTPRDFPPLGR* KPH 
GTLRSAACPAGRVSPSPRPRGL 
PAPPPKSHLCG\PGVRGR*QLLP 
PH PG SPKGERGWTA SPG A ARG 
GPGPAPAPRP\RASWSQPSVTFP 
LPLAGLA/GHPGSRTEPAWKAG 
GAAARPGPELPRDLLQAGSTDT 
ASGEQLAAGPWTGKEISGRARP 
RL 


3865 


34233 


A 


3905 


2 


415 


YTILTEK*KLSKLST*WWHQDQ 
LQKR£ELSME1LNK*DQDSEAY 
PQRTVTGEETWLYQYDPPPLPR 
SLPPPQTHTAPVGA*S/DWGG*E 
LPPGLNGDKLAHHSPTPFLSFSG 
LLFVDWL*SQLLSLFGLFTQGVI 
RJFI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vii, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3866 


34234 


A 


3906 


1 


4527 


MGFCCRECRPRLLKGRPCIQHA 
GPVAAFK.VATPYSLYVCPEGQ 
NVTLTCRLLGPVDKGHDVTFY 
KTWYRSSRGEVQTCSERRPIRN 
LTFQDLHLHHGGHQAANTSHD 
LAQRHGLESASDHHGNFSITMR 
NLTLLDSGLYCCLVVEIRHHHS 

criK V rlOAIVIbL^V^ 1 OrViJAri>lN 

CVVYPSSSQDSESNHGNNFRIH 
VSNGLLMRGPRPLDRERNSSHV 
LIVEAYNHDLGPMRSSVRMRK 
LRQSTALAQ1 1 WTGTALDR 


3867 


34235 


A 


3907 


1 


2180 


MALTFPCRK.FEWYGRRQPEVR 
YSVPASHQLKATDADEGEFGR 
VWYRILHGNHGNNFRIHVSNG 
LLMRGPRPLDRERNSSHVLIVE 
AYNHDLGPMRSSVRMRKLRQS 
TALADSTGQAQHWTESRSGSPG 
SPVAPTCSART*QTSAS\VHLCL 
SGKSHHAWPP*TPFKLYYVH\E 
YSAHIHKENLVLVIVYVEDIND 
EAPVFTQQQYSRLGLRETAGIG 
TSVIVVQATDRDSGDGGLVNY 
RJLSGAEGK.FEIDESTGLI1TVNY 
LDYETKTSYMMNVSATDQAPP 
FN QGFCS VY 1TLLN ELDE A VQF 
SNASYEAAILENLALGTEIVRV 
QAYS1DNLNQITYRFDAYTSTQ 
AKALFKIDAITRILGTQMDTKM 
NKTLLSPQRVLRLEVEMELIQD 
ANQSATRRCAENYNRGVVEPL 
RAQQSYLAGEAGRLHGRGGFP 
VECEREEGIQQTECPGEVMPDR 
GSDMEGVITVQGLVDREKGDF 
YTLTVVADDGGPK.VDSTVVSG 
TRVYITVLDENDNSPRFDFTSDS 
AVSIPEDCPVGQRVATVKAWD 
PDAGSNGQVVFSLASGNIAGAF 
EIVTTNDSIGEVFVARPLDREEL 
DHYILQVVASDRGTPPRKKDHI 
LQVTILDINDNPPVIESPFGYNV 
SVNENVGGGTAVVQVRATDRD 
IGINSVLSYYITEGNKDMTFRM 
DRISGEIATRPAPPDRERQSFYH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3868 


34236 


A 


3908 


603 


1395 


RGRPRGSPIFPTRAPREKKR*EE 
VGGHK.REQTG*GGGERRKPPN 
PQHEPKERGWCSRVPEEPQ/RK 
RRSARARPK.KL*R£KRRRGRPK 
RCLW*TGRHPSHHPRTHQC*F* 
WRK/REEG KE RKKEQPAHAGQ 
KRRKAARHRRRRRRRERTDEK 
NRTWTRRRREKAGQDEKREGE 
HGQK.RSQQGRESRRDGRARTR 
KERRQK.RENDNRARRRQQAER 

£rv 1 rvo V iVKKA^/ J lyt^nbtVKyA 

RENEAREPQQRRQHSRRRKEKE 
EMRAPRSKQ 


3869 


34237 


A 


3909 


1 


548 




3870 


34238 


A 


3910 


1 


1803 




3871 


34239 


A 


3911 


1 


279 




3872 


34240 


A 


3912 


1 


506 


MCYSRQSNLGTFGEGKIKGSEV 
IDECPRSSRYQDLQELQNKTK.L 
TVLEGDILDESCLKRACQDMSV 
IIHTTSI1DIIGVTHRESIMNINVK 
RTQLLLEACVQATVPVFIYTSTP 
EVAGPiNSYKEIIQNSHEEEPLEN 
TAWCS PS/PY K KA/L ARSG I * ATL 
QLGGSQEECT 


3873 


34241 


A 


3913 


3 


621 


AGQQTVEIDLRHRIQLP\DLENQ 
RNFNELSRIVLEVRERVRQEQQ 
EGGHEAGEGRGRQGPRESQPSP 
AQPRAEAPSK.GPDGTPGEDGGE 
PGDAVAAAEQPAQCGQGQPFV 
LPVGVSSRNEDYPRTCRMWNS 
TFQTYKKEVCLPRHSMHPGPW 
AICCECQTRFGGRLPVSRVEAA 
LPYWVPLSLRPRKQHPCWMHA 
AGTTAGGSAVMS 


3874 


34242 


A 


3914 


1 


430 


RHRIQLPDLENQRNFNELSR1VL 
EVRERVRQEQQEGGHEAGEGR 

UrDU 1 rUtUuUcruNVWAAAt 

QPAQCGQGQPFVLPVGVSSRNE 
DYPRTCRMW*GCGGYWGLKV 
GQHGLQRGPQPHT 


3875 


34243 


A 


3915 


2 






3876 


34244 


A 


3916 




256 


HLR1HTQESSYVCDECGKALTS 
KRNLHQHQRIHTGEKPYECSKY 
\G*PFGLLPQLGHLEHVYSGEKP 
VLDICRFGLPEFFTPFYW 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3877 


34245 


A 


3917 




1396 


MRPQLAGRDHHRGAATLLLER 

PGRLVTHFRQRRGAVRYGGGK 

STTQHLSQRRLSGPNDHTKGLV 

WLLEHILQRLVSFVKLQATRTF 

TRTYITYAWFLPWGFSGVLCGT 

PVDTCWALKHQR1HTGEKPFEC 

SECGKAFNGNSSLIRHQRJHTGE 

RPYQCEECGRAFNDNANLIRHQ 

RIHSGDRPYYCTECGNSFTSSSE 

F V I HQRIHTGEKP YECN ECGKA 

FVGNSPLLRHQKIHTGEKPYEC 

NECGKSFGRTSHLSQHQRIHTG 

EKPYSCKVCGQAFNFHTKLTR 

HQR1HSEEKPF*L/CVDCGKAFS 

AQEQLKRH LRIHTQESSY VCDE 

CGKALTSKRNLHQHQRIHTGE 

fi>vcPC7 vnk' a cr.Tccni rmi c 
N.r i tLoR Y fclvA.rU 1 oo^LunLc 

HVYSGEKPVLDICRFGLPEFFTP 
FYWKEEKKCGRKMRNEVVHK 
VSFFLVVP1ALSSLLKKKWKML 
KKEKAQDPTEYGNLEDDNSQQ 


3878 


34246 


A 


3918 


1 


547 


MDSQRPRER/QRERERQSERQR 
HTQRMHREAETEDERDWKGH 
DTKTRRQRQRKRAEEGQCREH 
DR£RRRD\RTGERREKQRKSTQ 
QSRKPSEEPHREKTQIKRERGPE 
QGELERGQC TERNRKA/GTPEC 
*TDPHI WTPHPARSAPAH PPDH 
TAAKYRPPYRSHHSGITHQHPR 
AASTLKLWPKP 


3879 


34247 


A 


3919 


1 


399 




3880 


34248 


A 

— 


3920 


3 


872 


KSKLKSEQDGISKTHKLLRRTC 
SSTVKTDDVCVTKSHRTFGRSL 
SSDPRAEQAMTAIKSHKLLNRP 
CPAAVKSEECLTLKSHRLLTRS 
WSGDPRCEHNTNLKPHKLLSRS 
YSSNLRMEELYGLKNIIKLLSKS 
YSSAPKSSKT*/VFSKEP*RRRG 
RKALSLPQGLFGYP*HHLHPSSS 
QLAPNGAKCIPVRDRGFLVQTI 
EFAEQRJPVLNEYCEVCDEPHV 
FQNGPMLRRGRDVCEWAKKY 
ANSVVRKKFCRLSIARRSRYRA 

UMULLKJVlblNr IL I 11 Y rvt^ls.LNL 


3881 


34249 




3921 





— 


CCRSHQGAGEGGHLSVQLLWQ 
YRWM WCSWGPV\FQFHTDLEL 
VAWRCVGLDPGCQQLDIGMQT 
LIGDHICVF 


3882 


34250 


A 


3922 


1 


1055 
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SEQ ID 

NO: 


SEQ II> NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3883 


34251 


A 


3923 




962 


RSMRQKVNKDIQDLjSALPQAD 
LID1YRTLHPKSTEYTFFSAPHR 
TYFKIDHIVGSKALLSKCKRTEI 
TrNCLSDHSAlKLELRlKKLTQN 
RTTTWKLNNLLLNDYWVHNE 
MKAEIKMLFETNENK7DETYQN 
LWDTFKA/PSI1LNGQKLEAFPL 
KTGTREGYLLLPLLFNIVLEVL 
A M AIRQEKE/1 KG FQLG KEE VK 
LSLFADDMIVYLEDPIISAANLL 
RLISNFSKVSGYKINVQK.SQTFL 
YTNNRQTESQIMSELPFTIATKR 
IKYLGIQLTRDVKDLLKENYKP 
LFNEIKEDTNK.WKNIPCSWIGRI 
KIVKMAILPK 


3884 


34252 


A 


3924 


1 


1452 


MGDFNTPLSTLDRSMRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSKEYTFFSALHHTYSKIDRT 
VGSKALLSKCKRTEIITNSLSDH 
RAIKLELRIKKLTQNRSTTWKL 
NNLLLNDYWVHNEMKAEIKM 
FFETNENKDTTYQNLWDTFKA 
VCRGKFIALNAHNRKQERSKID 
TLTSQLKELEKQEQTQSKASRR 
QEITKIRAELMEIETQKTLQKSN 
ESRS WFFERINK 1 DRPL ARLIKK 
KREK.NQIDVIKNDKGDITTDPT 
E1QTT1REYYKHLYANKLENLE 
EMDKFLDTYTLPRLNQEEVESL 
NRPITGSEIVAIINSLPTK.KSPGP 
DGFTVEFY/QEGN*AGEGNKGY 
SIRKRRSQIVPVWR*HDCISRKP 
HRLRPKSP*AGKQLQQSLRIQN 
QCTK.ITSIFIHQ*QANRKSNHE* 
TPIHNCFKENKIPRNPPYKGCEG 
PLQGELQTTAQ*NK.RGYKQME 
EHSMLMGRKNQYRENGHTAQ 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiS 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3885 


34253 


A 


3925 


1 


1251 


MFCAEINMFFETNENKYTVYQN 
LWDTFKAVCRGKFIALNAHKR 
KQERSAMNTLTSQLKELEKQE 
KTNSKANRKQETTKIRAELKE1 
ETQKTHQKINESRSLFFEK.TNK.I 
DRPLARLVKKKREKNQIDAIKN 
DTGD1TTDPTEIQTTIREYYKCL 
YANKLEYLEEMDKFLDTYTLQ 
RLNQEKVESLHRPI.TGSEIEAIIN 
SLPT/KXSPGPDRFTAQFYQRY\ 
DGMYLKIIRA1YDKPTAN1MLN 
GQK.LEAFPLKTGTRQGCPLSRL 
LFNIVLEVLARAVRQEKEINGIH 
LGKQEVKLSLFADGMIVYLENP 
IVSAQNLLKLISKFSKVSGYXIN 

1 PPTTTTVD Ik' VI mm AT?rW/kT» 

LFKENYKPLLN K1KEDPNKWK 
N1PCSW1GRIN1MKMAILPK 


3886 


34254 


A 


3926 


1 


1203 




3887 


34255 


A 


3927 


1 


1233 




3888 


34256 


A 


3928 


1 


951 


MKREKNQIDAIKNDKGDITTDP 
TEIQTTI R EYYKPLYTN KLENLE 
EMDKFPDTYTLPRLNQEEVESL 
NRPITGFEIEA/rNSLPTK*SPGAE 
GFTAEFYQSVGSSGQGNQARE 
RNKGYSTRKRGTQIVPVCRWH 
DCIFRKLHGLSPKSP* A DKQLQ 
QSLRJQNQCAKITSIPIHQ*QTYR 
EPNHE*TP1HNCYKENKIPRNTT 
YKGCERPFQGELQTTAQ*NKRR 

rlrvt^lMtn.riolvlijlvl UlvrvIN 1 ^ Y IvcIN 

GHTAQGHL*1QCHPHQATNYFL 
HRJGKNYFKLHMEPNKSLHSQ 
DNPKQKEQSWRHHAT* LQTILQ 
GYSHQNSI 


3889 


34257 


A 


3929 


1 


814 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3890 


34258 


A 


3930 




1545 


HQLKVQFFUIISIRSSCDGSAWG 

VAPTFKTRGARSRSRAAIRLGA 

ADLDEVKSSLVNESENQSSSSD 

SEAERRPQPVRDTFQKPRDYFA 

EVRRPQDSAFFKGPPYPGYPFL 

MIPDLSSPYLSNGPLSPGGARTN 

SSPAPKETWICARFGGVSLSFLE 

IGSRVLLLGRDVNRSSSLLPAQI 

P1ACHFAVDGGNF1RGKGAYLL 

TFDLFGNWGLFFLIEIAVWELS 

AHSSGQSEDALELSRGTCSSSL 

QLCWTAKALVGKGLDGGPVC 

KNSG1CSTRTKTQEQMSFMEAL 

YQEGFLRETVVQAVRKVPQTP 

RKAVLEVLARAISQEKEIKGIQL 

GKEEVKLSLFADDMTVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQAFPYTNNRQTESQ1MSE 

LPFTITTKRIKYLGIQFTKDVKG 

LFKENYKPLLNEIKEDTNKWK 

NIPCSW1GRINIVKMAILPKV1Y 

RFNAIPIKLPLTFFTELEKTTLNF 

1WNQKSR\IGKKILSKKNKAGGI 


3891 


34259 


A 


3931 


693 


1464 


ARAEVKLSLFADDMIVYLENPII 

*ARAEVKLSLFADDMIVYLENP 

11SAQNLLKLISKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ATK.RJKYLGIQLTRDVK.DL 

FKEN Y KPLLNE 1 KEDTN K WKN 1 

PCSWIGR1NIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRKLKLDFFFIPYTK1NSRWIKD 

LNVRPKTMKTLEESLGNTIQDI 

GIGKDFMTKTPKAMATK/DQKS 

FCTAKETT1RVN RQPTE WEKIF 

AIYPSDKGL1S 
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SEQ ID 

NO: 


SEQ ID NO. 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3892 


34260 


A 


3932 


211 


2519 


ENRKSNCLCLQMA*LY1*K1PSS 

QPKlSLS**ANLArCSQDTKSMC 

KNHK.HSYTLITDKQRAKS*VNS 

HSQLLQRE*NT*ESNLQGM*RT 

SSRRTTNHCSTK*KRTQTNGRT 

FHAHG*EESIS*KWPYCPSKC/K 

RTEI1TNSPSDHSTNKLELR1KKL 

TQNHTITWK.LNNLLLNDSWVN 

NEIKAEIKKFFETNENKKTTYQ 

NLWDTAKAVLRGKFIALNAHI 

GNLERSK1YTLISQLKEPERQEQ 

TNPKASRRQEITKIRAELKEIET 

QKTLQKINESRS WFFEN IKIDRQ 

LARLIKKKREKNQIDTITNNKG 

DI TTDPIE1QTTI REY YKYL YAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNTPITGSE1ICAIINSLPT 

KRSPGPDRSTAE/FYHRYKEEL 

VLFLLKLFQSTEKEG\GRDTTK 

KENFRP1SLMNIDAKILNKILAN 

RIQQ11IKKL1YIIDQVGFIPGMQ 

GWFNICKS1NV1FQYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPVLNEIRGHK 

QMEEHSMLMDRKNQYCENGH 

TAQGNL*1QCHPHQATNDFLHR 

IGKEEVKLSLFADDMIVYLENPI 

1SAQNLLKLISNFSKVSAYKINV 

QKSQAFRYTNNRQTESQ1MSEL 

PFTIASKR1KYLGIQLTRDVKDL 

FKENYRPLLNEIKEDTNKWKNI 

PCSWVGR1N1V1MAILSKV1YRF 


3893 


34261 


A 


3933 


2 


1304 




3894 


34262 


B 


3934 


141 


2008 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3895 


34263 


A 


3935 


1 


1845 


MV1SVDAEKTFNKIQQPFTLK.T 
LNKLGIDGSYLKI1RAIYDQPTA 
N11LNGQKLEAFPLKTGRRQGC 
PLSPLLFNIVLEVLARAIRQEEEI 
KGIQLGKEEVKLSLFADEMIVY 
LENP1 VSVQNLLKP1 RNFSKVLG 
YKINVQKSQAFLYT1NRHTESQI 
MSELPFTIATKRMKYLGIQVTR 
YVKDLFK.ENYKPLLNEVKEDT 
NKWKNIPCPWIGRINMLKMAIL 
P/KELEKTTLKFIWNQKRACIAK 
SILSKKNKAGGITLPDFKLYYK 
ATVTKTAWYWYQNRD1DQWN 
RTEPSDI1PHIYNHLIFDKPDKNK 
KWGMGSLFNKWCWENWLAIC 
RKLKLDPFLTPYTKINSRWIKD 
LNVRPKT1KTLEENLGNTIQDID 
MGKDFMSKTPKAMATKAKIDK 
WDLTKLRSFCTAKETTIRVNRQ 
PKEWEKIFAIYSSDK.GLISRIYK 
ELNFTRK\KNPIKKWAKDMNR 
YF*KEDIYAANRHMKKCSSSLA 
IREMQ1KTTMR/YHLTPVRMAII 
y v t? tp pxtvpv mu ccw c 

N.lS.D01Nr>Jl\. 1 KX.1N I rKlnlVlCoKlS.S> 

QNSQGNRK.EK.EQSWRHHA TRL 
QT1VQGYTVAKTACYWYKNRP 
TDQSNRTENQEIRLHTYNHLIF 
DK.PDKSNGETTPYSINGARITG 


3896 


34264 


A 


3936 


1 


700 




3897 


34265 


A 


3937 


1 


3489 


M KSG HPEKEQDNSD VQETRE1T 

IRG LLCTALMRH STG AI A YLG V 

LSGSASLKLAGVPERCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNT1MTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSV1TGLQIQVFSG 

KEADSVIKRS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mer 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3898 


34266 


A 


3938 


120 


1331 


TSLGP1YCAVRHTSSCRKVGSSR 

CQHGCQLSVRLQLDQAHHK.QL 

PWLAPKNAVVPKSLEDPQGRK 

EGVTALTPEAPRSGPPKRLQLFP 

PSLCPNCSK.QGAYFSPFGVTAT 

LLATPFSRSRVLVLQPGRMRYA 

DKWRVSKMKRCCIEQWNSSEK 

THSARASHSLQRQRGGPRVGGS 

SLQAGCHVISAALSKEEALEWV 

ASFCRQIVQSYLRPLLCSGADP 

GAFMDLRGEELRSLELSLSYTP 

PSNEFK.1SMKLEAQDPRNTTST 

C1ATVVGLTGARLRLRLDGSDN 

KNDFWRLVDSAEIQPIGNCEKN 

GGMLQPPLGDSFHCDVRVSILD 

LFCFLLSELPFT1DTKRIKYLGIQ 

LTKDVKDLFKENYKPLLNE/IK/ 

EDTNK.WKNIPRSR1G*1NIV1CMA 

ILPKDFG 


3899 


34267 


A 


3939 


1 


1421 


MDSMSGGGQYRKINGNPTSVK 

CPLLLLPAILTPEPVNRWRQSC 

KAFARHSPLAFRVTISTSTFFDG 

LLVTGLYTSTSVQASQSIGGSSA 

FGFVLEVLARAIRQEKEIKG1QL 

GKEE1KLSLFAGDMIVYLENP1V 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLG1QLTRDVKDL 

FK\ENYKPLLKE1KEDTNKWKN 

1PCSWVGRJNIVKMA1LPKNWK 

KLKF1WNQKRAH1AKSILSQKN 

KAGGITLPDFKLYYEATVTKTA 

WYWYRNRD1DQWNTTEPSEIM 

PHIYNYLIFDKPEKNKKWGKDS 

LFNKWCWESWLA1CRKLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTLEENLGITIQDIGMGKDFMS 

K.TPKAMATKAKIDKWDLIKLK 

SFCTAKETT1RVNRQTTKWEKI 

FATYSSDKGLISRICNELKQIYK 

KKTNNPIKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3900 


34268 


A 


3940 




1566 


IQTTIGEYYKHLYTNKLENLEE 

MDKFLDTYTLPRLNQEEGESLK 

RPMAGSEIEAI1NSLPTKNSPGP 

DRFTAEFYQRYKEELLISNFSK 

VS/VIQNQWEKITSIPIHQ*QTNR 

EPNHE*TPIHNCFKENKI\LGIQL 

TRDVKDLFKENYKPLLSEIKED 

TNKWKNIPCSWIGRTNIVKMAI 

LPKDKTSKYIDVDENEGSHCGK 

RKYKYGMEKALEILARAIRQEK 

EIK.GIQLGKEEVKLSLFADDMI 

VHLENPIISAQNLLKLISNFSKV 

SGHKINVQKSQTFLYTNNRQTE 

SQIMSGLPFKIATKRIKYLGIQL 

TRDVRDLFKENYKPLLNETKED 

TNKWKKNILSSWIGRJNIVKMA 

ILPKV1YRFNAILINLPMTFFTEL 

EKTTLKFIWNQKRAC1AKTILSQ 

RNKAGGITLRDFKPYYKATETK 

TASEMKYYLENK.IPFKVLHMV 

YNVPTHPPFIGDLHPNTKVVSL 

PPNITSLIEPMNQGVISAFKDCY 

LRKTFVQAVATPEGETEMTVM 

QFWKDYNT 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Uiikn6wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3901 


34269 


A 


3941 




2580 


MVKGSIQQEELTILNRYAPNTG 

APRSIKQVLSDLQRDLDSHTUM 

GDFNTPLSTLDRSTRQKVSKDI 

QELNSVLHQADLIDIYRTLHPK. 

STECTFFSAPHRTYSKIDHIVGS 

KALLSKYKRTE1 ITNCCSDHSAT 

KLELRINKLTQN RSTT WKLNTM L 

LLNDYWVHNEMKAQIKMFFET 

NENK.DTAYQNLWDTFKAMCR 

GKFI ALN AH KRKQERS KI DTLT 

SRLKELEKQEQTLHS KDS R RQE 

1NAEKAFDKIQQPFMLKTLNTL 

DIDETYLKIIRAIYDKPTVNIILN 

GQKLEVFPLKTGTRQGCRLSPL 

LFNIMLEVLARAIRQEK.EIKGIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYK.IN 

VQESQAFLYTNNRQTESQ1MSE 

LP\FTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLKEIKEDTNKWK 

NIP\CSWVGR1N1VKMAILPKVI 

YRFNA1SNKLPMTFFTELEKTTL 

K\FI*KQKRACIAKSILSQKNKA 

GG I TL PDFKL Y\ Y Y K A I VTKTA 

WYWYQNRDIDQWNRTEPSEIIP 

HIYNHL1FDKPDKNKKWGNDS 

LFNKRCWENWLA1CRKLKLDP 

FLTPYTKINS\RWIKDLHVRPKT 

1KTLEENLGNTIQDIGMG KDFM 

TKTPKAMATKSVK1DKWDLIKL 

KSFCTAKETTMRVNRQPTEWK 

KIFTIYPSDKGLISRIYKEPKQ1Y 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




*=Stop codon, /=possible nucleotide 


3902 


34270 


A 


3943 


5 


2130 


QRLRRQHRLEQKTRSTTCHMR 

QSTTRSAERADTRIESMPT*TTP 

* HTDDVP/SHCTNSTHTATTSPS 

TI INHQQTLTRVANVAQ1RRTDI 

SSIAATEWISTINTHNYACRTRA 

VSQRRYVSDFEKRERPTSNTPE 

PRFRLVVSTPTLVGTTQGTYQP 

PPARSR1SIASHLLPPLSLLPSSL 

DLDGRSTLACSSSVSQFSGSRGS 

PSSYIVATTRVISDVDYDMTTY 

YNST1TPIS/PSARS*CQRSVHLL 

LSSHRTYRHPLVSRHTSQEHSL 

GGPLHRH*YNPVGSRAAAWAS 

KSALV/SVSLEALVVSALI*LVA 

TRQRLVG1CRTTPIRARSSVVR* 

VTRYQPNQRAPLIHATYHLLDR 

GQHPQSMQT1SHWTTPPCWCL 

VCGKKSSLPCCSTSSMSTRRNQ 

YDTLSLTTSWVL*SSIFWLAFIL 

LPRTSLPWPTVS*LAANA\SSGS 

TPVNSSFRTASVRRSKLVVPANE 

IETPSFVVVTKFSRSASSYDCSIE 

YASTYA1NITIVNSYVFA/PTHTT 

REHT1SYALTSPGQPQNKTRJPE 

LQWAF*AVRPSTQ/PSTV1YHAP 

TSQAIASCALHSLLGCLLGSAT 

APLPPTWTTPPPPPQLRTT* STG 

CI DUDDCP*TDD*DI A PP"M * PETTY"* 

bLrrlrraU 1 rvr r LArKJN 1 r 1 Li 

MSSQHCIPT*PQLASHSIALRG/S 
RARPTTSQTSIAS/SHSHS*LSHV 
Q*RPLSDQRSPLDHHAHSSILYA 
RASRJSCLRVCAV 


3903 


34271 


A 


3944 


254 


884 


MTPNYTSRLFLHMGVLFYPFYR 
RLT*HI RTHINLKG WK/NRHFM 
QMDTKNAEKALDKIQHRFM1K 
TLSKISIQGTHFVKIIKAIYGKSTT 
NT1LNGEKLKAFPLRTGIKQGCP 

LLr LrrfSl VLtLLAKAlK^tKCIIV 

GIQIGKEEVKLTLFADDMIIYLE 
NSKDSSRKLPELIKEFSKVSRYK 
VNLHKSIALLYTNSDQAENQIK 
NSTSFTI 


3904 


34272 


B 


3945 


52 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3905 


34273 


A 


3946 


1 


831 


MEMLYCLIAEAGHISSRMATNT 

ANSAGLK.PTCVCVALPLPPGRS 

APHRSCSQAGRELPGQGPRYYR 

HLPQLSILHSIGEGQGCGFWSER 

SFKGYPERPAGAAGVCRLQGC 

GRRGRGAPFRTTDFSSRPRGAA 

ERADQGPRAGSPWPRTTSGAQ 

RGRAQGQGHTARRRGNSNPGP 

SRARQASRRRRPATSGPPRGSP 

RPDRPRRRSPFYRSSSRETSRPP 

EGPRRPRA PALS APAPGQPARP 

RPREPVPCGAVFTARDRLRPPA 

ATSHAPFSAANPRR*HRPGGPG 

ARRLGDAQLSRRST/SGAPRCS 

QTRSR*PTCVCVALPLPPGRSAP 

HRSCSQAGRELPGQGPRYYRHL 

PQLSILHSIGEGQGCGFWSERSF 

KGYPERPAGAAGVCRLQGCGR 

RGRGAPFRTTDFSSRPRGAAER 

ADQGPRAGSPWPRTTSGAQRG 

RAQGQGHTARRRGNSNPGPSR 

ARQASRRRRPATSGPPRGSPRP 

DRPRRRSPFYRSSSRE I'SRPPEG 

PRRPRAPALSAPAPGQPARPRP 

REPVPCGAVFTARDRLRPPAAT 

SHAPFSAANPRR 


3906 


34274 


B 


3947 


250 


281 




3907 


34275 


A 


3948 


3 


639 


DHTCRLRQRLRLRVLVGPVPG 

AGPAG*KGCYGGRSANHHGAP 

ASCHLARSSCGPRLPGRYSAQQ 

PRARCAASGLCGWTAPAADPV 

PSEVLASQEVQLLCAGE*SGSC 

GPTHADLQPSPGGTGEDGAAR 

AKRDLPGSVGERAAAPASGRL 

RACPGRPAGAPGPRARPPGGTA 

AL AQPPRPQG AA ARPPSG IG WP\ 

GNNGSAQSK.GRALMEQAAG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locRtion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3908 


34276 


A 


3949 


161 


2377 


SLFHGKVCHFLHEPLPLVYLSL 

CTGYQLFKPSLISWLEEEEELST 

LPRVLQEWKMCLK.TK.GPALW 

QDNFCLKTLNGIQLARNQNGEE 

LYDCKQCEDVFCKHPCLKTNM 

STQNRGNTSECIQYAKDLLSLY 

NKTSTIRKVSVFSKHGKSFRUF 

*MFRSRESVHKINPLK/CTDYGK 

AFIYQSYLEAHRKTQSGEKLNE 

WKQCGEAFTHSTSHAVNVETH 

IIKNPYECKECGK.DFRYPTHLN 

NHMQTHIGIKPYKCKHCGKTFT 

VPSGFLEH VRTI ITGEKPYGCKE 

CGKAFGTSAGLIEHIRCHARF.K 

TFKCDHCGKAF1SYPSLFGHLR 

VHNGEKPYEHKEYGKAFGTSS 

G V 1 EDRRSNTGQKRFDCDQCG 

KVFVSFSSLFAHLRTHTGEKPF 

KCYKCGKPFTSSACLRIHMRTH 

TEERLYQCKKCGKAFTK.CSYLT 

KHLRTHAGEKPYECMKCGKAF 

TERSYLTKHLRRHSGEK.PYECK 

KCGKAFTERSDLTKHLRRHTG 

DK.PYEYKDCGKAFVVSSSLVD 

HLRTHTGYKPYKCNACEKAYS 

RSCVLTQHLKTHAAEKTSECN 

ACGNSFRNSMCFHDRLKTLTKI 

KPYKCKDCGKAFTCHSDLTNH 

VRIHTGEKPYKCKECGKAFRTS 

SGRJQHLRTHMGEKPFECDQCG 

KAFA\FSQLVLHI * KHTREKPCG 

CEECGKTFAVSSSLTEHVKIHR 


3909 


34277 


A 


3950 


6 


455 


GLLHERQAEARCSICLDYLRHP 
MTTDCRHYI*SARIHQCW*ELQ 
DISPCPVCLQHCPDKNLKRNFQ 
LCHMTDIAKQLLTTARRKRKL 
QGEEPVCRKSDVALFCEKDPEL 
LCHQYRVSLDH* DH/SPM PI EQ 
AAAKHRKQFESY1EPLEKQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3910 


34278 


A 


3951 


2 


1009 


WNGHRMN*MQSSNGLEWN/QS 

SNGKEWNHRIESNGIIIAWN\Q 

WYQHQTEKNGIFEWNRRESSN 

GPEWNHVMEWNG/DNPWTRM 

QSSSNGIEWNHRMDSNGIIFQW 

NGNGNHRIGIEWNYDQ\SNEWI\ 

QWNQHQTEKNGITKWNRRESS 

NGPEWNHLMEWN/ENNPWTR 

MQSSSNGIEWNRMESSNGLEW 

NNFPTESNGSVESSSDGNER/QS 

SSNGIAWNHHKMESNGINIKW 

NQMESWN/WN * MNRM ELSSNG 

IEWNQHQTEKNGI1EWNRRESS 

NGPEWNHLMEWN/ENNPWTR 

MQSSS/NWNRMESSNGLEWNN/ 

QLNGIEWNHHRMEMNG1IIEW 

NRIELWN 


3911 


34279 


A 


3952 




1494 


MASLLGAPRLAGWASGAGALS 

RGWAIRPADTGGNLGPVPRVPL 

PPDPVLTA R WAPG VN SG SQFSC 

HCQAPILEMGHKGSSPGLGDAE 

VRA1TVQCIRP1DGPQQPPGGGS 

AGRRLTIPASTQEWAQLPVGRV 

LANVLTEGGDTGNQP1PQRSLC 

RPQPCSHAETWGEVEAQVPAQ 

SNREQPA A APGCG PGRG ETG A 

RPETTFSPRRAPPNPYDEEGVR 

WSLEFMLCGTDGPVQPVQHQE 

GPAARLQLIRGGSLILESEGTLR 

G/SPVLQTDQPASHLLHTQGFW 

A/AALSAVCL/HQN 1 [HSGSALL 

APATRAAWEQIQRSEGGTAQL 

LRRLEGYFSNVARNVQWTYLQ 

PFVIVTTNMILAVDIFDK.FNFTG 

ARVPWFDA1HEAFPRELESSISF 

r AJNr r Ivrr bbls.tOrL V Kr 

TTPQTTRPGPGTER£APISR*KR 
H PDDTG * FTFTLG I V YCTPGQL P 
PEPYDPNRRSLWLPHWPIINTS 
MVSALVYSEGAPLPSPL 


3912 


34280 


A 


3953 


1 


681 


MGQLLDKNTPSHGARTREECG 
RERLCVSPSQTGDTPRTSAYLC 
VGGPAWSPLSESRPAGSSGCPW 
IKPPDPRYSPIGLCSLLTTEMMS 
RQPRTDLRGQTNPAA\PSAPVPL 
SCSQNLPVWPSLMAGTTWHSP 

L\oroLr WnorUnlN n ttvoKU 

* KSLF WEPTA/YSPLLPSTSP/SS 
KSMQPPKPRSNADSSVQASL1P 
RAMSSPTVSPWIMGNGSQGFD 
H1AVSMWDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


j91j 


j4281 


A 


j954 


1j6 


420 


RESRNLSRGEESEDPAEPS\RNG 
*EHPLCYLQ*EFLQVLTMLQAE 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPA PPPETHTGSPRPPSGRSR 
IRAYLH 
















3915 


34283 


B 


3956 


1 


3070 




3916 


34284 


A 


3957 


104 


279 


STTHPSVHE/QEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEERKKEC 
SKAQCKHFPLSEVL 


j917 


34285 


A 


3958 


1 


252 


N4T\/r"IUI A CT7HI D\fT.Dn\/C\/Cn 

Ml VClniAMiJJLrVUKlJVoVDD 
qt^i i tt^p Finn i r.nvQPTPcr/ci/ic' 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEES 


3918 


34286 


A 


3959 


2 


368 




3919 


34287 


A 


3960 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLGHRVG1 


3920 


34288 


A 


3961 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 
ERRRRJGRGREKKEEEEEEEEEE 
EEEEEEEE\EKKKKEEKKKKEE 
EEEERRRKKKKERKEEEEEE/G 
KEEEEGEEGEEEEEEEEEERRK 
EEEEEEEEGEEEEEEEESCLMGP 
MCVHIHP\DKDLYSLGPPAQRF 
TGSHAELPT*KARRSSSWTAAS 

Un,C A AP HDPDPrCD A 
KU Pi A KU rrKKtorn 


3921 


34289 


A 


3962 


327 


559 


PKGRTPSPSCIHRYPCQTPRPHE 
P*GCHCPEEK/PRPRV WG PSRC 
MPLGSVQEKRPCPAPGGVQGSF 
RVSPLMMLTRL 


3922 


34290 


A 


3963 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 
ERRRRJGRGREKKEEEEEEEEEE 
EEEEEEEE\EKKKKEEKKKKEE 
EEEERRRKKKKERKEEEEEE/G 

KDCECUCtUDLIiLLDbDcbKjxlV 

EEEEEEEEGEEEEEEEESCLMGP 
MC VH IHP\DKDL YSLGPPAQRF 
TGSHAELPT*KARRSSSWTAAS 
RGCAARDPPRRCSPA 


3923 


34291 


A 


3964 


157 


272 


WCNGSPLYSGWLVGMESLGR 
MHKDLWTRQPNQDQDLQ 


3924 


34292 


B 


3965 


1 


3723 




3925 


34293 


B 


3966 


1 


573 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3926 


34294 


A 


3967 


3 


424 


AGGQALQGPGQGRGSQGVVG/ 
PGTGSSGAQHLGKHYPVLSGGS 

cd c\\/r:Dci4TDA c Ar.r*vi?r,p d 
CKb WuKon I rAuAUL V KAjrvK 

AGGRPGTGHSRPPGGSCLSPAP 
PNSARWLGLGAPWQAGAGLR 
DPGDWRRGQGGPGWAWCPGQ 
PPAQPHTCPPNSTARY 


3927 


34295 


A 


3968 


3 


1238 


RGAERRAWSRGPACTRRGPAD 

WAAAGAGRPCPQRRGVCCTAA 

VPGAARLSCPTGPGPGDPGRRS 

LTGQGS*GLGAAFGGWTGALP 

SWHS*SQGWQTDPVR*VRGTE 

RDICTGL*QPCPPGGLQTGSGG 

LEHSLPWPGIG1QAP*GPNHPCR 

LPRS*ALSAGG\SGGQALQGPG 

QGRGSQGVVG/PGTGSSGAQH 

HCCPPYTPPG*HPIPSLLALGPQ 

SLQPEWAHSGTASGEQHSAGE 

HGMGTTGH*LPGLCSRCVLGK 

HYPVLSGGSERSWGRSHTPAG 

AGC*VRGRRAGGRPGTGHSRPP 

UujLLjrArrNjAKWLULUAr 

WQAGAGLRDPGDWRRGQGGP 
GWAWCPGQPPAQPHTCPPAGS 
LPGAAPGVLCAA*GPAAGV*A 
GPGPGPGSRR*TRGPSPGAPRPA 


3928 


34296 


A 


3969 


3 


415 


ETGRHRSQQSVSSPPVQPRGKR 
AMYHSAAELVSRGFPRPPVQAP 

a en a r a a crtmcriDA cdac a m 
AtrAOAntO Vlii>yrA5>K'^bA/U 

DG/PDPQSLLAPTNRPCPPGGISP 
ARSEPVPPAPGRAAP*CFPDLPG 
LAPPLC 


3929 


34297 


B 


3970 


1 


657 




3930 


34298 


A 


3971 


125 


524 


E AEA LENQSQPCDTG/PQS AFSP 

rub i ^nrKo^Lb^L-N.v^KY^IJLv^ 

EKLLLSE ATVFAQANELEK* RV 
ILS\GEPLLKQDSKQVQVDLQD 
LG YETCGQS KN E AEQEETTSPE 
HEEHSSRKEMVLVEGLCSEQG 


3931 


34299 


A 


3972 


1 


648 


MGQVWGLVHFTLEVFHTGDEE 
EQEYSEVTEDVTEHVYLPAKA 
KVAKEEEAGIQQARQEGDLEA 
WQFPVRIHPPDQQEN1TATFEPF 
PFKLLKELKQAINQYGPGSPFV 
MGLLKNVTVSSQMIPTDGDPLT 
RACLTPAQFLQFKTWWADEAS 
IQAARNAWAQPQINITADQLLG 
VGGWAGLDAQFVMQDDAIEQ 
LRGVC1RAREK\IT*CGEQYPSF 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3932 


34300 


A 


3973 


350 


1078 


gsn rrsnraeqlrgvcirawe 
k:\itsgeeqypsfsivkqgprepy 
tdfiawlqeslkkviadsaaqd 
1vlwllafdnanpdcqaalrpi 
rgkahlvdyikacdg1rgpag 
rlswlslqgrpagaarctssss 

DWKAQLAPGPHAGPLRCPAFR 
ARQPRLPAVLSAGAAFRDCPLS 
CVQALLGGSAGPGDRLPGHYS 
ALVALSLPFVK.EATMNRWSRN 
HRSAFFLFSANAHGAEGVLSHT 
VASR 


3933 


34301 


A 


3974 


2 


630 


WDNCGLWF1PSWNLFTLMMRR 

KESLMK*QKK*QSRFVCQLKLK 

/PAKEGEVYPYPSAPPPYFEEKE 

WPDPPDLSFLEDAGQKV1APVT 

VQAAPQAIALSSIQAGIQQARR 

EGDLEAWQFPIRIHPPDQQGNI I 

ATFEPFPFKLLKESKQAINQYG 

QGSPFVMELLK.NVAVSSQMIPT 

DWDALAQACLTLTQFLQFKTL 

WADEVSIQAACNA 


3934 


34302 


A 


3975 


264 


634 


WSSRCQHSSRPQASESWFPG*G 
PSFWPRIQGDEKTGAGGHP*LG 
C*PGMTGQGFSTKCQHTCLMW 
GSHWAQEAPENAPGTSCPGSSG 
SWVLRSSLQRQKSAWSPG/ASM 
PAPKMPFLTPSSGFS 


3935 


34303 


A 


3976 


3 


410 


KKKVWREEKERLLKMTLEERR 
KEYLRDY1 PLNS1LSWKEEMKG 

VVJr Pv \DtlN 1 yt. 1 V IVIVOL. I CIS. 

VSLYRGD1/L*VDAIVNAANASL 
LGGGGVDGCIHRAAGPCLLAE 
CRNLNGCDTGHAKITCGYDLP 
AKCEYN 


3936 


34304 


A 


3977 


74 


432 


MLHNLRPRTLTTRTRCPSTPS*T 
TT*ATPPTTTHGSAGPRAAHLR 
RTGTRRWRAPRRARSCTRSSPR 
RA RA A STPPL APA RE L RSPASPP 
SCEQSAAPPSGRNGGNFPESIFV 
KT1NSN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in KSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3937 


34305 


A 


3978 


2 


894 


WGGYGMRTGPRTLTTRTRCPS 

TPS*TTT*ATPPTTTHGSAGPRA 

RTCAAQRTSGSHPSQRRTSSAA 

PGV*RANVFPWAH*MK.RV*TT 

LENLT A/PEM A MPPAPHVIFAT 

DDWAAMVHPSARVPGLDGTG 

ALLVPTGVCAPGPCKCPLTSSS 

VTHTRLKTTLSVPPSARQTGRC 

RSPSDLRCSYPPDEQPVCVPKC 

GSPWVSVLVAWIQSESAVLDPR 

HPQHPYLYPVDMQNLLTNLGE 

PPQARALAAKLLGRPSSSQSGS 

RVPAVWAQAGNATYITVHTLC 

SHN THM SP VR V KRFTHLG 


3938 


34306 


A 


3979 


157 


570 




3939 


34307 


A 


3980 


1 


936 




3940 


34308 


B 


3981 


257 


3934 




3941 


34309 


A 


3982 


210 


4286 


MPLKTRTALSDDPDSSTSTLGN 

MLELPGTSSSSTSQELPFCQPK.K. 

KSTPLKYEVGDL1WAKFKRRP 

WWPCR1CSDPLINTHSKMKVSN 

RRPYRQYYVEAFGDPSERAWV 

AGKAIVMFEGRHQFEELPVLRR 

RGKQKEKGYRHKVPQKILSKW 

EASVGLAEQYDVPKGSK.NRK.CI 

PGSIVKLDSEEDMPFEDCTNDPE 

SEHDLLLNGCLKSLAFDSEHSA 

DEKEKPCANKSRARKSSDNPKR 

T*L*KRATYNFEAH 


3942 


34310 


C 


3983 


163 


309 




3943 


34311 


A 


3984 


72 


424 


RNCGTARSQHEPLGSWLQDTP 
QPP*TLEL AGN LPG D/F * PGPG K 
EQGMFVCHPIRQPLPRPLPGSSH 
QSMPTAQPPLSSSSALLPALPAG 
FPVTQGQWTKLQVQAPAPFHL 
PPQVEAV*AFYQKQMLVPCSL* 
SMPTAQPPLSSSSALLPALPAGF 
PVTQGQWTKLQVQAPAPFHLP 
PQVEAV 


3944 


34312 


A 


3985 


1 


347 


KWQRFVLTG1DTYSRYEFAYPA 
CHASTKTTIHGLMEFLIHHHGIP 
HSIASDQGTHLMAKEVRQWAH 
AHGIHWSYHVPHHPEVAGLIER 
WNE\GLLKSQLQHQLVNRLRRE 
LQCWLG 


3945 


34313 


A 


3986 


1 


1716 





WO 01/075067 



PCT7US01/08631 



SEO ID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3946 


34314 


A 


3987 


1 


737 


MSSVLLRL1YQLTQKTASFEGG 

PEQKALQQ1QAAVQAALPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQLGFWSKALPSSAD 

NYSPFERQLLACYWALVETEY 

LTMGHEVTMLPELPIMTWVLS 

DPSSYKPAPMASWGVPYGQLT 

EEEKTRAWFTDGSARYTETTR 

KWTAVAIQPLSRTSLKDSNEGK 

S SH QQ AKNGITV L AG VIDPD YQ 

DE1SL/LTPQWRCHPGSSVWRAS 

SLGISHPP 


3947 


34315 


A 


3988. 


2 


384 


CGRSGYWHSSVATKITRLRML 

DPPPHPk'I PPnni\4TPT "M+WI PI 
Kr ivC,UIvl\.L.r rUUllVlIrL.rN rvLKL 

rrLib/rbLL,3nL^AlS.lS.LiV I MLAu 

VTDPDYQDEISLLLHNGGTGKS 
PHISDTFYGSKVASCQNTGPEK 
QDETQAQETAVYKSQIFGS 


3948 


34316 


A 


3989 


3 


1273 




3949 


34317 


A 


3990 


3 


341 


GLGRRQPAGSWPERRPGPSA\R 

T?CTAT>T>T?rTinA PC*TPDf:CriPl.I 
Kb 1 ArKKLUl^Acc) I cKljoyrl I 

Vl^O^)uK Wu VCJVlRlrbHoOrvo 

PDVSEVSKSRNSIISTAVTHAVV 
APEGLKRNGGGSHLRSSRGHR 
AVIF 


3950 


34318 


A 


3991 


44 


243 




3951 


34319 


A 


3992 


40 


558 


LGS1QVMQAVRNAGSRFLRSW 
TWPQTAG*QMTAPSSPPPPPGL 
CSYSCPLSHP/SLPVTVRPWPSPS 

SSKTLRPSRKLNRTRLPATPSSG 
EPHI -DQPSGDPQPLTL A RHPPES 
EPVNFQLCHLLSVGPYANKSEP 
QPSHLKMRIMLREVVR1T 


3952 


34320 


A 


3993 


335 


581 


RRHLFLQWGQRAWRLQVAAA 
GTTRPTSAMGIRCSEGAAARAT 
AARATAGPEPLE/PAANPPPPL 
TASALRAPPSFVLPQCTR 
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SEQ ID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


3953 


34321 


A 


3994 


216 


1159 


SWHGPPGANTVAAAAGPEE\K 
AALK.LRPTHC.WPVRATDVHDV 
ILKASGESEWRGGSRASHQMSP 
VAMATALGEGVPVRGPAAGSL 
RLLPGSSAPLGRDAISSCNGVN 
GLETTGGRCRHNAPNKRHGDP 
LLEGAAAR/AQAARA*TAGPEP 
LE/PAANPPPPLTASALRAPPSF 
VLPQCT A A PRDPS A AG A AN * G 
KAQSRNC *NEPF A YGGGTHGT 
GAG AAVTVAADGN*LGSIQVM 
Q A VRN AG SRFLRSWTWPQTAG 
PWPSPSF/VFPAGSWPERRPGPS 
AQALDSSKTLRPSRKLNRTRLP 
ATPSSAFTLPFQERRAL 


3954 


34322 


A 


3995 


1 


738 


MTKRGHGTAWAVASKSASPKP 
WQLPHSVEPVGTEKSRIEVWEP 
LPRFQRMYGNTWMSGSSLLQG 
NQNLHAERYCNSTLERNDTPIE 
SLKPKRESEDGLGEHNGSTMEE 
VGAETRVQRHWVRVSMTELAL 
ASDAHMWGSNPGQRVTGVMV 
GECGTMLGDTQVLLSNPCGDR 
ARRAYSTAPDYAVCGNGGKVK 
LNEQRFGSTNKQGKAAYWME 
ALRPEPLCWQSNYPEAAAVGK 
PKAAYTKKLHGEDS*AIPVVTE 
LGERIAQLLIMLYVVKWGKSEIK 
RT/G/GFGSTNKQGKAAYWME 

PK AAYTKKLHGEDS 
















3956 


34324 


A 


3997 


] 


122 




3957 


34325 


A 


3998 




156 


















3959 


34327 


A 


4000 


1 


201 




3960 


34328 


A 


4001 


56 


207 


EEKKEKEKEKEKEK/EEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 


3961 


34329 


A 


4002 


1 


174 


MNRC*RHIYSSNEVH*KEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 


3962 


34330 


A 


4003 


1 


278 


MTSYK.FTEPKNGIWQLHEAAQ 
LDTTYNKLNKKEEEEEE\EEEEE 
EEEEEE\EEGEGEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEGVIL 














DLPREEYALLPAGPRRRCRHTH 
RYEPNPEFGAKHSCPAA*HRAA 
PATSDTQE*HRSNAFGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEETLFSNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3964 


34332 


A 


4005 


3 


122 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEEXEEEEE 


3965 


34333 


B 


4006 


1 


300 




3966 


34334 


A 


4007 


1 


1226 


MPSSKGVHVHSPPRYLAAKDF 

KM IN KELT A ATFM E V I AEDNRF 

1YDGIDSNFEPELVFLEFFEALLS 

FAF1CVTDQMTKSYTNVPADD 

VSGNKHET1YTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNK1RKSEAMVKEKKK 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLN E VK PKKDRQN VQQNE DAT 

QYEESILTKL1VESYEGEKVRGL 

YEGEGFAAFQGGCTYRVSCPFE 

NLQEGEEGRLCEECPDEPRRVH 

VAGRSMYEGEVVNGMRNGFG 

MFKCSTQPVSYIGHWCNGK.RH 

GKVGEVATWRAEKKKKEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEEEEKIRP 














LLSI VQAF. AVSENSHP1LPR VSR 
SGWGQKEEEEEEEVEEEEEEEEE 
EEEEEEEEEEEEEE\EEEEEEEEE 
EEEEEEEEEEEEEEGRRRRRSSP 
SCYS1TPELSCKLGHR 


3968 


34336 


A 


4009 


93 


705 


ESSTQTCSGFWTGCTALHRWR 
GMPERCPPESRDS*TRFPQSSLP 
GHKT/SEKEEEENRKEEEEEEKE 
KEK/EEEEEEEEEEEEEEEEEEE 
EEEEKEEEEEEEEEQEEEEDDEE 

PPPPVC/-*c\/xi\/ci jpi D\XfpiDk r A 
££c.c.lv;>t_-o V IN V 3Llr,Lr WLJrlvA. 

YSRJLAPLSSQPG PAVKVPTEHLI 
AKLEDCVQGFTYLTVEICRWAR 
AVTGAQELGVDYPRNEKCKPH 
NNGYDND 


3969 


34337 


A 


4010 


1 


3189 




3970 


34338 


A 


4011 




5127 




3971 


34339 


A 


4012 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KR]SRQ/ 
KTLQARRQSWFFEK1NKIDRPQ 
ARLIKKKREKNQIDTIKNDKGD 
ITTDPTEIQITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSE1EAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEAS11 
L1PKPGRDTTKKGNFRPISLMTM1 
DAK1L 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3972 


34340 


B 


4013 


1 


3570 




3973 


34341 


A 


4014 


1 


2347 


MELKTKARELHDECTSLSSRFD 
QLEERVSVMEDEMNEMNLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQS1EKEGILPNSFYEPSI1 
LIAKPGRDTTKKENFRPISLMNI 
N AKILNKMLANQIQQHIKKLI H 

hdqvgfipgmqgwfnirks1nv 

iqhinrtkdknhmiisidaekaf 

dkiqqhfmlktlnklvlevla 

rairqekeikgiqlgkeevkvsl 

faddmivylenptvsaqnllkl 

1gnfskvsgykinvqksqafly 

tnnrqterqimselpftiaskri 

kylgiqltrdvkdlfkennk.pl 

lkevkedtnewknipcswvgr1 

nivkmailpkviyrfnaipiklp 

mtfftelekttlkfiwnqkrac 

1aksifsqknkagg1tlpdfkly 

y katvtkta wy w yqnrdi aq 

wnrtepseimlhiynyl1fdkpe 

knkqwgkdslfnkwcwenwl 

aicrkvkldpfltpytkmnsr 

wikdlnvrpktiktleenlgiti 

qdigvgkdfmsktpkamatka 

kidkwdl1klksfctakettirv 

nrqpttwek1fatyssdkglisr 

1ynelkqiykkktnnp1kkwak 

DVNRHFSKED1YAAKKHMKKC 
SSSLAIREMQIKTTMRYHLTPV 
RMAIIKKSGNNRK1Q/GGIWCD 
R1L*R*TTCRVAKE1QSL*RRI/W 
KRLQRTLSJPVLDAV*PPMF*AS 


3974 


34342 


A 


4015 


1 


5073 




3975 


34343 


A 


4016 


1 


3297 




3976 


34344 


A 


4017 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQE1WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQAN1QIQEI 

QRTPQRYSLRRATPRHI1VRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQ A DL1D1 YR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELR1KNLTKSRSTTW 

KLNNLLLNDYW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 


3977 


34345 


A 


4018 


1 


2666 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTL1 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSK.ALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHMEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLK.ELEKQEQTHSKASRRQE 

1TKIRAELKEIETQKTLQK1NESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQT 

TIRESYKHLYANKLENLEEMDT 

FLDTYTLPRLNQEEVESLNRPIT 

GSEIVA11NSLPTK.KSPGPDGFTA 

EF Y/PES YL * QTHRQY HTE W AK 

TASIPFENWHKTGMPSLTTPIQH 

SVGSSGQGNQPGEGNKGYSIRK 

RGSQIVPVCRRHDCLSRKPHRL 

SPKSP*ADKQLQQSLR1QNQCT 

KITSILIHQQQTNREPNHE*TP1H 

NCFKENKIPRNPTYKGCEGPLQ 

GELQ'ITAQGNKRGHKQMEEHS 

MLMGRKNQYRENGHTAQGNL 

QIQCHPHQATNDFLHR1GKNYF 

irvHMPPk'ii'QPHBnuw PicPk'pn 

Jx V MlVlcr N-Norrl KV^ V INrrvr 

SWRHHTT*LQT1LQGYSNQNSM 
VLVPKQRYRSMEQNRALRNNA 
AYLQLSDL*QT*EKQAMGKGFP 
1**MVLGKLASHM*KAETGSLP 


3978 


34346 


A 


4019 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSKCKRTEHTNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVRNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ER1TKSDRPLA R L I K.KKREKNQI 

DTIKNDKGDIT 


3979 


34347 


B 


4020 


1 


3765 




3980 


34348 


A 


4021 


1 


4791 




3981 


34349 


A 


4022 


1 


3297 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3982 


34350 


A 


4023 


1 


3170 


MVKGSIQQEELTILNIYAPNTG 

APRFiKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1D1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMK.TEIKMFF 

ETOENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSK1DTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAF.LKEIETQ 


3983 


34351 


A 


4024 


281 


3030 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKR1K.RNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEAS1I 


3984 


34352 


A 


4025 


1 


3290 


MGEL1TPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNRSTTWKLNN 

LLLNDYW1 HNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEK.QEQTHSKASRRQEI 

1 MKAbLlsJilbl yrv 1 LyrvllNbaK 

SWFFERJNKIDRPLARL1KKKRE 

KNQIDTIKNDK * 


3985 


34353 


A 


4026 


1 


3573 




3986 


34354 


B 


4027 


1 


4251 




3987 


34355 


B 


4028 


1 


3065 




3988 


34356 


A 


4029 


965 


4089 


T WKGTTSTS RCKI M PK Y RSTRQ 
KVNKDTQELNSALHQADLID1Y 
RTLHTKSTEYTFF/LAPHHTYSK 
IDHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
I K.MFFETN ENKLDTTYQNL WDA 

KIDTLTSQLKELEKQEQTHSKA 
SRRQE1TKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARLI 
KKKREENQID 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SKQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3989 


34357 


A 


4030 


523 


3981 




3990 


34358 


A 


4031 




3429 




3991 


34359 


A 


4032 


1 


3156 




3992 


34360 


A 


4033 


2 


4943 




3993 


34361 


A 


4034 




6747 




3994 


34362 


A 


4035 


1 


3928 


MAAWNLLLKSYAYWGGLRKE 

DFH CL DRKTL RT V SFLAALLSY 

ESIGGKGKLTTRKDIYTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQS WMEN DFEELREEG FRRS 

NYSELREDIQTKGKEVENFEKN 

LEEC1TRITNTEKCLKELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

Rl K.RN EQSLQEI WD YVKRPNLR 

LIGVPESDVENGTKLENT 


3995 


34363 


A 


4036 


1 


3638 




3996 


34364 


A 


4037 




3585 


SNSH1TILTLNVNGLNAP1KRHR 
LANW1KSQDPSVCCIQETHLTC 
RDTHRIKIKGWREIYQANGKQK 
KAGVAlLVSDK.TDFKPTK.IKRD 
KEGHYMMVKGS1QQEELTTLNI 
YAPNTGAPRF1KQVLRDLQRDL 
DSHTLIMGDFNTPLSTLDRSTR 
QKVNKDIQDLNSALHQVDLIDI 
YRTLH PKSTEYTFFS A LH H1YSK 
IDHTVGSKALLSKYKTTEIITNC 
LSDHSA1KLELRIKKLTQNRSTT 
WKLNNLLLN 


3997 


34365 


B 


4038 


877 


8907 




3998 


34366 


A 


4039 


1 


450 


QGSPSGSRE*NSQSSAGPQCALP 
PAMA*VPLSWRSMGKWWKRT 
SCTSDST*PPSERRHWRSRKSPS 
AMPASFRCSSASAREMLP*KKG 
RCAAGSGIAPGPPETWGRTGGC 

YPSSSSEAHGGPGRNGRSD 


3999 


34367 


A 


4040 


2 


522 




4000 


34368 


B 


4041 


102 


186 




4001 


34369 


A 


4042 


2 


5417 
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SEQI1> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
ot peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4002 


34370 


A 


4043 


45 


1585 


KQPSGLLKFGNLILKCHPPSLTH 
MLSQPCA\EAPTPDPNWELA\LY 
IHPSSGIMSATVSFWSIGTAWLE 
AQGIWEP\FRRRLS\FEASNPPFD 
VGRPFDLRRIVGISSEGNLNTLS 
CDPGHSRGFCGAGGSSSRPSAG 
SHKQ*GPSGHPHSSHSNRNSAD 
VDDVRAYNSGRTSSMTSAQAA 
SSQPANKTRPLVLDSNTGAQGH 
SAGRKSKGAKQSQHGSQHHAH 
SPLEQHPQPPLPPPVPQPQEPQP 
ERLSPAPLAHPSHPERASSARHS 
SEDSDITSLIEAMDKDFDHHDSP 
ALEVFTEQPPSPLPKSKGSTEGG 
PASTFTQAVDGGIQFFTDCWTE 
GPSSSLLAVAREVQLALC1HELL 
IHGFSQLQVSGGPGAMPDPAAH 
LPFFYGSISRAEAEEIILKLAGM 
ADGLFLVRQCLRSLGGYRQLN 
GTYAIAGGKAHCGPAELCEFYS 
RDPDGLPCNLRKPC1PPSGLEPQ 
PGSSTACETPWARPRSRPSSARP 
RRWRSSLLRRTTSGCPGTTAA 


4003 


34371 


A 


4044 


1 


1773 




4004 


34372 


A 


4045 


1 


663 


MALWTLRPTPLLVTCMLICAPG 

VMGAVVAPLTILGGPLLIRAAW 

YTAGIVGGLSTVAMCAPSEKFL 

NMGAPLGVGLGLVFVSSLVDQ 

MGRWFVAGGAAVGLGALCYY 

GLGLSNEIGAIEKAVEYWFNSF 

VC H SNQQN AC SH ELHDERLLG 

DMG LPILH AM LLRRLPS VDSQN 

ALSS1MLLHTALP*QSAERLFS* 

TS**EALG*YGFAYPACNASAK 

TTIRGLTECLIQHHVTPHSIASD 

QGTHFTA KEVQQWAHAHG IH 

WPYHVPHHPEAAGL 


4005 


34373 


B 


4046 


147 


330 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4006 


34374 


A 


4047 


485 


1568 


GEGYK.ADLAAATVECPICQQQ 
RLTLSPQYSH1PQGDQPTTW*Q 
VDCIGPLPSWEGQRFVLTGIDT 
YFRYGFAYPACNASVKTT1HGL 
TECLVHHHGVPHGIVASVQGTH 
FMA*EVQQWAHAHGIHWSYH 
VPHHLEAAGLIEQWNGLLMSQ 
LQHQLGDNTLQGWGKVLQKG 
VYALNQCS1YGTVSP1ARIHGSR 
NQGVEVAPLKITPSDPLAKCLL 
PFPKALHSACLEVLVPEGGTLP 
PGDTTTIPLNWrCLRLPPRHFGL 
LLPLSQKAKKGATVLAGVIDPD 
YQDE1 SLLLHIGG KEE YA WNTG 
DPLGRLLVFPCHV1KVNGKLQQ 
PN PG KTANDPDPSGM K V* VTPP 
GKKNPRPAEVLAEGK 


4007 


34375 


B 


4048 


182 


662 




4008 


34376 


A 


4049 




2250 




4009 


34377 


A 


4050 




1326 




4010 


34378 


A 


4051 




1614 




401 1 


34379 


A 


4052 




2586 




4012 


34380 


B 


4053 




1954 




4013 


34381 


A 


4054 




705 




4014 


34382 


A 


4055 




1833 




4015 


34383 


A 


4056 


1585 


4128 




4016 


34384 


A 


4057 




1425 


MARG/NA1TLPV/CGRAVKFT/L 
EVLRGDSVEKTSRVWSGNERD 
QELLTEDALDDLIPSFLLTGQQT 
PAFGRRVSGVIEIADGSRRRKA 
AALTESDYRVLVGELDDEQMA 
ALSRLGNDYRPTSAYERGQRY 
ASRLQNEFAGNISALADAEN1S 
HKAHKYFVFEANTGTETGYQG 
EESLFNKAYYGGGTNFFRKESQ 
KLQQSAKKRDAELANGALGIIE 
LHNDYTLKKVMKPLITSNTVTD 
E1ERANVFKMNGKWDFADFGT 
Tl KQDFRLLGQTS VDRLLQLSQ 
GQAVK.GNQLLPVSLVKRKTTL 
APNTQTASPRALADSLMQLAR 
QVSRLESGQQSSKQKKAIQTAI 
RKNKEANAVLARLNSELQQQL 

VnCA HFP PDDT V(^T~^I7P I I r.ATQ 

KAjrAIJr KJcrrllvl^lJrKLLvj^ I o 

VDRLLQLSQGQAITELCGAKRV 
GYFGPTQFY1ALKL1AAAQSGLP 
VR1ESIKCGNSYDHDYEFELGTL 
VLPRSLEGFALSLNCGEHYWL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4017 


34385 


A 


4058 


1461 


2496 


NKRNHQSVCHAFIRIP\AAPMV 

DSLIARVGVMARGNAITLPVCG 

RDVKFTLEVLRGDSVEKTSRV 

WSGNERDQELLTEDALDDL1PS 

FLLTGQQTPAFGRRVSGVIEIAD 

GSRRRKAAALTESEGTPAFGRR 

VSGVIEFADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAENISRKIITRCI 

NTAKLPKSVVALFSHPGELSAR 

SGDALQKAFTDKEELLKQQAS 

NLHEQKKAGV1FEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGA 

T\/l Vl^f.nifMVI XII ni?QP\7PTP 
1 VLi rvLiUlvlVI VJLfNLiJIvSlvV rlc 

C I EK 1 E A I LKELEK PAP 


4018 


34386 


A 


4059 


340 


2067 




4019 


34387 


A 


4060 


1 


1959 




4020 


34388 


A 


4061 


1 


2319 




4021 


34389 


A 


4062 


1 


1587 




4022 


34390 


A 


4063 


964 


1757 


GYSGSKPDVITLLEQGKEPCVV 

ARDVTRRQCPAAPMVDSLIAR 

VGVMARGNA1TLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

R Y A SRLQNEF AGNI S A LAD ANN 

1SRKNITRC1NTAKLPKSVVALF 

SHPG/ELSARAASQRQQCGYHK 

LHDKQRLLRG *KGNICAKLLN E 


4023 


34391 


A 


4064 


1 


1554 




4024 


34392 


B 


4065 


1 


1599 




4025 


34393 


A 


4066 


1 


682 


MKRAPVIPKHTLNTQPVEDTSL 
STPA APM VDSLIARVG VMARG 
NAITLPVCGRDVKFTLEVLRGD 
SVEKTSRVWSGNERDQELLTE 
DALDDL1PSFLLTGQQTPAFGR 
RVSGVIEIADGSRRRKAAALTE 
SDYRVLVGELDDEQMAALSRL 
GGATQAFAKENNQKAHTKKRT 
ASLILHAMICCRSLNSSKTKNT 
KCLNSINQRLKILSLQK.DLMCG 

1 AOKClv 1 L. 1 t-v 


— — — 


^104 


- — 


— — 




9448 




4027 — 


i^395 


— 


4068 




2541 




4028 


34396 


A 


4069 




828 




4029 


34397 


A 


4070 




1899 




4030 


34398 


B 


4071 




1686 




4031 


34399 


A 


4072 




1437 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4032 


34400 


A 


4073 


1 


3417 




4033 


34401 


A 


4074 


1 


3826 




4034 


34402 


A 


4075 


812 


2578 


FIRDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGHSNGN 

GQVSPIFHQTSSSTIRSCSCHLLT 

LNFLTLQLNTSDIAVFHSTPKLL 

LVTSTITHMGLNTSQAQSVPV1 

NSVAGSLAALQPVQFSQQLHSP 

HQQPLMQQSPGSHMAQQPFMA 

AVTQLQNSHK.FSHRSHGPGQS 

NDACSEPTNKKMRRNRFKWGP 

ASQQ1LYQAYDRQKNPSKEERE 

ALVEECNRVWQARRLGAFGKE 

DVHVSFAARRGAKFRHQTLLG 

RRSSIPAAPMVDSLIARVGVMA 

RGNAITLPVCGRDVKFTLEVLR 

GDSVEKTSRVWSGNERDQELL 

TEDALDDLIPSFLLTGQQTPAFG 

RRVSGV1EIADGSRRRKAAALT 

ESDYRVLVGELDDEQMAALSR 

LGNDYRPTSAYERGQRYASRL 

QNEFAGNISALADAENISRKIIT 

RCINTAKLPKSVVALFSHPGELS 

ARSGDALQICAFTDKEELLK.QQ 

ACKL\HEQKKAGVGDNS1DSW 

KNAGRVFKDSDKFDANDP1LK 

DQTQE WSG SATFTSDGKI RFI L 
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SEOID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4035 


34403 


A 


4076 


1474 


3367 


REEGANSECLGRHGFKK.MLYV 

KRDEVGK.GQIRLETVFEQA1DQ 

RFSTDTSLSTPAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKPT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSF\LLTGH 

KTPAFGQRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRKIITRCINTAKLPKSVVALFS 

HPGE\LSARSGKCMVPTESAPH 

VTVLGCQCGPLGLENGLKEGY 

LG R STLDM E A WQPLQE F YLHN 

LITGQMFEIAVTQNNSKINSSSP 

TTEQSWM ENDFDELTEVGFR R 

SVITNFSELKEHVLTHRKEAKN 

LEKSDGENGTK.LENTFQDIIQE 

NFPNLARQVNIQIQEIQKTPQRY 

SSRRATPGHIIVRFTKVEMKEK 

VLRAAREKASLAPENLDNSKIR 

PVVILFHYGESWNLLRADQRL1 

FAKSWPRASRYQQGHQDLFILR 

SDLPSQVF1RDKLMERRNRRTG 

RTEKARIWEVTDRTVRTWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


4036 


34404 


A 


4077 


794 


4235 


RVSRGRKWFF1ALKRMPAMKK 
AMNLFLGLSNVRTVHPEGFTV 
YISTHISFPSLSGYRTGLRSFGLV 
KQKKSPIRMPCVYTNTLCQYR 
KPDGSGIVSLKIDWIIERYQLPQ 
SYQRMPDFRRRFLQVCVNEINS 
RTPMRLSYIEK.KKGRQTTHIDL 

vwr.wvpm HiHicnTi i ppvi n 

Y ovj W V rL'L*r1IriAtL' 1 Ll_.rr I Lu 

EKDDVTYAIKPTCWPGLDIIPSC 
LALHRIETELMGKFDEGKLPTD 
PHLMLRLAIETVA 


4037 


34405 


A 


4078 


1 


2574 




4038 


34406 


A 


4079 


1 


536 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4039 


34407 


A 


4080 


368 


1449 


LKSTNLITFLRLFVPQMPLAYM 
KFTPSGLVAACAPWLRQRRVV 
QLGQ1AFSAP/YLSQMVRQEMY 
NRYGESAYEDGYR1YTT1TRKV 
QQAAQQAVRNNVLDYDMRHG 
YRGPANVLWKVGESAWDNNK 
ITDTLKALPTYGPLLPAAVTSA 
NPQQATAMLADGSTVALSMEG 
VRWARPYRSDTQQGPTPRKVT 
DVLQTGQQIWVRQVGDAWWL 
AQVPEVNSALVSINPQNGAVM 
ALALLlsTNARPWYLGAQPRDSTI 

lr L^ruAnrLLUr Js. 1 V uLKIN 
A ARKSCAETRLVPDARANSGK.L 
VRRYRKYRRQYHKSKSRHQPL 
RQQQPVRLDWRNVDNQYALT 
TRFLYQSLQRHAQLNVPLFHVL 


4040 


34408 


A 


4081 


1420 


1842 




4041 


34409 


A 


4082 


407 


1347 


GR1RVH1HKDGRADGGSQPGVT 

AIQQQLPFAFAFPN*SY*TESAW 

AQSIKAGPWWLRDQVDGPAGR 

LAALPQR/SLINAVSTRMEGISG 

A FNTANPACST* FLCSLLILPSLF 

STALPNFRLSAMVSDCT1SNMV 

WST/SAVTDWSCTPLD*ERKHR 

GTARLTTGKGVGMDRDKQVST 

LFLGFCYAHLQWNEDVF1ARH 

VHLH1ALFLDQRAQTASYLQYH 

IrrAKr V rrHK lUVrAl VAKLK 

HNDNRT1APCFTRLWTTLRWR 
HLLFEV A FV V I LQQRQQR VL H I 
LC1GR1EVHHQTLFKPGDRRKG 
KQLRFYVLL 


4042 


34410 


A 


4083 


1 


649 


MRHGYPARANVLVKVGESAW 
DNNKDYRYAKALPTYGPLLPA 
AVTS/ANPQQATAMLADGSTV 
A/LSMEGVRWARPYRSDT/QQG 
PTPRKVTDVLQTGQ/QIWVRQV 
G DA WWL AQV/PE VN SAL VSIN P 
QNGAV/MALVGGFDFNQSKFN 
RATQALRQAGAHLPAHSQSGH 
HQQTAR*KSNFCARM*TPDQLS 
W**KNCPFRLSPT*QRQWSLRR 
YRPVSQRTSF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4043 


3441 1 


A 


4084 




551 


WRA AG PE PC PTG RQLRP/AGDL 
ACSAAAGPGAEPFTAPLALAGR 
SK.CGAAEPAPTQNSRWPMSPH 
LSLHASPQAEGAGSGL/VPAPR 
A AAG*RAPQMRP/VVGAEAEE 
APnp*PPPt?uPA PHAQnwpvr.r 

ArUI crLKnrAI nAoynKiuL 
HPQ/A A FPPPHPA PHA WHCVH 

CHPSGLNPAGTQHPMPASTGTA 
AIHRGTLPAPSSP 


4044 


34412 


B 


4085 


1 


1029 




4045 


34413 


A 


4086 




2157 




4046 


34414 


A 


4087 


1258 


1838 


TQVVFITSAWGLGEMVVQGAV 
NPDEFYVHKPTLAANRPAIVRR 
TMGSKK1RMVYAPTQEHGKQV 
KIEDVPQEQRDIFSLTNEVEVQE 
I AQQA VQIFKHWGSPMD/IEW/ 
AK.DG/HTGNGHVQALRNRCPE 

J\ K \J n tv Jvl K. 1 r U K.1 L r K. r 1 kj K 1V1 A O 

PKTR1EHTSVTV1SNRRKIKTEN 
RGHKGYEDRKLHEDLQLRHQS 


4047 


34415 


A 


4088 


2806 


3540 




4048 


34416 


B 


4089 


1 


1251 




4049 


34417 


A 


4090 


341 


946 


GLSSVGQSVNDHLPWT*GLSSV 
GQSVNDHLPWT*GLSSVGQSV 
NDHLPWT*GLSSVGQSINDHLP 
WA*VLSSVRQSIDDHLPWT*VL 
SSVRQSIDDHLPWT*GLSSVGQ 
SVDDHLPWT*GLSSVGQS1DDH 
LPWT*VLSSVRQSIDDHLPWT* 
GLSSVGQSVDDHLP*M*GLSSV 
RQ*VT*AKVNPKISAVTRNRGS 
VESPHLEGRSLKVQVFIPQVED 
MSWGPPWLWVEGESWT 














VLGGGSEEKAPLWWSGPMVLP 
GAHSMKT*LPHTHVEFGFACLA 
SAGAQDVGMEGPRHTTENSVT 
GSPSHFPPRASQHRRG1CRPHAG 
RATADF 


4051 


34419 


A 


4092 


596 


905 


GLSSVGQSIDDHLPWT*VLSSV 

RQSIDDHLPWT*GLSSVGQSVD 

DHLPWT*GLSSVGQSVDDHLP 

WT*GLSSVGQSVDDHLPWS*G 

LSSVGQSVDDH LPWT*GLSSVG 

QS1DDHLPWA*VLSSVRQSIDD 

HLPWT*VLSSVRQSIDD/HSSMD 

VRSV*CRTISR*PSSMDVRAV*C 

RTINR*PSSMDVSAV*CKTINR* 

PSSMDVRSV*CRT1SR*PS\P*T* 

GLSMSL1PSQLCGLSAVTPFSAV 

TRNRGS\ENHPILKAAASRSKSS 

FPRLK.T 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4052 


34420 


A 


4093 




1 194 


SLGPRSHSCCRSDYRSGTTVPL 

VLLPVCGVPALLVFALLSPLCV 

VCSALCGGLLPVLRASLFLWCV 

AFLAGLVFVFGFAFFGSLVRGR 

FLVVVPFFLLFALCRLLFLVCW 

LRSFGACPVSVCVAGFACFAGL 

FLVLVSLLSSGFGFRLSFSCVVG 

SLCLPGFAFRAFCLFFLPCVGPA 

LLAFPGFCGPSSPSLSYGGLFAP 

WSCALLGFFGCLGWSAPGFLSS 

FGLSVRVLSLPCASGLRSLSGC 

ALVPGLFLPWVFSPRSLRPLVSF 

GCLLCSFVSH\NMDWIKES\AG 

VA/IArfTMP* WT P\/1T FFflCVPT TC 
IS. Vl^/LlfNr WLrv ILr rLli V rL, 1 o 

KA ATAKPLMRMG\RALTVSQL 

T/tW/ACFA AVVr.I F1I PT+PTTI \/ 
1 /AVAirAAV Y ULMLr 1 rILV 

GAVQMDDTGTTRJGICLVSNHP 
FFIRVLLGVALTVCFGFVLGSF 


4053 


34421 


C 


4094 


70 


1950 




4054 


34422 


D 


4095 


262 


4347 




4055 


34423 


A 


4096 


2 


458 




4056 


34424 


A 


4097 


2 


445 


QPTERGLCASLKPSRAAIKSQSS 
KVISFDSMSH1QGTVVQGVGSQ 
GLEQQYRSGVAVFRLHSFSURL 
LSACEFSRCRVQAVSRS1ILGSG 
RWQPPSHSSTREWPSGHTVWG 
LQPHISPLHCPSKDSL*GLCLCN 
KLPPENLGFSYVL 



434 



WO 01/075067 



PCT7US01/08631 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4057 


34425 


A 


4098 


1 


2589 


MVWFLKNVNHGTHTNAKKYN 

DVENKERTGWKWGSTEYLLCA 

RPLRKGNVGLSGDVFLTVFVM 

KTGHSSSLLPSTTTSDSTAQEGY 

ESRGGMLDWKHLLDSPDSTDP 

LGAVSSHNHQDK1CAMLKDGEE 

RPFNEPGVFHLLADHQLTQKV 

ASIPGSAVCAYDMLDIASVFTG 

RFKEQK.SPDSTWTPVPDERVPK. 

PRPGCCAGSSSLERYATSNEFPD 

DTLNFIKTHPLMDEAVPSIFNRP 

WFLRTMVRYRLTKIAVDTAAG 

PYQNHTVVFLGSEKGI1LKFLAR 

IGNSGFLNDSLFLEEMSVYNSE 

KKWSTAKPVRVTIILNPGQASF 

C 1TLRETV/C * RRKHI WCPP Y RC 

TLQ*HFCPCH\CLSGKETLCRVT 

GGMKVKADRDESLPYAAMLA 

AQDMAQRCKELGITALHIKHR 

ATGGNRTKTPGPGA\SRPSSPCP 

LGCLK7WQTLFPRRRLRWPQGG 

RRKRSQLEAQRVIRESYLKGHD 

QLVPVTLLAIAVILAFVMGAVF 

SGITVYCVCDHRRKDVAVVQR 

KEKELTHSRRGSMSSVTK.LSGL 

FGDTQSKDPKPEAILTPLMHNG 

KLATPGNTAKML1KADQHHLD 

i tai ptppctpti nnii'PifPCpnQ 

REWERNQNLINACTKDMPPMG 

SPVIPTDLPLRASPSH1PSVVVLP 

ITQQGYQHEYVDQPKMSEVAQ 

MALEDQAATLEYKT1KEHLSSK 


4058 


34426 


B 


4099 


1 


1299 




4059 


34427 


A 


4100 


95 


502 


FPE1PQSCREGAPGPAKPGG PRA 
REPCPNRTAASWGVHCEDGGS 
TVRTGGPL*GRGVHREDGASSP 
QHPPRRGRGLGHLGPRPL*GQG 
DAAAAPGHRGKS/GGK.GFLPAL 
RVQRGERG RVSRRA VCM WTSL 
CASVPS 


4060 


34428 


A 


4101 


2 


653 


DSFGSMSVLIK.NPRTLFGGKPY 
VCRECGRGFTWKSNLITHQRTH 
SGEKPYVCKDCGRGFTWK.SNL 
FTHQRTHSGLKLYVCKECGQSF 
SLKSNLITHQRAHTGEKPYVCR 

cLUKUr K^nonL V KHN.lv 1 rioO 

EKPYICRECEQGFSQKSHLIRHL 
RTHTGEKPYVCTECGRHFSWK 
SNLKTHQRTHSGVKPYVCLEC 
GQCFSLKSNLNKHQ\RSHTGEK 
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SF.Q ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


4061 


34429 


A 


4102 


8 


389 


LPASASQSVGTTGVISFENTCNI 
CHFFFLLLLFFSSSSSFFFLPFSFS 
FRVSLF* IQPLKTTASTVQGRQH 
SGGYRASPERRADQRAHTGEK 
P/YVCRECGRGFRQHSHLQLSV 
YPHSFWTQDKRSNH 


4062 


34430 


A 


4103 


1 


740 


EGKRGRPFRJPRPAHPFPHELQS 
RLCILKPLHHPTPSSCPSS*TPVA 
PLPSHPCAPH/SARSCPVSDEAA 
L\P* SMALWARAG LLEAPTTLL 
PAAPDASSPA/MPPSRKLPPPLP 
L/CPEPLGPSPAAPSPPAPPGPNA 
AARPPL/PPSPSAAPGPRRPGA\R 
PVGPSRGPG/PRNSRSLRAPDVH 
TA PMRCLPS VRPPLPVLS AL/PD 
PLPRPPSFVPSLPSP/PSSGPSCPP 
TSAPPGSPRPGFVRLPCLLFWGS 


4063 


34431 


D 


4104 


48 


272 




4064 


34432 


A 


4105 


2 


622 


CPLSPLLFNIVLELLARAIRKEK 

*/LKGIQIGEEEVKLSLFGDDLIV 

YLENPK.YSSKKLLELVNEFNKV 

SGYKIYVHKSVALLYTNSDQAE 

NQ1KNSTPFTTATSSSSSSSSSSP 

QG1FLTKRLKNF*RGKFKTLVK 

KNQGDPKKGKNPPGPKMGKN 

NFGKTPFWAKK1*KFHS1\PKKT 

PPFFFQKLKKTGVKFFWAPKGP 

KGFLSK.K 


4065 


34433 


A 


4106 


39 


1043 


QKQPVWQRCRE1GTLGYCGWK 

WTLDIHGRGHR1LSGGVEIPGP 

WTEGFIQGRDVGELQEPGLSGR 

ESIH*\GKSYEYECSEDGEVFRV 

RASLTNHQVIHTAEKPYKCTEC 

GKVFSRNSHLVEHWRIHTGQK 

PYKCSECDKVFNRNSNLARHQ 

RIHTGEKPHKCNECGKAFRECS 

GLTTHLVIHTGEKPYKCNECGK 

NFRHKFSLTNHQRSHTAEKPYK 

CNECGKVFSLLSYLARHQ1IHST 

E KP Y KCN ECG RAFHK RPG L M A 

HLLIHTGEKPYKCNECDKVFGR 

KF\NLTNHQR1HTGERPYKCNA 

CGKVFNQNPHLSRHRK1HAGE 

NSLRTLQME 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=p0ssible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4066 


34434 


A 


4107 


3 


941 


QQHQQQQHFVGQVA1QQQQQ 

QGPGVQTNQALGPK-PQGLMPP 

SSHQDLLVQQVSPRPPQGPQG 

MVGPAQVGVLQHQLHGALGP 

QGLH*QVFMP\QSRVFSSPQLA 

QQGQGLMGHRLVTAQQQQQQ 

QQHQQQGSMAGLSHLQQSLMS 

HSGQPKLSAQPMCSLLQLLQQ 

QQLLS*QQHLQQQQQQQLQQQ 

QQL*QPQLHQQQQQQQLQQQQ 

FPSRRPPNHMGLLTHSPNLTAS 
LRLTSTHKAALGPGLQAALGHP 
KDGLLWKTLGTWRARGLICTG 
G1ISYFTQHSWEVKVFTTL 


4067 


34435 


A 


4108 


1 


2255 


MEKNKVVKREAEANSINLSVY 

EPFKVRKAEDK.LKENSDNVLE 

NRVLDGKLSSEKNDTCLPGTAP 

SKTKSSSKLSSCSSA1MALSAKK 

AASDSCKEPVANSRESSPLPKE 

VNDSQARAPLQSTVMTNAVSP 

AELTPKQVT1KPVATAFLPVSA 

VNEMKTAGSRVINLKLANNTT 

VKATVISAASVQSASSAI1KAAN 

AIQQQTVVVPAPSRANAKLVPK 

TVHLANINLLPQGAQATSELRQ 

VLTKAQQQ1KQA1INAAASQPP 

K.KVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMR1EVTCNHGTK 

NL1FYNKCSLLSHARGHKEKGV 

AADTRGQKTCTICQMLLPNQCS 

YASHQR I HQHKSL YTCPECG AI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMACKSAP 

STHSHTYTQHPGIKIGEPE1IYKC 

SMCDTVFTLQTLLYRHFDQHIE 

NQKLSVFKCPDCYLLYAQKQL 

MMDH1KSMHGTLKSIEGPPNLG 

INLPLSIKPATQNSANQNKEDT 

KSMNGKEKLEKKSPSPVKKSV 

ETKKVASPGWTCWECDRLFIQ 

RDVYISHVRKEQGKQMKKHPC 

RHLCQrfNRIKHKGIRKVYACSH 

CPDSRRTFTKRLMLEKHVQLM 


4068 


34436 


B 


4109 


1 


411 




4069 


34437 


C 


4110 


54 


146 




4070 


34438 


A 


4111 




1937 





437 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4071 


34439 


A 


4112 




1830 


MCIEVTCNHCTKNL1VYNKCNL 

LSQARGHKEKGVVMQCSYSIL 

KPVSAGHI1VSPSSNSSSSSSTLQ 

SPVGTGIHTVTK1QSGITGTV1SA 

PSSTPSTTAMPLDEDPSKLCRH 

NLKCLKCN EI FQDKRSL ATH FQ 

QAADMSGQKTCT1CQMLLPNQ/ 

CQR1HQHKSPYTCPECRAICRK 

KRTNQIHEWERETGKEISISFEKK 

SMETKK.VASPGWTCWECDHLF 

MQRDVYISHLRKEHGKQMKK 

HPCRQCDKPFSSSHRLCWKNR1 

KHKGIRKVYACSHCPDSTGTFT 

KG LMLEKH V\H * C M A SRTLT* K 

K*QTPPMRRKQK*K*TSRSAVP 

SGWERTGSGVQASQRSNNSTT 

EKAENQCF*GSQAPLCCTQVKG 

TSASAQAKWGWRR*PTGEQTQ 

PRGRISQWWMSDRKCKVCAKT 

FETKAALNTHMQTHGHAEGCL 

KQPCRSLLSQPRIKTEARNLIRN 

ADFLNSILRNGEGYSKEKKNGT 

GFLGRSARLALGAQGGKSWRF 

LFWVLLPNVLVLRVGMHDVN 

HRLINAAGCVSQLAVTLSTEPH 

G1SSAISRVPRHCHPSGENSMAT 

SLNVNRS1SRLAAGSGVLAMDL 

PIPAGHRAIETGLLGTEDTEQ 


4072 


34440 


C 


4113 


217 


510 




4073 


34441 


A 


4114 


210 


281 




4074 


34442 


A 


41 15 


1 


675 




4075 


34443 


C 


4116 


126 


434 




4076 


34444 


A 


4117 


804 


2061 


WERREAGGEDEGINIHEP\*VEE 

EMKKHESNNVGLLENLTNGVT 

AGNGDNGLIPQRK.SRTPENQQF 

PDNESEEYHSLGDKSKTSFQNS 

NNNNNKQQEQQQQNPTFSNTR 

KLTKLYKAPIPPS1ILSGCPNIND 

SN WQEIEHGMQTAGLPTRPLSH 

GLQQKGAAFRCLGCKCSEPFTG 

SLILQKAKTNTQKWQATYPK.S 

QNEQLVPSVGKSYRCSTPAQP 

MKTAVGHKPCKATGAELPKAL 

GAQPLHPCALDVGQGFKKGNF 

GAVGLNGLLGLEFHGVSGVLL 

VGPGDGGLISEGVVREDLMCG 

V WoAU 1 Wovul AtKLLtlvruA 

LHV1EGPLDSWDGPVMPNGPV 
KSRQSSCLDGPGRCCSEILTGQS 
HGNKK.PARASSKSSQSINDRPL 
AVLTNQYQCEQLASERQPSSNS 



438 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


deletion, \=possible nucleotide insertion) 


4077 


34445 


A 


4118 




357 


GKLMLPGSTRK.PQVPVDRKMG 

HEGVFVWQAGLRARPGPSLPFS 

HGLTLHLHWPLALPV/GATSSP 

CEAGDLGWLAAGTWCPWEA 

*RQEEAGWQAPGRAGPARVG 

WGGTGLTSAEV1ITI 


4078 


34446 


A 


4119 


1 


771 


MLISHKQLSPQLLSLTLPLSEGK 
AGWAGECPNPPSKDSPVQG1G/ 
GPPP/GYQKCR*DTASMLTMAP 
CHGPVCPPHPG WRPRSGSRV I L 
PAPPGHHPWPVG PRARNG LG TF 
QGCSTGWQVQETCFGPGGWLG 
DRHLVGPAATGARCLPAARGP/ 
DGALHPAVPTGKLKGQP\G PGA 
RHQRTYD* LPRPCGAAGLGSPP 
A*HPISEETENQWGLHGPPQPA 
WARPDHGCQ/APTLSPSLKRKP 
GRVTAGGPMPGCFSTSSVPTT 


4079 


34447 


A 


4120 


1 


402 


MLISHKQLSPQLLSLTLPLSEGK 
AGWAGECPNPPSKDSPVQGIGD 
LHQLPKMQIRYS1HADDGSVPR 
AAHKRGLRKRTLKTISLPRQES 
AFPFHGQGGDPGVVPGSSFLHP 
LGTTPGQGPRARNGLG\PSRAA 
PPAGRGVAGGSPSGG\PAATGA 
RCLPAARGPVGPYTQQSQRAS* 
KG SLGPG A RHQRTYD*LPRPCG 
AAGLGSPPA*HPISEETENQWG 
LHGPPQPAWARPDHGRQPLRC 
HPP*RGSQGGPQKAAVSQQIPR 
AGQEGTH*DPTEWGPPDGDQG 
GPRESCRGLQGGRGQCLCDWS 
PNTSE1*YPHA*NGD*KAG\PPM 
DTKSQLQVSTPKSPASHGEDVA 
RLEEPEASGD/RSVP\GLPGASLI 
PIWRPPFSRISVRTFLPSPWNLL 
RDCGFLGTSLASSSGRVTA 


4080 


34448 


C 


4121 


111 


218 




4081 


34449 


A 


4122 


2 


453 


WWPVLSVPPECRLPGRLPSG*V 
RGPAPWWPEPASQDKSQLSSR 
GFPGKVSLGKGMAFSPLQTAP* 
KWLGLSPPLSSTENTASRGHTS 
PSSRNGFDSQPRDSRTGRECQA 
TQLPAQHSHAEVLHFGGAMSG 
QLSLVGPQDSKRTARLTDSQ 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 


4082 


34450 


A 


4123 


1 146 


1775 


KGWLEGAPEA*ERYPG\PPCVV 

CSLSDAPWVGHPAPSLGVVEP 

NPP*SRGESQGPTSSICRQSSGD 

LG*KLESPIHTVIPRHTSQARQG 

HTAPFPPFQVPS*LLV*LKAVSL 

APAEAP*PASGLHAPWPVAPRV 

TC A I/P AKGTTVPAG PAE L RP V S 

PPPILLP/PDSRSSAFPSRKGPASP 

YETCSPPTSVEVPSTYKSMGP 

GIRLPALPASPRVPSEGPGLSEH 

PEGPPALPPAIPFS\SPSWFKQCS 

FS1RPGWLLHGAPQGKGWPQA 

SWVGKTG*PEKRGSPRGPEHSA 

LNLRVALPGVAV\*EGPACVGW 

GGPPQPPG AICEATA PPSI/VPPL 

SLPAPFPGTLP/PPTPAASP/PPAL 

PPLLRRGRPRPCAALALPALSSL 

FS/PPVFSLLSLQLPADRVRQVH 

PVLRAPGPPFRPPKQIPPSSSGDL 

PFPSLPGR/PVL*LEKWLPPAPK 

ASPPSSVNLILLVVVKLNTFRCG 

PLVKNLVPPSVVCPCPCSYKYL 

*ILIYIH FLHMGQPPSPSSAGNQ 

SLCYPCGGLVAQPTKRTLVPPTI 

QLQSVPPPV/KPPCHARPVDSQP 

PPSLPPPTKHGGAVQAAVWPDS 

FYPVLLSLG 


4083 


34451 


A 


4124 


146 


1701 


TFLGYLETAHGPSAQQCPTGLF 
AFRSLGRGLLLTSLPKQPARSPP 
RED VPRSTTQEMTRPRH PPRKP 
AQPGLGARRRGAPV/RGLSKSR 
ELNSGNTSDSGNSFTNPPHPRTR 
GPCWRJSPPPAGAESQGDAMLL 
ARMCQMPSLGLMSRTFPHSST 
GKARGFQSPCLECAEVKKSSLV 
PSTARSSPMKGCSRSSSYASTRS 
SSHSSQSPNPRASPRVRTI1TCIL 
*TRKRPRETKSSAKVT\HYYSSK 
SGKRSPPSRSSRSRRSPSYSRYS 
PSSPNSPADIPQNSHPQPSASTD 
RPHIQSPQFLPTHQGLRN 1 H VLT 
PAAPALL*CPPANADTPAQAQP 
PPLRY*QPSQTLTAAPSSSLRSP 
LRQRADPIP*PSGGAGSQIQ\WK 
DSQQRERERARRRRRSYSPMR 
KRRRDSPSHLEARRITSARKRP1 
PYYRPSPSSSGSLSSTSSWYSSSS 
SRSASRSYSRSRSRSRSRRRSRT 
RTSSSSSSRSPSPGSRSRSRSRSR 
SRSRSRSQSRSYSSADSYSSTRR 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4084 


34452 


A 


4125 




1068 


MLLLELNAPEHVLETINFQTLT 
AFCNTFHILRPTKAPGFVYAWL 
ELISHRIFIARMLAHTPQQKGW 
PMYAQLLIDLFKYLAPFLRNVE 
LTK.PMQILYKGTLRVLLVLLHD 
FPEFLCDYHYGFCDVIPPNCIQL 
RNL1LSAFPRNMRLPDPFTPNLK 
VDMLSEINIAPR1LTNFTGVMPP 
QFKKDLDSYLKTRSPVTFLSDL 
RSN\LQVSNEPGNRYNLQLINA 
LVLYVGTQA1AH1HNKGSTPSM 
ST1THSAHMDIFQNLAVDLDTE 
GRYLFENAIANQALRYPNSHTH 
YFSCTML\YLFGRRANSGRPFQ\ 
EQITRVLLERLIVNRPHPWGLLI 
TF1 ELIKNPAFKF WNHEFVHCAP 


4085 


34453 


A 


4126 




984 


MQANLEMAGNGVTSMGMEPL 
AIPHIYCCSEGTCNFSNTENHCL 
RAALSMLLNGTPFAFVIDLAAL 
ASRREYLKLDKWLTDKIREHGP 
SVHGLFPSRVLSPALGPGAFPG 
RHNCGSCVAPQSGLPGVHPVEL 
PWS1SKLFRLRSPANFSDVLGSR 
SKVLLLMCTLKYCGMQLGADA 
TRVDMLTFLPTLGFIRNNDYTD 
DTKASELTELSHNLHAYDSVTG 
VPGDETECSKTVSTWAYTAESL 
QGYMAAKLLGRNLTVPSRYLF 
LNA1ANQLRYP1MSHTHYFSCTM 
LYLFAEANTEA1QEQIT/RLVRE 
R]*S*ANAYWHSEKFYQFTCEL 


4086 


34454 


C 


4127 


1 


399 




4087 


34455 


A 


4128 


1 


868 


MANVCNPSTLGGRGGRITRRPE 

DPGSPVYSVPPASYHPKPWLGA 

QPATVVTPGVNVTLRCRAPQP 

AWRFGLFKPGEIAPLLFRDVSS 

ELAEFFLEEVTPAQGGIYRCCY 

RRPDWGPGVWSQPSDVLELLV 

TEELPRPSLVALPGPVVGPGAN 

VSLRCAGRLRNMSFVLYREGV 

AAPLQYRHSAQPWADFTLLGA 

RAPGTYSCYYHTPSAPYVLSQR 

SEVLVISWE\TLAPPTTPGGT*S 

A WG WPG WSSSPW ARWSLLTG 

AVRTALLLFPQVPHRATTPWVT 

SYDWVWLP 


4088 


34456 


A 


4129 


1 


270 




4089 


34457 


B 


4130 


39 


919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4090 


34458 


A 


4131 




466 


GRALCPPRLLAAGRVLGPGRRS 
PG\PGPGVP/GG*R*GGAEPRPG 
APRGRVLPPSAGSGQFSAATPA 
QNGLPALRGPGSRPGIRSKAVR 
PVPLGRVGVYFRDALRASGQS 
GRKLCCIGNTLSPTSFSVGKEVP 
RKHETNQKHEK.GILCMEAVKP 


4091 


34459 


A 


4132 


1 


1647 


MWRWLYAGARMTVRDKQPLE 
QMLAGCTHASLVPTQLWRLLV 
NRSSVSLKAVLLGGAA1PVELT 
EQARDMGIRCFCGYGLTEFAST 
VCAKEADGLADVGSPLPGREV 
KIVNNEVWLRAASMAEGYWR 
NGQLVSLVNDEGWYATRDRRE 
MHNGKLTIVGRLDNLFFSGGEG 
1QPEEVERVIAAHPAVLQVFIVP 
VADKEFCHRPVAVMEYDHESV 
DLSEWVK.DKLARFQHLVRWLT 
LPAEPKNGGIKFHVSAKRVGAL 
TTRMEAAQQHADDKIRQMINS 
EQRLSEQFENLANR1FEHSNRR 
VDEQNRQSLNSLLSPLREQLDG 
FRRQFRTASLMKVAGWDYLM 
NSLYNANSSALVNRVRYK.W1A 
AFEGGFTGIVATLDTGRPGPVM 
AFRVDMDALDLSEEQDVSHRP 
YRDGFASCNAGMMHACGHDG 
HTA1GLGLAHTLKQFESGLHGV 
1KL1FQPAEEWRVARGRWSMQ 
VS*MMLIILLPCTLALAYLRALL 
CAAVIILWQPPNLTRTSPVPPLT 
QAQNQKTVTMPCWRHTSHSCT 
ACNRPAQRRSFQS 














TGRSTIRRQRREPRRKAATLRF 

drngcrarctpp\grk:eqryqq 
tadgdkgaefyrrpegveiva 

VMEQRDEVIQADKLAGETKRI 
DAL 


4093 


34461 


A 


4134 


618 


1102 


HSNAAPTARSSFVQNTPSSCGY 
SRRAWRISSIPEETDRTSYRN1Q 
CGNHPPVPARLPAGQTGDGDIP 
PRPRWQSPQTA PRKPPDLP/LIR 
KNKIPMFRSATTQPGLTGT1AK 
ASSSEVKAIIGARVKMTRSENF 
GIQSSLKNILIMSATSWSEPPQP 
TRLGP 



442 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4094 


34462 


A 


4135 


2400 


3201 


VGGGRNRSPGVACWVEDGNG 

DAVRDGWULDADWQASQAM 

RRKQQPEWWQHDAATADADR 

QMNMPV\LH\RALVAGRAQEM 

NGAQGKTLLKGW\DEASARRG 

T\KTED\FCEEDTRDDAMIAWM 

PR*PGVLPRADAWANVLNHGV 

G WKKAQLK\STWM\PQVQQ* W 

RGD\KAANSNAAVAHTVVLLN 

SGGDATQ/TAAFPISSPLSV/EEV 

CVTMVIA*FWMWDSGSGGVVL 

CSSSGRSLTSWSATKVRG/SGH 

KGRWCSRQGVTCQVRHGGHV 

APH 


4095 


34463 


A 


4136 


118 


1008 




4096 


34464 


A 


4137 




1140 


KHTYMLSILKPVRTSALPPPAP 

AQTLCTQLSRVSSRLL*DHPSR 

WGLR/PSTGMSQARACSPGSLG 

WMQRSSFTPGAGRVRH1PN\SA 

GSTRRPACGSRSAAAPVRPCRR 

TR*G/RSSVVERFMTALSLACR 

ALPGP*AAPGPSITRRFTISAELK. 

DTRL/PREHVVPLVCTHAIAVPD 

RGAAVRPTRRRDAAAPPSPLVG 

DVTLQCPSQ* RG SNAPDQVRLP 

CVG*RPRSSLQRSGLSVFSADGS 

TSGPEPASGRKDAGWPARVLRF 

GTLSRGAPEAGADWGPYSPGSP 

GAAASGAPWLGQPQALQGAG 

GQLVGSENGERGTGTKPRVSVS 

VAYGE1ALPADTSWSSRAGAA 

VLLGLSRSTGGEGPGNMGHGG 

QSQMLTLEVL 


4097 


34465 


A 


4138 


10 


585 


PLEMELNL1S1EVWGERLGISTG 
TEK.MPTLKHRTWPVECSKASSL 
EGDLRSL/S*LEVISAFSADPASA 
DDSPGCWKKKDDCSMVHLHR 

RJSIKCGSHPVCGTVLWQP*QTH\ 
QISSCPTVGCPPSHSSFSILDGAN 
AGQEKQSTTEPEPALFLLPPSRG 
AFGPFGLLSDLRRQL 


4098 


34466 


A 


4139 


1 


474 




4099 


34467 


A 


4140 


458 


612 


ASCMASVDISVLTCMWRCTIEQ 
SSSFLCLLTPLWE*SWCHVTR1C 
PFISLG 



443 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4100 


34468 


A 

— 


4141 


1 

- 


829 


MGRPDLILSSILGLRWLLLPQSS 

RAGRRGAIREASDAEQVTFSGG 

TVPARTSSGREWRSLLGPDMET 

TSLFC1DTKTTFLFVYRYGDHIP 

LVPEQSGLEPLLIWADPGLFHV 

RLFHLLTIDDNFCGLDMNAPLG 

VSDM V RG I PVFTEDRDRMTS VI 

AYVYKNHSLAFVGTKSGKLKK 

/VRSSAAP*VWDQDTPRSLGQQ 

GAQRQP/ILRQCVYTFFQLN*RC 

PHSTARRELRTGGFIPTRSHQD 

G LRSA ARCTQGTTQ* AS WSC V 

H VCASVRAMCSYC 


Tun 


; M469 




4142 




237 


\[Cn A \y1TD 1P\TM PU/P1X1P1 CCr<2 

JNrOAlvl 1 rvlK\L/L.r W tllNrL^LSCo 

SLCEKDPPTTSSPQTN*PKEHHT 
NFQSETGDEFYPWTQNFSTGHG 
LGKTVFPWCL 
















4103 


34471 


A 


4144 


306 


573 


RNFGAMTR1R\DLPWEINPLSSC 
SLLREKDPPTTSGPQTNQPKKH 
LTNFKSGKRPLLTLFSNLSHCPS 
TTFFFPFFNLSLLLIS1PFIFW 














ASHSWQTLQUSGRYSRSSG/SA 
GSPRDCAARAPTISPGCAMAWL 
NLDSISPSSQSKASPLSQLTCPET 
SYTGCP*SAPHSPPPPWCPQERC 
ACKGHCLHHRDGCCGYGYM 


4105 


3447j 


A 


4146 


2 




S1L IRKCKYGME1PT/NIPGLGA 
AGPTGMFFGSAPSPMGGISPAM 
TPWNQGATPAYGAWSPSVGSG 
MTPGAAGFSPPKA/PTYSPTSPG 
YSPTSPTYSLTSPAISPDDSDEE 


4106 


34474 


B 


4147 


1 


1260 




4107 


34475 


A 


4148 


150 


335 


SFQQSAPW*ASGQSCASDPAPP 
ATARGRFGPHQSQAFHSRHSPIP 
DPLPPPCSGGWGHSRW 


4108 


34476 


B 


4149 


1 


3267 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location ol first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4109 


34477 


A 


4150 


1528 


2973 


GKQIFSLI1PGHINCIRTHSTHPD 

DEDSGFYKHISPGDTK.TVINNW 

LL1EGHT1G1GDSIADSKTYQDIQ 

NT1KKAKQDVIEVIEKAHNNEL 

EPTPGNTLRQTFENQVIAVVGQ 

QNVEGKRIP*LPPPL*WGAGRR 

EGVG*CGRFSEHSRSSAAGYRG 

G RPCC\PS WEDDP/G A PPDPP A S 

AQIPAPTRSGC V RCSARPSPGPP 

AECAAGPSHWYNQSGTSSQKP 

CWKA*AYPGSGTQRSRGSQAR 

SHP* *SEAESGA* SQMESACPRR 

SAVQRQQ*PDSQTSAAECSLG 

WAPAHCCVPSR*PLLRPAWPS* 

*CSECPGKS*NQQWSPQCQ*YD 

PNPQSTVVAEDQEWVNVYYE 

MPDFDVARISPWLLRVELDRK 

HMTDRKLTMEQIAEK.1NAGFG 

DDLNCIFNDDNAEKLVLR1RJM 

NSDENK.MQEVMGVLEVSVSHV 


4110 


34478 


A 


4151 


459 


940 


HLPGGGVPGREGGSPDQHVAP 
GAVSGGAGGGSTRGRGSRRRR 
PGRPRPGPRQPRRGALPGGEHG 
LR AS ARC A ARAQQRDPG/TPSC 
SSWACPTPRRPWAPAASSRLRR 
PPRGPACATPPPCRPPARRTCTG 
RCPPSCCLCGSPTTWRRPPPTG 
GALESPKRR 


4111 


34479 


A 


4152 


264 


1386 


SSRCQPVCESGHPGYGQSPA/YT 
TAGRTESGGTGST/GDNHPLWP 
CI/G G A PC PAQNTPH LRC V * R S H 
ALALDSAGSSSPESPH*RAS1PH 
TTLGQKRRSWAGTAHS\PMAPC 
AAAS1STST*LSHHHSPAAQSVC 
PSSHTTPSFCPIQKFHCFR/SPQR 
NTS*VVLCPGG*LRVG*WPSSG 
HDRSWYHTREPSVGN*HRSHQ 
RR* RGTA PAPGPSARLQCPARG 
SRSSHSAPASSSRRPFPGSTPAG 
LGFPSARFPVGKPVVPAALMNR 
PTRGERRFAYWAPGWFFFSPVR 

VCPSRRKSCLMVVPKSAKSPVL 
AK/YGPVGHDHGTEHDVVLGE 
VQGKRPVAPTMGTPKHKAVHP 
RAPH 


41 12 


34480 


B 


4153 


52 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4113 


34481 


A 


4154 


321 


802 


HLPGGGVPGREGGSPDQHVAP 

GAVSGG AGGGSTRG RGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARCAARAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRGPACATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


4114 


34482 


A 


4155 


15 


263 


CGRFSEHSRSSAAGYRGGRPCC 
\PSWEDDP/GAPPDPPASAQIPAP 
TRSGCVRCSARPSPGPPAECAA 
GPSHWYNQSGTWKCKG 


4115 


34483 


A 


4156 




518 


SPSVGSGMTPGAAGFSPSAASD 
ASGFSPGYSPAWSPKPGVPGVP 
QVPSKPLKSLHPGGVVRHLSGQ 
VCFLHSSG*VCPLL1SFVGCFPT 
GGAMSPSYSPTSPAWEPRSPGG 
YTPQSPSYSPTSPSYSPTSPSYSP 
TSPM YSPTSPSY SPTSPSYSPTSG 
SYSPTSPSYSPT 


4116 


34484 


B 


4157 


620 


6763 




4117 


34485 


C 


4158 


430 


870 




4118 


34486 


A 


4159 




3039 


MDSETRRTAKVRLLMTVLRDQ 
DRVSGVQAHPEQFQQA1CPLCG 
VSLTRSGTTFGSPSEIYSPLGESR 
ASSGLPRRDGRLIGEEPPEKKFS 
RSPKGD/LSSGGQRIDYRVCVPT 
KFNL*VLSF*PRGQGAGGQSPG 
FSVRRLLVLVWSSGTFV*NGK* 
QKLL*TLCECVHD*GVQGPASG 
SPVCSSTAKATEFEKDPSGPFSS 
SSLPLTPY1SFSRVTASSASPGLG 
SALTPQTLK.RKGRI * A ICL* V VE 
TPKVFR 


4119 


34487 


A 


4160 


1 


772 


MVARAFLWSQVIRRLGRK.GGL 

SQGDRGCNTALAEGRLDPDLT 

RGHPALCLPRRPAPRPAEVRRE 

GEAEQPEAGQPPGAAPRRARD 

NGAAAAAAGGRLLQSVRPAVV 

CPHPGPQASYGLRYIAKVLKNS 

IHEK.FPDATEDELLKIVGNLLY 

YRYMNPAIVAPDGFDIID\MTA 

GGQNNSDQRKNLRSTAKVLQH 

AASNKLFEGENEHLSSMNNYLS 

ETYQEFRFKNVTFDIIATEDVG1 

FDVRSKFLGVEMEKVQLNIQ 














VI-ll?HncWR\!Tl?I?*\Ik r l nr,i/r,c 
T nKHUoWKlN 1 KK MKbiyOivOt. 

PKGAEESEATSKYTAAK.LHEK 
GVLLDIDDLQTNQNAVNDFSV 
GPQDEVIVEDITNCYLCE1FKRY 
EWVT 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4121 


34489 


A 


4162 


379 


520 


GTSHRGASQRRCCPPLSKTGPK 
TPCGKGAPSAP*QGGLDVQGEP 
GGKAGDSSGECVGGNVAGLHK 
GGGTRADSQVPGGMRGGRMS 
Y/GG/HLTAEGPMGRSGPR/GAV 

rjL 1 rrurjKuijLoK^ 1 ovjAnlvl 

RFLGTARP*GTSHRGASQRRCC 
PPLSKTGPKTPCGKGAPSAPFIP 
AGPTFDHKALM 


4122 


34490 


A 


4163 


455 


798 




4123 


34491 


A 


4164 


32 


2109 


W1GGCPGSQPDATAIMGWTLA 

PHSSRCHRCCHYRCHCRCCLCP 

AEMTVGRPEGAPGGAEGSRQIF 

PPESFADTEAGEELSGDGLVLP 

RASKLDEVLSPQEEIDPTSDSTG 

SIYHTLLDLAQKGRWLSVWSLS 

FSLTQRVMKTSLKMRRTWRVS 

SKTRTGGWCRSSARRL*GVAPQ 

GAA/DSLNNLPSNIPRPQTQPPS 

GSRPPSQHRSVSSWASSITVPRP 

FRMTLREARKKAEWLGSPASF 

EQERQRAQRQGEEEAECHRQF 

RAQPVPAHVYLPLYQEIMERSE 

ARRQAG1QKRKELLLSSLKPFSF 

LEKEEQLKEAARQRDLAATAE 

AK1 SKQKATRRIPKSILEPALG D 

KLQEAELFRK1RJQMRALDMLQ 

MASSPIASSSNRANPQPRTATRT 

QQEKLGFLHTNFRFQPRVNPVV 

PDYEGLYKAFQRRAAKRRETQ 

EATRNKPFLLRTANLRHPQRPC 

DAATTGRRQDSPQPPATPLPRS 

RSLSGLASLSANTLPVHITDATR 

KRESAVRSALEKKNKADESIQ 

WLEIHKKKSQAMSKSVTLRAK 

AMDPHKSLEEVFKAKLKENRN 

NDRKRAKEYKXELEEMKQRIQ 

TRPYLFEQVAKDLAKKFAFQW 

YLDTLKQAG\RRKTL*ETRVKA 

PGLFKRKRPKSRIFPGSKKLQNS 

ASEIQSR/RLEGSLEQPASPRKV 

LEELSHQSPENLVSLA 


4124 


34492 


A 


4165 


251 


637 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSIM 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4125 


34493 


A 


4166 




1344 


PG RTTRSM AEDVFLS A PI PRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVA EA EA V AAG WM 

LNFLCLSLCRAFREGRSEDFRRT 

RNSAEAIIHGLCSLTACQLRTIYI 

CQFLTRIAAGKTLDAQFENDER 

ITPLESALMI WG SIEKEHDKLHE 

EIQNLIK1QAIAVCMENGNFKG 

AEEVFERIFGDPNS\HMPFKSKL 

LM 1 1 SQKDTFHSFF\QH FSYNHM 

MEKIKSYV\NYVLSEKSSTFLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEMETEAN LGYKKKC* LT 

NSLR*LNPQRVQYPY*GSHKNL 

FLSKLQHGTQQQDLNKKERRV 

GTPQSTKKKKESRRATESRI PVS 

KSQPVTPEKHRARKRQAWLWE 

EDK.NLRSGVRKYGEGNWSK.IL 

LHYKFNNRTSVMLKDRWRTM 

KKLKLISSDSED 


4126 


34494 


A 


4167 


1 


1345 


IPGSTISCLKGQYPSEPFNMAED 
VSSAAPSPRGCADGRDADPTEE 
QMAETERNDEEQFERQELLEC 
QVQVGAPEEEEEEEEEDAGLV 
AEAEAVAAGWMLDFLCLSLCR 
AFRDGRSEDFRRTRNSAEA11HG 
LSSLTACQLRTIY1CQFLTR1AA 
GKTLDAQFENDERITPLESALM] 
WGSIEKEHDKLHEEIQNLIK1QA 
IAVCMENGNFKEAEEVFERIFG 
DPNSHMPFKSKLLMIISQKDTF 
HSFFQHFS\YNHMMEK1KSYVN 
YVLSEKSSTFLMKAAAKVVES 
KRTRTITSQDKPSGNDVEMETE 
AN LDTRKRSHKNLFLSKLQ HG 
TQQQDLNKKERRVGTLQSTKK 

IfVponn ATPQRIPVCk r Cr»DVTT>T7 
JVlVLOlvKA 1 t#L>ivIr V jNoyr V 1 rt 

KHRARKRQAWLWEEDKNLRS 
GVRKYGEGNWSKILLHYKFVNN 
R\TSVM\LKARWRTMKKLKLIS 
SDSEDWIVFVKL 


4127 


34495 


A 


4168 


3 


378 


LTSGSRADQGEGQEEGAEGGR 
ASSSSSSSSPRGPQHHPHLHGDP 
AEHRPGHPLCSPPDLTVAYQ/M 
PEVPAEDM/SDPSFCSARQGGQ 
RGLDSGPGAPWSSSHSPHSRFQ 
EASHGACAGWRWCRQEEL 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4128 


34496 


A 


4169 


1 


1044 


SGQEVNKEDGQADVQQDHHA 
DEDGVGDLARQPHLFHLHLRL 
CRQCGLLPRLLLGPRLGQPSSLS 
LAGLGPGLGFGDDGLGLQLGG 
GLACRLGASERGGLQRGGGRG 
RGRGLGPG/GPRARAGPQRVGA 
RAAWCAQHSCGSPGKAPPPAP 
A/TGAGGACRASMAMRSVAGR 
AGLRRPAPSDGVTDRLPSPLGS 
PFQAP/EAQQAVLGHPGPGPLG 
LRGRPGR*RGATLGPRGLT/PRA 
AAGSRGAAVGGPLRRRPGRGA 
PAGSPSSPGSPAAAGASDIPDLA 
GRSPEPAPWPKCEQCWTPGWQ 
PGR P V PLPQL WPWRGLSI SG SM 
PLGEGLEDGSDPMTPSCCLPGT 


4129 


34497 


A 


4170 


1 


732 


SLTQAGTVSLGLDAEGQEVFVP 
FSAVLPMVAPNDLVFDGWDISS 
LNLAEA M RRAKVLDWGLQEQ 
LWPHMEALRPRPSVYIPEFIAA 
NQSARADTML1PGSRAQQLEQIR 
RDIRDFRSSAGLDKVIVLWTAN 
TERFCEVIPGLN DTA ENLLRTIE 
LGLEVSPSTLF\AVAS1LGGLCLS 
FNGSPQNTLVPGALELAWQHR 
VFVGGDDFKSGQTKVKSVLVD 
FL1GFRLQRP/VSIVSYNHLGNN 


4130 


34498 


A 


4171 


1 


908 


MEKAPPQTQHEGLKSKEHLPE 
QTDEGKTEYRRVPSLRAVVLFR 
QRSCIENILRACVGLPPQNHML 
LEHKMERPGPSLKRVGPVAAT 
YPMLNKKGPLVWEVSPATLFA 
VASILEGCAFLNGSPQNTLVPG 

TKVKSVLVDFLIGSGLKTMSIV 
SYNHLGWNDGENLSAPLQFRS 
KEV\SRSNVVDDMVA\SNP\ML 
YTPGEEPDHCRMGRNLPE*GSS 


4131 


34499 


A 


4172 


85 


529 


ECGARPGSSTRPPARLSPRLFCS 
AIRAALKTRPAPALACTWRTG* 
p a ct PTTnrir.sr.i mrTAcnc 

KAoLrl 1 KUAuovjLU 1 ^ 1 AcUo 

EGCSHPGPLTGTG/RQEACPGT 
APAGSPSCLHPRGRPRPCPPGTL 
APRMSCPWPRSPPLTRYLPSGE 
NLQSK.LESLNTSEKF 


4132 


34500 


C 


4173 


215 


324 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 


Nucleotide location uflast 
codon Tor last amino acid 


Amino acid sequence ( X=lInknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4133 


34501 


A 


4174 




505 


YKCEVCDKVFNQN*FLVCHNR 
CHTGKKPYSCYECGKTFSQTSS 
FTCYRRLHTGGKPYKCSEHNK 
TFG*NSALVIHKAIHTGENPCKC 
NECGKVFNQKAHLARHHRLHT 
REKPYKCEECEKVFSRKSHLER/ 
HKLKRGG VALV/C* ECPTVYQN 
TSCLRSLSCSYPMSLNG 


4134 


34502 


A 


4175 




6192 




4135 


34503 


A 


4176 


2 


3389 




4136 


34504 


A 


4177 




875 


geeaalslcmhstddatrlga 
rdteplwhvpaq/arlsaiags 
sgnkhpsr/qdaagkdspnrhs 
k:\gskpsagslrlssregedrta 
wtgprgaveqevtgpdlc*gr 
gqqgllvgwt**eqkrgqgkp 
qysshsssntlssn/assshsdd 

RWFDPLDPL/EPEQDPLS/KGCM 
SLAK/APRPAKPHKPPGSMGLC/ 
GGGREAAGRSHHADRR/REVSP 
APAVAGQSKGYR/PKLYSSGSS 
TPTGLAGG/SRDPPRQPSTLWH 
RTWYL/YHTASAAVHRGLCRE 
LEQADQIPPSWYGRRPMGNS 


4137 


34505 


B 


4178 


108 


318 




4138 


34506 


A 


4179 


103 


540 


RRGCESHKTLRRGTSWGLDAR 
GGGPGPGQVSAGRDGAEVWLS 
TCDRGHALSGSVEELLFLQN/G 
ARTER*EGPGEWPRPPPPGLASP 
ALWRFWAEQVGGSFQELESPS 
CRTARGSSRTWGS1LQNSSWLF 
QDLGLHLAEGCFLETP 


4139 


34507 


A 


4180 


33 


896 


KITRHCTAPGK1RIVPKESQEST 

PQQDGAPGPGRATSCSARWSPR 

SWKSHELFCKMEPQVLEEPRA 

VLQDGAPGPGRATSCSARKGR 

GPEKPVQGLPN/GSVRAHSGGR 

AAPQPSPRGHGPGRG*TAAPLP 

HLCPLTPVLLQG* GPD* WPLGW 

ATMRPLPLRAQPAPPPPHWML 

LTPSAPPPGTGKPQGGRGQTSG 

V r A 1 UrnLKLoAroruN.LUrr 

CDFLEPP*QRTTNWGSSEAGSP 
KSRCPRGHVPSGGSKGG1FLSL 
HFPGAPQSLEFPGSQPHGLIGAS 


4140 


34508 


B 


4181 


1 


625 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4141 


34509 


A 


4182 


160 


1149 


FASERMK.VEPWRAGPGRRAWS 
EGAGQAPQKRARAGAEPQLPA 
TPALPGGKMVARRTKLAVRGTR 
RT\YPEPTV\YAAIPIKFSEKQQA 
SHYLYVRAHGVRQGTKSTWPQ 
KRTLFVLNVPPYCTEESLSRLLS 
TCGLVQSVELQEKPDLAESPKE 
SRSKFFHPKPVPGFQVAYVVFQ 
KPSGVSAALALKGPLLVSTESH 
PVKSGIHKWISDYADSVPDPEA 
LRVEVDTFMEAYDQKIAEEEA 

rvAlVE,LLlJ/VJ V rUttO YV V rv V 1 IvKU 

RR\LCSPGLRQPACGCWRGRDG 
SAA\KRAAQLLRLAASREQDGA 
SSAA\RKKFEEDKQRIELLRAQR 
KFRPY 


4142 


34510 


A 


4183 


2 


361 


GTMVARRTKLA\RGTRRTGIPS 

PPf*A \ AIPlMPCFk'nnACUVI V 
rrL A\AlrIMLobN.^|^Aon Y L Y 

r,p a ur;Tr^nr;Tit r QT\\/pi-ik' dttp a 

UK/VHVjlVvLi 1 Ko 1 WrMNK 1 Ir A 

FNGPPYCSEQESLSCLQSTCGL 
VQSVK.LKEKLELGWESRSKFFH 
PKPVPVTEEQ 


4143 


34511 


A 


4184 


917 


1128 




4144 


34512 


A 


4185 


1 


660 


MAWQMMQLLLLALVTAAGSA 
QPRSARARTDLLNVCMNAK.YH 
KTQPSPEDELYGQ/C/SWRKNA/ 
CSFTSTTQEAHKN/TSHLYGFN 
WNHCGEMVPACKRHFIQDTCL 
YE*PPNLGPW1\RRYAWLPG1QE 

LAfcfcLiNrrU VbAUorNraoooiyU 
WVPGILEPEPFFSTK1SQVDQSW 
RKEWVLNVPLCKEDCEQWWE 
DCRTSYTCKSNGHKGWNWTSG 
SNKCQVAAA 


4145 


34513 


A 


4186 


216 


781 


MDMAWQMMQLLLLALVTAA 
GSAQPR\SARA\RTDLLNVCMN 
AKHHKTQPSPEDEAVWPDP/W 
MCKGSCRKTKSWNI/HRK.SKCE 
VGLA/WEACSVSAGTGRGPGC 
GRWVGAPQGP/CPRKCSSG*PT 
W/VQRSQNMEEMAVVNQSWR 
KER1LNVPLCKEDCERWWEDC 
RTS YTCKSN WHKG WN WTS A PS 
AVCDPLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4146 


34514 


A 


4187 




625 


QCRPWRKNACCSTNTSQEAHK 
DVSYLYRFNWNHCG\KMAPDC 
KRH FHPGTPALY E/CAPHN LG A 
WDPAGW1QSWRKERVLNVPLC 
1CEDCEQWWEDCRTSYTCKSN 

W n ISA. j W In W 1 ^UriNlsAU/V VLiAA 
CPTFVHFYFPTPTVLCNEIWTHS 
YKVSNYSRGSGRCIQMWFDAS 
PGATPIEEXAARFYYVAAMSGAG 
PWAAWPFLLSLALMLLWLLS 














EQGRH/GSSTPVGPRGGPR\GAE 
HAPKHQGCG DRAG PQ VG MDQ 
RRRDPPRAPAAPRPWCGQRAA 
LSSLGGSHLCDDA*VQPSAGLG 
KVLKF 


4148 


34516 


A 


4189 


2 


1632 


WKRCPGLPRAAATFPSGSGAG 

GARREAGGRAPTPGPASPRTAR 

GHARNSPAPARTAGRTGSAGA 

WQTPCPAPLFPMSAGLPAACH 

WNPV*LRALKTG/LEGVLGGSA 

DTQHNRVTDGSLAPN\AACVYT 

PKINGNRHPNTCTKMF1VSLDA 

KGKKWKQPTVHQQRKRETCG 

LHPRKCLQYTPS*WSTTTGILPS 

RTPRI SC VQ F VKKKLG Q AGLLG 

HPGACLLCTLP*\PAGVGTFLFP 

RGC*GVVH*LETHTCG 


4149 


34517 


A .... 


4190 


2 


87 




4150 


34518 


A 


4191 


3 


291 
















AWLLWLTSLPWGSLYALALLA 
NKP A L * SLLLLR YTLLPPH HQC 
EKVPRWNEPQPTLFP 


4152 


34520 


A 


4193 


1 


933 




4153 


34521 


B 


4194 


1 


999 




4154 


34522 


A 


4195 


135 


1160 


VWALVRSTLELFHTDDEEEGE 

YDEVTEEVTEQVYLPAKAKVA 

QEEEVHPYPSAPPHYYFEEKEW 

PDPPDLSFLEDTGRKVVAPVTE 

QHLERLLSVLFRQEFSRLDERD 

DAVEQLRGVCIRAWEKITSGGE 

QYPSFSAVKQGPKELYADFIAW 

NLLRQESLKKVISDSAAQDIVL 

QLLAFGNVNLDCQAALRPIRGK. 

AHLVDYIKACDGIGAKQDSERF 

AFT1PVVNNLQPAKHFHYFTDG 

SSNGKASYSGSKGQNQQPIWIL 

SRHLKPYHEPDAKEEIPGG/CPR 

TPWLQPCRD*C*GGP*/PVTSNT 

R*TQPPTWGQIKKLSQMVEENL 

RKAGQLVTMTVYWN 



452 ' 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4155 


34523 


A 


4196 


502 


578 


LV*EDCIAERAEVLRNESYG1IID 

WSP*GMFSLNCTSQSACHGHT 

MFSW 


4156 


34524 


A 


4197 


2 


408 




4157 


34525 


A 


4198 


3 


853 


LLKV I MSA KIFTKKNENSTERL 
CGDGEKRGPDFRTERSVWLLR 
LEEAVAMVQRGSRAPESRVVA 
QVLTLLDGASGDREVVVVGAT 
NRPDALDPALRRPGRFDREVV1 
GTPTLKQRKE1LQVITSKMPISS 
HVDLGLLAEMTVGYVGADLTA 
LCREAAMHALLHSEKNQDNPV 
IDEIDFLEAFKNIQPS/LVFEASL 
GLMGIKPVDWEEIGGLEDVKPE 
VICTAH/WSLRQKSGHC/RSCAR 
LPTGLLATLGSGSGSGRATEAV 
SGPAG*KRASIGGSSQRPRRFPT 


4158 


34526 


A 


4199 


266 


370 


AERINS1TVFSETLK.RFLQASGK 
*FHRD1HNSRN 


4159 


34527 


A 


4200 


1 


1780 


MGDVNQSVASDFILVGLFSHSG 

SRQLLFSLVAVMFV1GLLGNTV 

LLFLIRVDSRLHTPMYFLLSQLS 

LFDIGCPMVTIPKMASDFLRGE 

GATSYGGGAAQ1FFLTLMGVA 

EGVLLVLMSYDRYVAVCQPLQ 

YPVLMRRQVCLLMMGSSWVV 

GVLNASIQTSITLHFPYCASRJV 

DHFFCEVPALLKLSCADTCAYE 

MALSTSGVL1LMLPLSLIATSYG 

HVLQAVLSMRSEEARHKAVTT 

CSS H 1TV VGLFYG A A VFM YMV 

PCAYHSPQQDNVVSLFYSLVTP 

TLNPLIYSLRNPEERSHRGVKL 

NECNQCFKVFSTKSNLTQHKR1 

HTGEKPYDCSQCGKSFSSRSYL 

T1HKRIHNGEKPYECNHCGKAF 

SDPSSLRLHLRIHTGEKPYECNQ 

CFHVFRTSCNLKSHKRIHTGEN 

HHECNQCGKAFSTRSSLTGHNS 

1HTGEKPYECHDCGKTFRKSSY 

LTQHVRTHTGEKPYECNECGK 

SFSSSFSLTVHKRIHTGEK.PYEC 

oUUOivArrsNLoAVivlvriL.K I ri 1 

r;Cl£ r PVPr , MT4Pr;k'QPTQXFCVT CV 
Ucls.r Y oUlNML-OlVL^r 1 jINjiLoV 

HKRIHNRWI*A r YCRNFWRKAL 

IDLSSLR*FERAHTGYISYLLQH 


4160 


34528 


C 


4201 


18 


182 




4161 


34529 


A 


4202 


1 


389 




4162 


34530 


C 


4203 


114 


548 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4163 


34531 


A 


4204 


122 


735 


LRAQQQHN*VLTLHKPACTLST 
TS*K*LHK1RK*LWHLRDRAPFI 
FTSEMEYFITEGGK./NPQHFQDF 
VELCCRAYNIIRKHSQLLLNLLE 
MNSYNGYVGLLHN1LQLEREG 
LATKEELQQNFPPLSVSLPFDQS 
INQ1SEHRSLIFNGQYPYGSCWF 
RQAVCKLIQKYAGEWGWIATA 
ELRAEIDLNVLKFTIQVLSWKV 
QASLQ 


4164 


34532 


A 


4205 


139 


4496 


KMAYSWQTDPNPNESHEKQYE 
HQEFLFVNQPHSSSQVSLGFDQI 
VDE1 SGKIPHYESEI DENTFFVPT 
APKWDSTGHSLNEAHQISLNEF 
TSKSRELSWHQVSKAPAIGFSPS 
VLPJCPQNTNK.ECSWGSPIGKHH 
GADDSRFSILAPSFTSLDKINLE 
ICELENEN HN Y H J G F ESS I PPTN S 
SFSSDFMPKEENK.RSGHVNIVE 
PSLMLLKG SLQPG M WESTWQK 
N1ES1GCS1QLVEVPQSSNTSLAS 
FCNKVKK 


4165 


34533 


A 


4206 


1 


3150 


MEKPRPLEAPSAWPQDDVQCG 
VTVGMDGAAVRANRTPWPQD 
LEQTKWIEIKKSAFTWSSQLSL 
NRGFLTCKDENNNAGLLRVSS 
YSSREDQLKN1ASDSLFMLPGG 
LCQSPTGTSHCSNQMETQGQGS 
PGGAVRGDKALGPEKARQGCG 
\^xir:cr:k"vr i k'Pi?\/i Air^cvwr* 

MINOoUrv i Urvrrvv L/YIt^UIvr cv, 

LATLMQPDLGDSPGLREMNVV 
EHLRASFPVEQWYWRGGQRGE 
AEGARSSKAENNTSLICNFRLD 
YAPIEKQWDLHFADYFAEDLK 


4166 


34534 


A 


4207 


1 


1203 





454 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


4167 


34535 


A 


4208 


1 


1470 


MLHSRGFLAEVFGILARHNISV 
DLITTSEVSVALTLDTTGSTSTG 
DTLLTQSLLMELSALCRVEVEE 
GLALVAL1GNDLSK.ACGVGKE 
VFGVLEPFNIRMICYGASSHNL 
CFLVPGEDAEQDGTGTSGIGAQ 
KKKJMYANNGAIDRKLLFEATF 
VTIEKCCDTNQKGDDTHALGQ 
PIRGHDKSLAGSFCYACRSEEG 
LSQYRAYDSRGQL1AVKDTQG 
HETRYEYNIAGDLTAVIAPDGS 
RNGTQYDAWGKAVRTTQGG\L 
TRSV\EYD\AAGRVIRLTSENGS 
HTTFRYDVLDRL1QETGFDGRT 
QRYHHDLTGKL1RSEDEGLVTH 
WHYDEADRLTHRTVKG ETAER 
WQYDERGWLTD1SH1SEGHRV 
AVHYRYDEKGRLTGERQTVHH 
PQTEALLWQHETRHAYNAQGL 
ANRCIPDSLPAVEWLTYGSGYL 
AGMKLGDTPLVEYTRDRLHRE 
TLRSFGRYELTTAYTPAGQLQS 
QHLNSLLTYRHANFAL 


4168 


34536 


A 


4209 


757 


907 


RRYCRITVRWQSM/WADNRIA 

VDAHYPYR*CRS\GRVTEK.ND\ 

LIPKGWIRTDDERTHRYHYDSQ 

HRLVHYTRTQYAEPLVESRYL 

YDPLG RRV A K.RV WRR E RDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRTRIQTIYQPGSFTPLIR 

VETATAVMDRJLKDHQIVVD1P 

HGEAWLRDDEERPMILIAGGTG 

FSYARSILLTALARNPNRD1T1Y 

WGGREEQHLYDLCELEALSLK 

HPGLQV VPVVEQPE AG WRGRT 

GTVLTAVLQDHGTLAEHD1YIA 

GRFEMAKIARDLFCSERNARED 

RLFGDAFAFI 


4169 


34537 


B 


4210 


1 


3258 





455 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


4170 


34538 


A 


4211 


281 


1571 


CQCPGAACPTTSCRV1PHWAW 

DEADRLT/HRTVN\GETAERWQ 

YDER/GWLTDISHISEGHRVA/V 

HYRYDEKGRLTGERQT/VHHPQ 

TEALLWQHETRH/AYNAQGLA 

NRCIPDSL/PAVEWLTYGSGYL 

AGMK7LGDT/PAANLDIR1PYAT 

DPA/GNRLPDPELHPDSTLSM/W 

ADNRIARDAHYLYRY/DRHGRL 

TEKTDLIPEG V/l RTDDERTHRY 

HYDSQ/HRLVHYTRTQYAEPLV 

E/SRYLYDPLGRRVAKRK/DRTR 

1QTMYQPGSFTPL/IRVETATGE 

QAKTQR/RQLADTLQQSDGED 

GGS\VVFP\PVL\VQMLVDR\LESE 

SSADRVRSF1SLANQSKCVEHA 

Y*RWQCHLGVCWWSSHQIPAV 

PLTGSVTRWHCHLASSSEAGSV 

AWLPHLSEGHSNRTSSPELLRS 

RMCAWHTLSAQSVHLVSLY1L 

EILALMNSINSL 


4171 


34539 


A 


4212 


311 


788 




4172 


34540 


A 


4213 


29 


395 


RIFHSVI\GVAAHKGGVYKTSVS 
VHLVAQDVAEIT/LLEGNDPQGT 
VS*YQGPGRTLIPLEAALRNIAH 
SLSIPPPKIFAAPTLRHYFALFFC 
GHSLFAPHIELLEAGTVLQLPQ 
GPWSSPTSF 


4173 


34541 


A 


4214 


1 


1033 


MKMPEAIATKEKIDKWDLIKIK 
SFFSTPKETINRVNRHHTEWEDI 
SA1HLSDKGPISYIYKNLTRFTR 
KKQPHYKVGKGNEQTRILESHP 
HLLKGLASTPFDSEGVRTERRD 
1 1KDGILTQWLLTSYSARKLGLK 
STGHAGGIHTMWRIAGQGLSFEQ 
MLKEMGTGLVVPGTAENARSC 
IRAYFYDIHETLCRQEEMALSV 
VDDHVREKLIWLRQHQEDMTI 
LLSEVSAACLHCEKTLQQDDCR 

\/\/t AkTlCTTI?! I PTT f\\{ C\ddr\r 
V VLArh^ci I KLLc 1 Lt^rvt^v^l^t^r 

TEVADHIQLDASIPVTFTKDNR 

VHIG\PKM\EIRVVTLGIGMGAG 

KNLLSLF*V*NRVEFHGSPFPTI 

WFLTWETVGFLK 


4174 


34542 


B 


4215 


414 


1022 
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SEQ ID 
NO: 


SEQ ID ISO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4175 


34543 


A 


4216 


896 


1626 


NATTIRYEHQRVLKAAQYLHQ 

QG 1 TRCN SSSTLTS A APG RVDSP 

PTSMIVAPAL11RFACFTASISEL 

CVPPSEK.ESGVTLRIPITHLMRE 

LTCRLIRDKSATVTGSHTLVVA 

RHCCYAAPGGCCLLANWLKPG 

LFGPIGVLSRRGTSVILPIGGFY 

QWNPM1CPNGVVPMQHG*RRG 

LAQERPLEEWLPVCRDMLNAF 

FLPDAETEAAMTLIEQQWQAII 

AEG LG AQ YG D A VPLSLLRDEL 

AQRLDQERISQRFLAGPVMCTL 

MPM RSIPFKVVCLLGMNDG VY 

PRQLAPLGFDLMSQKPKRGDRS 

RRDDDRYLFLEALISAQQKLYI 

SY1GRS1QDNSERFPSVLVQELI 

DY1GQSHYLPGDEALNCDESEA 

RVKAHLTCLHTRMPFDPQNYQ 

PG ERQSY A REWLPAASQAG KA 

H S EF VQPLPFTLPETV PLKRYN 

DSVRAPTCAESRAIFTSTRNNTL 

QLFFNANFRRPWARGLATNVN 

DRRASVDHQ1RMFHRIYQRVM 

RATIRKGIRRDVEDPHYSSDAG 

TYLSPNSRQ1SNGNWQSHIGRSP 

SLLLCRTWGLLFTGKLVETRFI 

WPNRGVIPTGMERYIAHRRFLP 

MEPDDMPQWRCPHATWLAEA 

KMFDSLAKAGKYLGQAAKLM1 

GM PD YDN Y VEH M R VNHPDQT 

PMTYEEFFRERQDARYGGKGG 


4176 


34544 


A 


4217 


838 


1575 


CFFLSPSPPSSPPSPNRSQTTEEE 
TKRQE/ERERKREEEEEKKGRR 
KETKKRRNRQEGKQHRKEEKE 
GEKQTKQRTETERETKRRRENE 
QAKAHKGTRKRKEEQKKAKA 
ARRRTHKRQNPSRGREGTHPK 
QRQGKEE/VNRQNKEEAKQKR 
EEAGRTRR/EDRGRKDDKKERR 
QQQTEKKAKPKAEHGQERTDT 
TTKKARQREGRPSERRRREREE/ 
MSKHDPQNRAEKTNEEKEEGR 
QHER*TQKSSTGI 
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SKQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 


4177 


34545 


A 


4218 




692 


MTNALHAEALEMTSQFDQELAA 
KFEADHEMALLMNK.DFDRDRE 
EQRRLAEQARREHEERIKREAA 
EQARRDAEAKHKAEIEAAARR 
EAEEKARAELAERQRIEAEQRA 
EREKKETEERARREKEEAVAAE 
RRRQEEAEAARLVEEQRKAEE 

C A DD A A rWCLJD PTVTvTP R X) D 

tAKJ\AAUKJtriKK. I V in ivK/ kjL-KK 

SDCSGHPRRIRTESSAGDRWRQ 
SAGRAHQILRQT*THTSLTTAS 
KNGAGLSSNSPTRKRS 


4178 


34546 


A 


4219 


3 


1120 




4179 


34547 


A 


4220 




831 


MVKARKIM ETPQP A WEMRV R I 
CTVDWSKLNPYIPDDFSLIKSEK 
KYDHPELIVDESNLRVVYAPSR 
YFASEPKADVSLILRNPKAMDS 
ARNQALLEGYFSFTATEDQLEQ 
AKSWYNQMMD/SPEKGKAFEH 
GNMPA\QMLLQVPYFLRE\ERE 
H*1IITP1LHMRKQEQSG*/RNLP 
KAAQLSMMQDLQTLLMAASY 
CSELGHVATQFQGMLACTRNP 
NSWDRNSETSGK.AEGF1PMQLG 
DVADPSVRCSSVSSLWGHSSPK. 
LLRSVCMAMRICVKLQRWT 


4180 


34548 


A 


4221 




1503 




4181 


34549 


A 


4222 




1 113 




4182 


34550 


B 


4223 




760 




4183 


34551 


B 


4224 




1755 


















4185 


34553 


A 


4226 




3240 




4186 


34554 


A 


4227 


1989 


2144 




4187 


34555 


A 


4228 




1203 




4188 


34556 


A 


4229 




4767 




4189 


34557 


A 


4230 


31 


512 


EYRK.SPDIRPIVIQHGEEAEITH 
HFR*QELADKTLIFEITHREMQR 

rl^r V O 1 LiUllvc-r V r Vr r Iv Wtvb 1 

NPFNILEHGEPEGIRVDAAVPR 
AVIGGLEDHIGVAVQKLQHKTF 
RYFPF1IQMVKDGVVPEGRPAF 
VHHLSLFLRIKILAHLTHNTQDF 


4190 


34558 


A 


4231 


369 


918 


RPGMSNPWRDLFRTGVDPTND 
RLSALVEI/YRMMRPGEPPTREA 
AE/SLFENLFFSEDRYDLSA/VG 
RMKFNRSLLREEIE/GSGILSKD 
DIIDVMKKL/1DIRNG/KGEVDD1 
DHLG/N RRIRS VG EM AENQFRV 
/GLVRCTGTVPPFLHQQKCEYH 
L/PQRPVASTLSRYF*HFRLRNF 
SMPRANE1KKGMV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4191 


34559 


A 


4232 




1012 


SVVLKIVERVDGYFPSPPLFLGA 

AFGSHVRSRALPDPCVLFRVTI 

YLCVLASVARTFSPLLPVSRKK 

H1TPLGGFQLHETHLCLQDCRTI 

1LRPRLGEFGNKFSQLVDTIDLH 

\NQHGLAHL*KESARGQYSLLL 

LGMVSLCAL1LILWRVVYRSVT 

CPLADQTQALHRLLDGDIVSPF 

PETAGVRELDTIGRLMDAFRSN 

VHALNRHREQLAAQVKARTAE 

LQELVIEHRQARAEAEKASQAK 

SAFLAAMSHEIRTPLYGILGTA 

QLLADNPALNAQRDDLRAITDS 

GESLLTILNDILDYSA1EAGG\K 

NVSVQSYVARLEPVAASGWHK 

YPWLN 


4192 


34560 


A 


4233 


1 


502 




4193 


34561 


A 


4234 


1 


653 




4194 












YALATPPLSV/1NQWQLALDKG 
QLPTF/VAGLAPQHPQYAAMHE 
SYWPYSALR/EILQRTGMLDGG 
PKITL/PGDDTPTDAVVSPSAVT 
NSHGR*VPTLGGVWGL 


4195 


34563 


C 


4236 


40 


105 




4196 


34564 


A 


4237 


355 


526 




4197 


34565 


A 


4238 


116 


949 


RPGTGRCSAVQLPVLLLRGPHS 

SHTVGTHVMVDLDSGQLCVYP 

GNSDESMPAATQARERLLADT 

AKKKAQIAELQSFVSRFSANA* 

KSRQATSRARQ1DK.1KLEEVKA 

SSRQNPFIRFEQDKKLFRNALE 

VEGLTKGFDNGPLFKTLNLVL\ 

E VGENLPVLGTNG VG KSTLALK 

TLVGDLHPDSGTVKWSENARI 

GYYAQDHEYEFENDLPVFEWM 

SQWKQEGDDEQAVRS1LGRLLF 

SQGDIKKPAKVLSGGEKGRML 

FGKLMMQKPN1LIMDEPPTHP 




34566 




4239 




319 


MVKKMARAPMI\L\ALANPEPEI 
LACRHGRKEVRPDAIIC\TPGRS 
D YPNQSETN VL\C FPAN VH RI PQ 

aashlrahqsripislmsisak.il 
tyllanqiqflvkqh 


4199 


34567 


B 


4240 


263 


1390 




4200 


34568 


A 


4241 


1 


323 




4201 


34569 


A 


4242 


3 


1855 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4202 


34570 


A 


4243 


2 


964 


LLKHGVSLYIQDKEGLSALDLV 

MKDRPTHVVFKNTDPTDVYTW 

GDNTNFTLGHGSQNSKHHPEL 

VDLFSRSGIYIKQVVLCKFHSVF 

LSQKGQVYTWGHGPG\GRLGT 

WEMNRHAWVPRLVGRD*MVII 

VSPSWPAAKDHTVVLTEDGCV 

YTFGLNIFHQLGIIPPPSSCNVPR 

QGLHNRQNRRYPPVPGSAGPTS 

MEPSKIRPTGLKFSLTTQQQSEI 

r\t rrcci r\unvi>DPoi di a vu/ 
UbUCobLCWlJ IluvtrLKLA Y W 

FIKKD1AKDTDEETRRHGVSLYI 
QDKEGLSALDLVMKDRPTHVV 
FKNTGSLQFQSIPSCRESQILSEK 
QGDLFREEPMFGS 


4203 


34571 


A 


4244 


1 


725 


FRVDPRVRKHFGLFYAMGIVL 
MMEGVLSAC*HVCPNYSNFQF 
DTSFMYM1AGLCMLKLYQTRH 
PDrNASAYSAYASFAVVlMVTV 
LGVVFGKNDVWFWVIFSAIHV 
LA SLALSTQ1 Y YMGRFKIDLG I F 
RRAAMVFYTDCIQQCSRPLYM 
DRMVLLVVGNLVNWSFALFGL 
1YRPRDFASYMLGIFICNLLLYL 
AFYIIMKLRSS*KVLPVPLFCIV 
ATAGMWAC\ALYFFFQNLSSW 


4204 


34572 


A 


4245 


1 


833 


MKPVWVATLLWMLLLVPRLG 
AARKGSPEEASFYYGTFPLGFS 
WGVGSSAYQTEGAWDQDGKG 
PSI WD V FTH SGK G K VLGNETA 
DVACDGYYKVQEDIILLRELHV 
NHYRFSLSWPRLLPTGIRAEQV 
NKKG IEFYSDLIDALLSSNITPI V 
TLHHWDLPQLLQVKYGGWQN 

V b M AIN Y r Kii Y A IN Ltr b Ar uUK 

VKHWITFSDPRAMAEKGYETG 
HHAPGLKLRGTGLYKAAHHII/ 
KAHTL* VCFHA ADKG I PETEKK 
RRLNWTYSSTWLGRFHNHGRG 


4205 


34573 


A 


4246 




672 


GTQNAVNG/VIIFLSWGDAVKS 
FWIYRGGRK.REGPLFHA*Q\FLI 
YTIIIRAVGSIINYVIANYKLKFJ 
TPGVIDFICTSLIAG ILTIKLFLLI 
NQFEKQQIKKGRD1TSARIMSRI 
IKITIIVGLVLLYGEHFGMSLSG 
LLTFGGIGGLAVGMAGKDILSN 
FFSGIMLYFDRPFSIGDWIRSPD 
RN I EGTV AEIG WRITKITTFDN R 
PLYVPNSLFSSISVENPG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4206 


34574 


A 


4247 




347 


PLRP\GQPGPGGAGT/RALRAPP 
LPSSSELCYGPGQPGRWPRCPQ 
FPSLPPHSS'LLHTGHWPCTLGY 
CFIPILRAAPPLPCKCASPVLASC 
TYPLPAAPSLPVLVHTSIKCFCF 
HLQ 


4207 


34575 


A 


4248 


43 


446 


VLPAVPRPGQ/PPCVPAPVQAPE 
PPRPSPGWSQATGSPGPAGAAP 
S WR\GLP A V PG HTAG VLGPGPP 
GQRQPGPGGAGTQLCGPHLFL 
RLLNVAYGPGQPAL/RNVPLQT 
APALTPSPQHLLCPFLSTHLLNA 
SVFIC 


4208 


34576 


A 


4249 


1 


1521 


RIPESRLPTTAFVQAPWARSGSS 

GLRRWEKHAGQQVGWWARGP 

GVRGRQAAGGGAAALTCRGG 

AGSAVRSCAGLPSLASGSAGCR 

LH PS YSFGFKVGS/PTVPAALSS 

*STS/RGREHGGVTVVPVMTQN 

PRS\PDGPARVEDCEAIA*GTG 

WLAQQG IGTRPPGTGLGRA R\G 

APAVPQWNPVVKSCQGPGHPNR 

LPSHGPSSGEAGRGW/RGLQ1TP 

QL/PEVTHRRVLPGDHPATEA\G 

GFGTG * PG L PG RVPG PG VGGT Y 

QAKALTPLGPVGLLAPASCAQC 

LQQSADGPGATGHL*ELAESQC 

RRQPTG\PPGQL A V SG WATVPG 

VPAAPRPFGPAQQPA/SVPTPSY 

WA/GSPGAAAWPESHRR*ACD 

WAW**VLPAVPRPGQ/PPCVPA 

PVQ\PQSHRGPAHDGARLY*GL 

PQAEQLHPGGGLPAVPGHTAG 

VLGPGPPGQRQPGPGGAGTQL 

CGPHLFLCFLNVAYGPGQPGR 

WPRCPQFPFLPP1LSWNIFGVGT 

QKKKKKNQSFLKKKKKK 


4209 


34577 


A 


4250 


167 


582 


RSLGLAVTEMVPWVRTMGQK 
LKQRLRLDVGREICRQYPLFCF 
LLLCLSAASLLLNR*RRSAEPGR 
RL/S L/LK VQTPG PCC LT VRRPRS 
CGTGDQWGERAPQRSGLGEHG 
GASRPEAQAGGVGLIASFPEAS 
SPELPFSHP 



461 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4210 


34578 


A 


4251 


402 


1465 


DLILSHPTAWFTIKYKPKQLGL 
QELFPQGHSCAVCGKVKCKRH 
RPSLLLENYQPWLDLKISSKVE\ 
ESLSKDLELVLENFVYPWYRD 
VTDDESFVDELRITLRFFASVLI 
RRIHKVDIPSIYNQETIKSSNES1 
*KWIVKARQKVKNTEFLQQAA 
LEEYGPELHVALRSRRDELHYL 
RKLTELLFPYILPPKATDCRSLT 
LLIREILSGSVFLPSLDFLADPDT 
VNHLLIIF1DDSPAEKATEPASTL 

V rr bl^Jvr A cr KIN N.Kro V LJvL bL. 

KQIREQQDLLFRFMNFLKQEGA 
VHVIAQFCLTVEEFNDRILRPEL 
SNG*NAVSS/WKNCRRFIKHTV 
WMK.VLTKLDLIPSLVEEIPR 


4211 


34579 


A 


4252 


1 


1232 


FPGRRFRLVVRLRGAEAASERQ 
VYSVTMKLLLLHPAFQSCLLLT 
LLGLWRTTPEA H ASSPG APA 1 S 
AASFL*DLIHRYGEGDSLTLQQ 
LKALLNHLDVGVGRGNVSQHV 
QGHRNPTTCFSSGDLFTAHNF\S 
EQLRJGSSELHEFCPT1LQQLDS 
RACTSENQENEENEQTEEGRPS 
AVEVWGFGFLSVSLIMLASLLG 
VLVLPCTEKAFFSRVLTYFIALS 
IGTLLSNALFQLIPERSYKNK.AQ 
VDSLP1TLAQAGMLLWRVRIR 
RRVVDPIRESWMLPFTKIPLWG 
YGLLCVTVISLCSLLGASVVPF 

Mlfl'TPVl'PI 1 1 VP1AI AlflTI V 
1V1KK. 1 r I KKLLL I rlALAIO 1 L I 

SNALFQLI PEN RRK WWQPVHN 
TFGGSTAWHTDKSIEQSIDTLFD 
EVK.K.ESEKETPSLQIGDLGPQES 
LKTFNNTNSPHH 


4212 


34580 


A 


4253 


3 


924 


VGACTAAARPLPIPQLQPJLHHR 

GEKSQLWAHSGSSWGFLAVAA 

VPPSHLCPPLQSRGWKRPP/PLA 

SAGVLPGCCCCACLVSPSLAQP 

AG\LGPKPAAPLGPGPWVSVAP 

CSRPGPCPGTRSPA/P*GHPAMG 

R\GVHEPRVGPAPPEKAIITETG 

AGLAERRGQGLGGGSSFRSAEP 

QGCRSLGPQSPGGDPAHTILRPP 

SQNGDCAEMHACRLHPAILGT 

HGTGGLAAQSHAPRALLPSCPS 

SQQPADGWCSLHLCLPGLLLAP 

RIHGPSTREGGPGHGTPGPTNP 

ASSGATRGTRRVRPSVPRSPTL 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 














PRAGGGHSPRVLGAAGPGPHV 
CTL RL PGT A 1 RTE PG A P L A C A R 
AWPGSSPAG/PECLPTSC*P*EG 
QEPSSHVASLPWGPGVGETQ 


4214 


34582 


A 


4255 


1 


718 


FFFFFFSFLCHLYWVSPTPGPHG 

KLANMANWAPWPS*GLSKLVG 

KHSCPAG*LPGHARAQASGAP 

G/ISPDSSAREA*ECT/PCGPGPA 

APSTRGECPPPSSRPHS/SQQDP 

GRCSFAPA VPQDAGGQG H WCC 

APATGHSAPRGCPPARAAPTGS 

ATPAPPPAACAASSLSMVSAPS 

R*TTGIASSGTSIPETKHQGTPG 

TAPAGT/GPGGSTGPKA/PGPAP 

AHPTRLAGTSGHTAPPTCPPAV 














RSGRTQRAAGVSGSALHQVQS 

wp\hlk1sadqragllf*ehpfp 
psassgcldvsissypvgsd*fin 
gmarangrwktftglhsgk.pl 
gfsdafcqhhnl1ilcwktw 


4216 . 


34584 


A 


4257 


170 


1049 


RGSGCSAELVPSSRWRPGSRAG 

AAAGTETPG*PRVYVPAGNGE 

AGGPGAAWARRAAALPGTAA 

GPPRPAARPGAAPARGGPAPGA 

PAQALPR/TPTWPAAR*AQRAP 

SPPSWG SVAQPGH PGDL A AG VG 

RGAGGGHSRRGRHHHVRSLAD 

LLQLPGAAEGAGDRGHLPGPD/ 

GERS*AASSFSAAGRAAGTASC 

CSAGGTPPSPCTILSTSSSSLAH 

VASSS/RRRAEGDTKVS/RGRAE 

GQDSETGREPGVLHRGSGRTQ 

RAAGVSGS/RSAPSPVVATTSRS 

LLTSVQGCFSEN1LSP 


4217 


34585 


A 


4258 


178 


556 


QSPQEHFHPECGRRDILCQVRQ 
EIRWPNPGEVHHLGLEICPVWI 
LQLHLALRTRAPEHPLQVHRPG 
GGAV*RGVPPPLRLLQACDGPE 
VPAAGRPRPARSSPGQWPP*/PA 
AVAPPVTERPPTPSAA 



463 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4218 


34586 


A 


4259 


5 


1044 


TGRILDGWHWAKELRLDCPLG 
DSRRPPFSRVSTEGSPAFLALRL 
PNVTAGS*EVSMLASTETPLVIT 
RPSPG\GHDPGPAPRGAAASPA 
GSPAP*QKSPRPLSAAAPPLLAS 
DPAPPRAAAPPADTESSVQPPA 
APHAGPWTxPSAPGPLDVHSPPP 
\PSRGPFVQSSAEPHNRPSPGAT 
RPRP\PPRGAAASPAGSPAP*QK 
SPRPLSAAAPPLLASDPAPPRAA 
APPADTESSVQPPAAPHAGPWT 
LERSWAP*RSLPTP1PVADPLCR 
APLSHRYP*GDCQRSGLCHTSP 
GRASHLPGPGAHK.RTPHACWL 
PLECHRRSPHP*THPSG*PGPSP 
QSFFPEFLGSGP 


4219 


34587 


A 


4260 


2 


576 


CLVNSTTRRSFQLRLVPVPKFQ 
PPHMTVR*LFNFGRQLTATTFS/ 
LRK.SYAVREAYELQNCPDPPPF 
QNGYMINSDYSVGQSVSFECYP 
GYIL1GHPVLTCQHGINRNWNY 
PFPRCDAPCGYNVTSQNGTIYS 
PGFPDEYPILKDCIWL1TVPPGH 
GVYINFTLLHTEAVNDH1AVW 
YEN LSSQNICDCDQQF 


4220 


34588 


A 


4261 


1 


837 


MWAGNAWRAALSGVPCGRSA 
QSVLAQLRGILEGELEG1RGAG 
TWKSERV1TSRQGPHIHVDGVS 
GGILNLTSVRFIRGTQSIHKNLE 
AKIARFHQREDAJLYPSCCDAN 
AGLFEVLLRPEDAVLSDELNCA 
S1IHGICLCKAHKYHYCHLDVA 
YLETKLQEAQKHRLFLVATDG 
AFSMDGDIVPLQK1CRLASRYG 
ALVFVDECHATGFLGLTGQGT 
DELLGVMGQVTI1NSTLGKALG 
GASGGYTTGPGPLVSLL/RAQP 
YLFSNSLPPAVVGCTSKAL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4221 


34589 


A 


4262 


1 


2142 


MIIL1DAEKLAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NI1LNGQK.LEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

K.GIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSW1GRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KEN YKPLLKE1 REDTNKWKNI P 

CSR1GR1NIMKMA1LPKV1YRFN 

DIPI KLPMTFFTELEK.TTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKL Y YKATVTKT A W Y WYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDK.NK.KWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K.1HSRWIKDLNVRPKTIKTLEEN 

LGN TIQD1GMGKDFMTKTPKA 

IV1A 1 IS-AlS. YL'tS. WU VIIS.l>KorU 1 A 

_ „ HPTP U/FWTF A TVPQ 
L/rwOLloKJ i 1 iyINJVW IN IN 

NRQMKKCSSSLVIREMQIKTTM 


4222 


34590 


— 


4263 




_1989 




422£ 


£4591 




4264 








4224 — 


TT^i 


— 






— 










— — 




— — 






4226 




34594 




^ — 







— cm 










42li 




T?62 




4228 


34596 


B 


4269 




1716 




4229 


34597 


A 


4270 




1152 




4230 


34598 


A 


4271 




4752 




4231 


34599 


A 


4272 




2790 




4232 


34600 


A 


4273 




3477 





465 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4233 


34601 


A 


4274 




1007 


MLDASCHRTSDSKFFSFGVQTG 
FLTPELAHLVGPCDRDHNSSPA 
REQNWTENEFDELTEVGFRKW 
VITNSSELKEHVLTQSKEAKNL 
EKRAIKQEK.EIKGIQLGKEEVK 
LSLFADDMIVYLENPIVSAQNL 
LKLISKFSKVSGYKINVQKSQA 
LLYTNNRVSQIMSELPFTIAMKR 
IKYLGIQLTRDVKDLFKDNYKP 
LLKEIREDTNKWKNIPCSWLGR 

TXlT\yll^\yf A TT DV A F VT? CXI A IDIV I I 

INlMivlVlAlurKAl YKrINAlrlrvLL 

*TFFTELEKTTLNFIWNQKRARI 
AKTILSKKNKAGGITLPDFKLY 
HKATVTKTAWYWYQNRYIDQ 
WNRTEASEITPHIYNHLIFDKPE 


4234 


34602 


A 


4275 


737 


2460 


RIKYLRJQLTRDVKDLFKENYK 

SLLNEIKEDTNKWKNIPCSWIG 

RMNIIK.MA1/LPKVIYRFNV1PIK 

LPMTFFSELEKSTLKF1WNQKR 

ARJAKTILSQKNKAGGIMLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTEPSEMTPHIYNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

N WL A 1 G RQLK L DPFLTP YTKIN 

SRWIK.DLNVRPK.TIK.TLEENLG 

NTIQDISMGKDFMSKTPKAMA 

TKAK.MDKWDLIKLKSFCTAKE 

TTIRVNRQPTEWEKNFAIYSSD 

KGL1SRIYKQLKQIYKKKTNNPI 

KKWAKDMNRHFSKEDVYAAN 

RHMKKCSSSLAIREMQIKTIMIY 

HLTPVTMA1IKKSGNNRCWRG 

CGEMGTLLYCWWDCKLVQPL 

WKTLWQFLRDLELGIPFDPAIP 

LLG 1 Y PKD Y KSCC Y K.DTCTPKL 

ARDDQIHILKQHRRKELETRQK 

QYRAWYEINPFHSVWPVTAGK 

SPRHQLPVWVFfNPQTSPYLQL 

QTRDGEESNENNFGSTILASDFF 

AEIDKLSILQIHMEMEGTQNSQ 

NNLDJCKKTKMEDLHFSISKLLH 

SYS1QDNVISA 


4235 


34603 


A 


4276 


3 


355 


RQPVHLVHELPQQSWGICLNSS 

LVnuAL^njjLnL/KIVlLoLr Wo 

SADPQ*R*TCRNL*LPVRGPPRR 
TDLFSVSSKSTLKEWPLLLMIL 
AELGSYLILSGRREESYFTSLVL 
ISIGDC 


4236 


34604 


B 


4277 


78 


791 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4237 


34605 


A 


4278 


1 


3395 


MIIS1DTENAFEKIQQPFMLKTL 
NKLG1DGTYLKIIRAIYDKPTAN 
IILNGQKLEAFPLKTGTRQGCPL 
SPLLFNIVLEVMARVJRQEKEIK 
GIQLGKEEVKLSLFVDDMIVYL 
ENPIVSAQNLLKLISNLSKVSGY 
KINVQKSQAFSYTNNRQTESQI 
MNGLPFTTASKRJKYLGIQLTR 
DVKELFKENYKPLLNEKKVDT 
NKWKNIPCSWIGRINMLKMAIL 
P/KELEKTTLKFIWNQKRACIAK 
SILSKKNKAGGITLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEPSEII\PHI YN H LI FDKPDKN 
KKWGMGSLFNKWCWENWLAI 
CRKLKLDPFLTPYTKINSRWIK 
DLNVRPKTIKTLEENLGNTIQDI 
DMGKDFMSKTPKAMATKAKID 
KWDLTK.LRSFCTAKETTIRVNR 
QPKEWEKIFAIYSSDKGLISR1Y 
KELKRIYK/KKNNP1KKWAKD 

\/tXTPVr*T^PniV A AMDHMl/'l/rC 

MiNtvir tvcui i AAiNKrllvirvrvCo 
SSLA IREMQI KTTM R/YH LTPVR 
MAIIKKSGKNRWEMNNENTWT 
QEGEHHTLG/HC/WWKARRSRS 
CLTWMAAGKKRMRKTLQMT 


4238 


34606 


B 


4279 


1 


201 1 
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SEQID 

INO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4239 


34607 


A 


4280 


1 


2661 


MTMNFVADSHTGRNPLASAAG 

AKTGLRPLPRPCGARVWNPPD 

AGGGGVGSLKTSTPLGPLSAAN 

SPVHQGSVPQTRARGGGTLFQE 

VVTSRTLAFRNSLSAFTEVTSG 

TVSGRKGGRSTHLAGRRVSGG 

EGSRKAAAAALAAVAAAPGPV 

RRCSSQSCFSSSGSSHYSARTSP 

VRVRPRRSLSSRSAAGNRAEAT 

ESAMEKTLETVPLERK.KREKEQ 

FRKLF IGGLSFETTEESL RN Y Y E 

QWGKLTDCVVMRDPASKRSRG 

FGFVTFSSMAEVDAAMAARPH 

S1DGRVVEPKRAVAREESGKPG 

AHVTVKKLFVGGIKEDTEEHHL 

RDYFEEYGK1DTIEIITDRQSGK 

KRGFGFVTFDDHDPVDK.IVLQK 

YHTINGHNAEVRKALSRQEMQ 

EVQSSRSGRGDGYGSGRGFGD 

GYNGYGGGPGGGNFGGSPGYG 

GGRGGYGGGGPGYGNQGGGY 

GGGYDNYGGGNYGSGNYNDF 

GNYNQQPSNYGPMKSGNFGGS 

RNMGGPYGGG1WKNTSITERK 

KSRrCLDLIQSKKGSRTKEAPQP 

PVASLCMHLGHWSRLMVSPGA 

QLTGKNSHGLSVSSVRK.SNVGP 

RRLCAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCTD 

RPHPFLSRPKPPTQISLVLPLKT 

DGALERMPQQL/HIASS/GAKVP 

NPSTQTPPVLLAFFYPFNLPP*N 


4240 


34608 


A 


4281 


1 


908 


MRK.VKGKNRQSFKCLPPPSGA 
LQAHGAAAPHGSLLTLHLHLV 
PVSSAAMKATGPDNAQSQVSP 
PGHAPSAEDPTGSRTVSSPCED 
RPHPFLSWPTWISLALLLKTDG 
ALERMPQQLPSLHPSQGTQSIH 
PDPSSTSSFLLPFQPPTLKRAAFP 
CPPSIVNPAVWDTSTPSVAEHH 
TPIRITLKEPTQFLSQKQYPIPQA 
ALVGLQPIISHLLASHLLRPTDS 
PFNTPILPVKKPNGTYRLVQDL 
RLINQAVLPLVQE/DYSVLLYLP 
LNVTPGLPPATAFSYPPSPGPVA 
RARLASRLHSHAA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4241 


34609 


A 


4282 


1 


915 


MPNYVTFTDTKQLISDTPNNQV 

PMNRASMAFDAKCLTGCRFDD 

A1VQFDM TYWPFTVVNDAGRP 

KVQVEYERDKKLLPIGGVFYGS 

DKDEGNCK.SLPWEDCYQCCET 

SQNVQDFLFLDVTPLSLDIKTA 

DGVMAVLIKCDATIPTRQTQTF 

TTYSDKPSM/LIAKDKNLLRKFE 

LTGVPPAHHGAHQIEVTFDINA 

KG I LN VYTLTDDKGH LSKEDIEP 

MVQETEK.YKAEDEKQRDKVSS 

KNSLDPYVFNMKATAEDEK.LQ 

VKINNEHKQKILSKCHEIINWL 

DKNQTAEKEEFEHAQQELEKSS 


4242 


34610 


A 


4283 


1 


994 


MHQTKKGNQWHFGMKAHIGV 

DAKSGLTHSLVTTRPNEHDLNQ 

LGNLLHGEEQFVSADAGYQGA 

PQREELAEVDVDWL1AERPGK 

VRTLKQHPRK.NKTAINIEYMKA 

SIRARVEHPFRJIKRQFGFVKAR 

YKGLLKNDNQLAMLFTLANLF 

RADQMIHCTRGEGLITTK.IPKAP 

DNGSYCLPSKNDDSEEEDPEMS 

PMVVTKMKEIAEAYLGKTVTN 

A VLTVPAYFNDSQRQAT/KKDA 

RTI AGLNGLRISNEPTAAA1AYG 

LNQKVGTERNVLIFDLGGSITPR 

1RTPETGSDDA1KS1LEQAKK.E1E 

SQKGG ECDPCRQSLRPPG PA AN 


4243 


34611 


A 


4284 


3 


677 




4244 


34612 


A 


4285 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEKKQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YC1 1 KGKARLGRL VH RKTCTTV 
AFTQVN 


4245 


34613 


A 


4286 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PK.N FG IGQ\QRLL A R AEKKAAG 
KGDVPTKRPPVLRAGYNTVTT 
LVENKKAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


4246 


34614 


C 


4287 


62 


217 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ II) NO; 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4247 


34615 


A 


4288 




801 


PKGKKAKGKKVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPK.RDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPA1NQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPPVLRAGVNTVTTLVENK 

KAQLVV IAHDV DPIEL V VFLP A 

L\CRKMGVP\YCIIK.GKARLGRL 

VHRKTCTT\VAFTQVNSEDKG\ 

ai a if i vc a ip'rwvnsjni? vriFiBD 
ALAiS.LVDAIr\l IN Y INJJlv Y UfclKJv 

n WuulNULKI K\o V /\Ivl/\tvJLCrv/\ 

ISJaKcLA 1 1VLAJ 


4248 


34616 


B 


4289 




273 




4249 


34617 


A 


4290 


1 


441 




4250 


34618 


B 


4291 


47 


482 




4251 


34619 


A 


4292 


1 


762 




4252 


34620 


A 


4293 


1 


890 


MSKSESPK.EPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

MRDPNTKRSRGFGFVTYATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

rriMCcnp r: c iy u : c t in. r ; rzri v c / ' 
UuINrouKUUruUjnUUuvj iuu 

c n nr. vm r, vc, xr nr, qxi en r, nr: cv 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


4253 


34621 


A 


4294 


1 


1674 




4254 


34622 


A 


4295 


1 


506 


KYHTVNGHNCEVRKALSKQEI 
ASASCSQRGRSGSGNFGGDRG 
GGFGGNDNFGRGGNFSGHGGF 
GGSCCGGGYGGSGDGYNGFGN 
DASNFGGGGS/YNEFG/NYNNQ 
SSHFGPLS/GGNFGGRSS/SPLGG 
APASTYVKG PN SQRTQNEG WF 
EG*APWRGDGGARGNKGGGA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4255 


34623 


A 


4296 




1445 


MKCLICFINHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSET1FKDLFKVPVLKETI 

YYK.FYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNNKKTHQF 

V1VFFKTDEHLSARGRRRRS1VK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFI\GG\LSFETT\DESLEEPFSR 

QWGKRYTDSVVMRDPNTKRSR 

GYFGFVTYAT\VEEVDAA\MNA 

RPHKVEWKELLEPKRAWSRED 

SQRPGCPH*LVKKIFVGGIKEDT 

\EEH HLRD YFEQYGKI EVIEIMT 

D\RGSGKK.RGFAF\VTFD\DHD\S 

VDKIVI\QKYHTVNG\HN\CEV* 

KSPVKSKKMASASSKPKEGRSG 

FWETFGGGSWEVGFGGNXDNF 

GRG\GNFSWSV VAFGGSRGVGG 

GYG\GSGDG\YNGFGNDG\SNF 

G\GGG\SYNDFG\NYNNQ\SSNF 

GPMKGG\NFG\GRSSGPYG\GGG 

QYF\AKPR\NQGGYGGSSSS\SN 


4256 


34624 


A 


4297 


1 


920 

— — 


DPGDTPNTASAPNCRSGKGRSS 
SPEHIPPLEK.LEDSMQTNPSTNP 
EPGRLAEWLDPEERQQSLQFGL 
QEATSIGKGGQYYIKGTPHGTK 
ESEQQPSA LDLPSDRA YPN EKE 
PENQLWRLV1KL1KEAPEKGAY 
LNV1KAVYDKPTNGEKLRAFPL 
RTGTK.HRCPLSPLLFNILLEVLA 
RAIRQEKE1KSIQIGKEEVKLSLF 
ADD1I1YLESPKYSSRKLQELIKE 

PC;Tt r \/CT?VPITvT\/l-Tk'Q\/AT I VT\MQ 
r jK.Vol\I LlNVnlVoVALLl lUNo 

NQAENQ1KNSASFTIAAKNKI1C 
YLG1YLTKDAKDGYKENYKTL 
MKE1IDDKNKQKY1P 





— 





— — 









— 







— — 





— — 













4"00 


— 


— 




4355 — 


3l62i 


— 


4301 


77 


1306 




4261 


34629 


A 


4302 


1 


354 




4262 


34630 


A 


4303 


1 


1182 




4263 


34631 


B 


4304 




1995 




4264 


34632 


B 


4305 


1 


1518 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4265 


34633 


A 


4306 


1 


918 


MCPVGPWTHPVVISPVSECIVG1 

DILGSWQNLHIGSLTDITMVHY] 

DDMMLIGSSEQEVANSLDLLV 

RHLHARGCKINPTKIQGTSTSV 

KFLEFQWCGVCQDIPSKWVLE 

QKALQQVQAAVQAALPLEPYD 

PADPMVLEVSVADGVAVWSL 

WQAPIARIHGSRNQGVEVEVSP 

LTNIPSDPLAKFLFPAPSTLCSA 

GLELLVPEGGTLLPGNTTMIPL 

N WK.LRLVPGYFGLLLALSPQA 

KNGVTVLAEVIDPDYQDEITLL 

rmjr.nr.PRVARWTr.npi dui i 

VLPSPMIKVNGKALQHPNPGRT 


4266 


34634 


B 


4307 


1 


1599 




4267 


34635 


B 


4308 


1 


1569 




4268 


34636 


A 


4309 


3 


422 




4269 


34637 


A 


4310 


1 


1089 




4270 


34638 


A 


4311 


2 


549 


LKMTAMQRPMEKRMMNREIIL 
KERLSLTGIDIKILKKRSIMKVE 
SHRGEQISVSSLALQRIKYLG1Q1 
TRDVKDLFKENYKPLLNKLKE 
DTNKWRNVPCPRVGRISIVKM 
AILPK7ILKKKTTLKFIWNQKRA 
HIAKTILSKKNKAGGITLPDFKL 
YYKAT/KTAWCWYQNRDTDQ 
WNRTKPSEI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4271 


34639 


A 


4312 


371 


3036 


LIAYQPKKVQDQMDSQPNSTR 

VLEVLARA1RQEKEIKGIQLGK/ 

EEVKLSMFADDITAYLENPIVS 

APNLLKLISNFSK/VSGYKINVQ 

KSQAFLYTNKRQTE\Q1MSELPF 

TVASKRIKYLGIKLRRDVKDLF 

KENYKPLLNEIKEDTNKWKNIP 

CSWIGRINIVKMTILPKVIYRFN 

AIPI KLPMTFFA ELEKTTLKFI W 

NQKRAHIAKTILSQKNKAGG1M 

LPDFKLYYKATVTKTAWYWY 

QNRDIDQWNRIEPSEIIPHICKH 

LIFDKPDK.NKKWGKDSLFNKW 

C W EN WL Al C RK.LHLDPFLTPYT 

K1NSRWI KDLN VRHKTIKTLEE 

NLGNTIQDIGMGKDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTIRVNRQPTEWEKIFATY 

SSDKGLISRJYNELKQIYKKK.TN 

NP1KKWAKDMNRHFSKEDIYA 

AKKHMKKCSSSLAIRETLYNDR 

RIGKLTQTCDETAFQPHVCTISR 

PMLSSPYRSSLTEKWSQDFSKP 

PYPFLFHKGYLNPREQDKEVLT 

RAI RQEKERKG 1QLGKEEVKLS 

LFADDMIVYLENP1VSAQNPLK 

VVSNFSKVSGYKISVQKSQAFL 

YTNNRQTESQIMSELPFT1ASKR 

1KYLR1QLTRDVKDLFKENCKP 

LLNEIEEDTNKWKN1PCSW1GRI 

N1VKMAILPKVIYRFNAIPIKLP 

MTFFTVLEKTTLKFIWNQKRAH 


4272 


34640 


B 


4313 


1 


1995 




4273 


34641 


A 


4314 


3 


549 




4274 


34642 


A 


4315 


3 


614 


EAYGQTECTGGCTFTLPGDWT 
S\GQFIN1LEMCLELSPCK.SFSAD 
SARYVLGHVGVPLACNYVKLE 
DVADMNYFTVNNEGEVCIKGT 
NVFKGYLKDPEKTQEAL\DSDG 
WLHTGDIGRWLPDIENHNRLIV 
CTLTNTSWRSHK1IVLKTYQKA 
DDTKTPKETTFQNIMNLFLKEK 
RATAVLIRGGVGETSTDLSKKK 
PAKLLANF 


4275 


34643 


A 


4316 


1 


478 


MKLDLHLSPYTKINSRW1ICDLN 
LRPET1KILED11RKTLLDIGLGK 
DFMIKNPKVNATKTKINKWDLI 
KLKVNFCTAKE1SSREIREPTEW 
EK I FANS ASDKG L1SRI YKELKQ 
IRSTLQLLFGISELPASLFLGFGA 
IMKSKKASLNTSTA1LRQLIW 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4276 


34644 


A 


4317 


1 


1125 


MCHG1GAQIIPSHQTVQLDITAF 
LKTVKKNKHKFYPAFIHILARL 
MNAHPEFRMAMKDGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDK.VLMP 
L AIGGPLESPDRDGG PLESTNR 
DASPESWSCRKSTPRLVAWVS 
AAKVFIRDKLMERRNRRTGRT 
E KA RI WE V TDRT V RT WI G E A V 
AAAAADGGGFRVDLARRS1RK 
DRNARSQNPVHTEGDMNMNIK 
KIVKQATVLTFTTAFLAGGATQ 
AFAKENNQKAYKETYGVSHIT 
RHDMLQ1PKQQQNEK.YQVPQF 
DQSTI KNIESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQK.VGDN 
SID\SWKNAGRVF 


4277 


34645 


B 


4318 


1 


1374 




4278 


34646 


A 


4319 


1 


1293 




4279 


34647 


A 


4320 


1 


1278 




4280 


34648 


A 


4321 


1 


1254 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKEHNQK.AYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

K.VGDNSIDSWK.NAGRVFKDSD 

KFDANDP1 LKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKJIYGKQS 

LTTAQVNVSKSDDTLKINGV\N 

GYYCEES\LFNKA\YYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

MTVTDEIERANVFKMNGKWYL 

FTDSRGSKMTIDG1NSNDIYML 

G YVSN SLTG PY KPLNKTGL VLQ 

MGLDPNDVTFTYSHFAVPQAK 

GNNVVITSYMTNRGFFEDKKA 

TF APSFL MN IKGN KTS V V KNSIL 

EQGQLTVN 


4281 


34649 


A 


4322 


1 


726 




4282 


34650 


A 


4323 


1 


1050 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 




*=Stop codon, /=possible nucleotide 


4283 


34651 


A 


4324 


] 


1 185 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYK.ETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KVGDNS1DSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDG DGKTYQN VQQFIDEG 

NYTSG DNHTLRDPH YVEDKG H 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAK.KRJDAELANGALGIIELNND 

YTVLKKVMKPLITSN/TVPQAK.G 

NNVVITSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNS1LE 

QGQLTVN 


4284 


34652 


B 


4325 


1 


867 




4285 


34653 


A 


4326 


1 


495 




4286 


34654 


A 


4327 




1394 


GDlvrNMNIKKIVKQATVLTFTT 
A/LLAGGATQAFAKENNQKAY 
KETYGVSHITRHDMLQIPKQQQ 
NEKYQVPQFDQSTIKNIESAKG 
LDV WDSWPLQN ADGTV AEYN 
GYHVVFALAGSPK.DADDTSIY 
MFYQKVGDNS1DSWKNAGRVF 
KDSDKFDANDP1LKDQTQEWS 
GSATFTSDGKIRLFYTDYSGKH 
YGKQSLTTAQVNVSKSDDTLKI 
NGVEDHK.T1FDGDGKTYQNVQ 
QFI DEGN YTG DPLE AET A VIN H 
KKRKNSPRIVQSNDLTEAAYSL 
SRDQKRMLYLFVDQIRKSDGTL 
QEHDGICEIHVAKYAE1FGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDEKGYESFPWFIKRAH 

CPQT?m VQVUIXIPVI IPPPT^I CXM 

lbrJ>l\uL Y^vnllNrYLirrr lOLl^N 
RFTQFRLSETKEITNPYAMRLY 
ESLCQYRKPDGSGIVSLKJDWII 

CVNEING 


4287 


34655 


B 


4328 


9 


1004 1 




4288 


34656 


A 




1 


768 




4289 


34657 


A 


4330 


1 


1308 


















4291 


34659 


B 


4332 


1 


409 




4292 


34660 


B 


4333 




921 




4293 


34661 


A 


4334 


1 


1026 




4294 


34662 


B 


4335 


1 


945 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4295 


34663 


A 


4336 


1 


528 


MN MN IKK I VKQ ATVLTFTTA LL 

AGGATQAFAKENNQKAYKETY 

G VSH ITRH DMLQI PKQQQN EK Y 

QVPQFDQSTIKNIESAKGLDVW 

riQwpi nwA nnTU a pvnp.vhv 

vfat a riQPk'n a nr*TCMv\4PV7r* 
Vr ALAtj^rrvlJAL'IJ 1 jlYIVlr r/t,) 

YTDYSGKHYGKQSLDTA\Q*NV 


4296 


34664 


A 


4337 


1 


1701 




4297 


34665 


B 


4338 


97 


1449 




4298 


34666 


A 


4339 


1 


1581 




4299 


34667 


B 


4340 


1 


1539 




4300 


34668 


A 


4341 


87 


1078 


SLPNLDNAAICSSSSSPTRTR*SL 
SEGATQVAFAKEKYPHKHTKKR 
SG VFHITRHDMLQIPKQQQN EK. 
YQVPQFDQSTIKN1ESA KA LD V 
WDSWPLQNADGTVAEYNGYH 
VVFALAGSPKDADDTSIYMFY 
QKVGDNSIDSWKNAGRVFKDS 
DKFDANDPILKDQTQEWSGSA 
TFTSDGK1RLFYTDYSGKHYGK 
QSLTTAQVNVSKSDDTLKINGV 
EDHKTIFDGDGKTYQNVQQF1D 
EGNYT SGDNHTLRDPHY VEDK 

nUk'VPP.Pl CCDCTUfiA CWMDTC 

UHIS. Y KUrLt5r& 1 ri^AcriNr I o 

CVSSLGTLQGFPA PAWLALAHP 

V ri r L IS. H IS. o O u i> IN rsX> o A A I W Kj 1 Is. 

RKPAR 


4301 


34669 


A 


4342 


1 


1344 




4302 


34670 


A 


4343 


1 


1713 




4303 


34671 


A 


4344 




1918 




4304 


34672 


A 


4345 


254 


1118 


RPPAFAKK*PKAYKET/YGVSHI 
TRHDMLQIPKQQQNEKYQVPQ 
FDQST1KN1ESAKGLDVWDSWP 
LQNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQKVGDN 
SIDSWKNAGRVFKDSDKFDAN 
DPILKDQTQEWSGSATFTSDGK 
IRLFYTDYSGKHYGKQSLTTAQ 
VNVSKSDDTLKINGVEDHKTIF 
DGDGKTYQN VQQF1 DEGN YTS 
GDNHTLRDPHYVGGTSWEPGV 
FSVSCVFFGQQEGV/HG*DEFLD 
FSYWFQGG*ICLYQKAS*QNTT 
SYKRYTGS 
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SEQ ID 

NO: 


SEQ, ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4305 


34673 


A 


4346 


1 


1952 


MN 1VTN 1 K K 1 V KQ AT VLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTI KNI ESAKGLDV W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFQDHTGTEEHPQPQ\ERP 

RTQSFTS A FA ERRECIPN VPA DT 

KLSKIKTLRLATSYIAYLMDLL 

A KDDQNGEA EA FKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTG RTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

N1KGNKTSVVKNSILEQGQLTV 


4306 


34674 


A 


4347 


1 


1029 




4307 


34675 


A 


4348 


276 


1248 


C V WLGCRG Y Y PKAYKETY\G V 
SHITRHDMLQIPKQQQNEKYQV 
PQFDQSTIKNIESAKGLDVWDS 
WPLQNADGTVAEYNGYHVVF 
ALAGSPKDADDTSIYMFYQKV 
GDNSIDSWKNAGRVFKDSDKF 
D ANDPI LKDQTQE WSG S ATFTS 
DG K1RLF YTDYSG KHYGKQSLT 
TAQQLLQLVQFQEVDTDFDFPE 
EDKKEEFEECLEKFFSTGPARPP 
TKEKVKRRVLIEPGMPLNHIEY 
CNHEIMGKNVYYKHRWVAEH 
YFLLMQYDELQKICYNEFVPSV 
IFLRYKSPG EA AGTCH LKQRRW 
VMPEAAAPVGTGSRYPLTGQL 




34676 


— 


4349 


-j 


242 


MNSIQIPKQQQNEKYQVPQFDQ 
STIKYIESPKELDVWDSWPLQN 
ADGTVAEYNGYHVAFALAG/S 
PKDADDTSIYMFYQKI 


4309 


34677 


B 


4350 


1 


2198 
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SEQ1D 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4310 


34678 


A 


4351 




2796 




4311 


34679 


A 


4352 


2047 


3531 




4312 


34680 


A 


4353 


1 


3336 




4313 


34681 


A 


4354 


1 


1409 


MKRAPV I PKHTLNTQPVEDTSL 

STPAAPMVDSLIARVGVMARG 

NAITLPVCGRDVKFTLEVLRGD 

SVEKTSRVWSGNERDQELLTE 

DALDDLIPSFLLTGQQTPAFGR 

RVSGVIE1ADGSRRRKAAALTE 

SDYRVLVGELDDEQMAALSRL 

GG ATQ A FA K ENNQKAA YKETY 

GVSH1TRI1DMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK.IRLFYTDYSGFCHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKT1FDGDGKTYQNVQQFIDGY 

LLt.rL'uuAL^lNr^KY IUIIy|nVn 

RIGM AERM WCDRNRERHTVSS 
SGGNRLPNPGPDRSVRHFPDPR 
FLCPSCATVTPLHELIANKYLSG 
KIGAKKLRKLLIKHVD 


4314 


34682 


A 


4355 


1 


2316 




4315 


34683 


A 


4356 


93 


924 


AQTDAAEKSVSIAQLFQACLS1F 

SSGDV/AGGATQAFAKENNQK 

AYKETYGVSH1TRHDMLQIPKQ 

QQNEKYQVPQFDQST1K.NIESA 

KGLDV WDSWPLQN ADGTV AE 

YNGYHVVFALAGSPKDADDTS 

IYMFYQK.VGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSNDT 

LK1NGVGKYKTIFDGDGKTYQT 

VQQFIDEGNYTSGGHHTL\KDP 

SYNPPLDLSGGNSGYQSQET 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


4316 


34684 


A 

— 


4357 




3118 


MNMN1K.K1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGK.TYQNVQQFIDEG 

NYTSGDNHTL\RDP\HYVENKG 

HKYLGFETNTGTENGYQGEESL 

FNKAYYGGGTNFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPL1TSNTVTDE1E 

RANVFKMNGKWYLFTDSRGSK 

MT1DG1NSNDIYMLGSDESPND 

FGNRHLHKERLAVYRWHASFI 

CSGNTMPIVLVDWSD1REQKRL 

MVLRASVALHGRSVTLYEKAF 

PLSEQCSKKAHDQFLADLASIL 

PSNTTPL1VSDAGFKVPWYKSV 

EKLGWYWLSRVRGKVQYADL 

GAENWKP1SNLHDMSSSHSKTL 

GYKRLTKSNPISCQILLYKSRSK 

GRKNQRSTRTHCHHPSPKIYSA 

SAKEPWVLATNLPVEIRTPKQL 

VNI YSKRMQ1 EETFRDLKSPA Y 

GLGLRHSRTSSSERFD1MLLIAL 

MLQLTC WLAG VH AQK.Q 


4317 — 


34681 




4358 


-j 


7326 




4318 — 


3468(3 


— 


4359 


2140 


4390 




4319 — 


34687 


— 


43~60 




7271 




4320 — 


34681 




4561 




jMi 




4321 


34689 


— 


43~62 


— 






4322 — 


34690 


— 


4363 




4726 




4323 


34691 


B 


4364 




3688 




4324 


34692 


A 


4365 




1401 




4325 


34693 


A 


4366 




1932 




4326 


34694 


A 


4367 




1407 




4327 


34695 


A 


4368 




1491 




4328 


34696 


B 


4369 




855 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4329 


34697 


A 


4370 


137 


1014 


ASEGKQMLRDFVTTRSALKELL 
KRALNMARNNQYQPLQKHAK 
L*RPSML*RNC1N*QPGRDT/TN 
KKENFRPISLMNIDAKILNKILA 
N RIQQI IIKKL1HNDQ VGFIPG M 
QGWFNIHKSINIIHHIKRTNDKN 
HMI1SIDAEKAFNKIQQPFMLKT 
LNKLGIDGTYLK1IRAIYDRPTA 
NVILNGQKLEAFPFKTGTRQGC 
PLSPLLFNIVLK.VLARAIRQETEI 
K.G1QLAKEEVKLSLFADDMIVY 
LENPI1SAQNLLKLISNFSK/VSG 
YK1NVQKSQAFLYTINRQTESQI 


4330 


34698 


A 


4371 


3 


1234 




4331 


34699 


A 


4372 




2850 


MGMGPAKPGMGGNLLVCWLQ 

RPWEKRSIWAEVYRSSRYSHS 

WLPLSRKGCDFSGTCRQTLSIL 

TQPLRQWGLEGIK.KPNSWIISEE 

SVSNGGPPLL1PRQTASGVDLQ 

QTPTDLQLRVLTVRRKTNKQK. 

G1ASTSTKRTSTPKPHLYVTI1K. 

Uy^ol liVr^KWUivINiACI\.LrvlLl\.l 

RVALSLQRNAAPHQQWNKAG 
RRMSLMSSQKKASEVIESQMN 
EIKGEEKFREKRVKRNEQSLQEI 
WDYVKRPDLRLIGVPD 


4332 


34700 


B 


4373 


16 


701 




4333 


34701 


B 


4374 


1 


3743 




4334 


34702 


A 


4375 


227 


686 . 


K.VMLAEYPVFAQLTLTLPPSSA 
SWEPSRGPGPRGIRGSCPEWLA 

cr. pr.\ k a Apr.AnvPPPA accphp 
&Uru\l\AArU/\UV rrrAASrrUr 

PPRLRAPALAVSRGLRRELPSG 
LDWTHCLRTLPSL1VQILQQAA 
LLGLPPAYSDQLQRAGQLHFYS 
GLIKISLVLTTRLSFWGTTE 


4335 


34703 


A 


4376 


216 


644 


VTYSKEKECGEVADSVAKTAL 
EKDGAPRTGDPRPNLGADPPRS 
LVSSAGPQAVRPVKPARQFPPQ 
PPRYSQGPARAAGEEGRGMRPP 
GAGRRLPGPPLPGPEASHSGQL 
PLM/PPGPGPRLGSQEPVSLSRY 
LQTQARMPGPRP 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4336 


34704 


A 


4377 


18 


1023 


QIQHSPLVSPLPSLPPQPLVAEE 

EPPVA/PWPRRLLPATSTSH/PSH 

PLTEPVPPT\SGRGCCLWTKRQ 

QKMCRTTYTSVGRK/CTFPIDS 

GALRLSDGEMRALQTPTGPQST 

VEGHTHLQSL/PHHDRVTATPG 

TEPGLRAAGNRRIFYPGP/VTSQ 

VQPQLLCG YGNASRTPA A LTPG 

PAPPTQASLPNCG1CPHLQMGR 

PTSPC/PPEGGHPSSSLYISLSPPP 

PSAPALRLPPPLP\SAPTAPAL/P/ 

PAAPSAPALRLLRPLPCCSFRPR 

PAAPSAPAPRLLPPLLVCSFRPC 

PAAPSAPAGLLLPPLLCCSGLSP 

RLCCPHSSCSSDPPRLQRKADSS 


4337 


34705 


R 


4378 


1 


984 




4338 


34706 


A 


4379 


332 


847 


VKLLLQDKEIC1LCQKTVYPME 
CLVADKQNFHKSCFVRCHHCNS 
KLSLGNYASLHGQIYCKPHFKP 
TFQNPKGNYDEGFGHKAVHKD 
RWNWQKPKADSVDFIPNEEPN 
MCKNIAENTLVPGDRNEHLDA 
GNSEGQRNDLRKLGERGKLKV 
IWPPSKEIPKKTLPFEEF.LKMSK 


4339 


34707 


A 


4380 


305 


505 


GNLERMLNLGMVK.QQKLPAIM 
KTQVLML*AINVPAKPLFPQSG 
GAVRTTHGGKSRLKETGATSD 


4340 


34708 


A 


4381 


56 


260 


1VKTQS1DG/MGNLR1TEKGLKL 
EGDS/EFLQPLYAKEIQSRPGLG 
TQEQSCQTLSSCSSRGQQQHAE 


4341 


34709 


A 


4382 


137 


920 




4342 


34710 


A 


4383 


532 


1680 


llttrtsfrsenhrhvglllvm 

tdntrdkeyfgdeskreneekt 

veksigekqatltthaniitirh 

cvkpepdfsdhlnlllgradit 

geema aqrssveklangn i al 

vdslrsrsleegdsdphkrlsg 

aqdikttveeviadvve1arele 

levepedvteflqahektltdv 

elflineqikwflemkstpred 

aviiaetitkvleydinlvtkqq 

qgmrqltp1lkevllwvkchq 

talhatekpfikgrinpcgk1ht 

clnlrncgqllireeeeedk.ee 

eeqyeekeeeeeeeeeeeeeeee 

eeeeeeeeeeeeeeedeeeedke 

deeedkekeeeednkeeeeeed 

ke k eeeedkeyek edkeeeedk 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=p»ssible nucleotide 


4343 


3471 1 


A 


4384 


3 


495 


EDTGTFRIY\ESAGAVKKARGF 
LEFVEDFIQVSKNLIGKVIGKNG 
KVIQEIVDK.SDMVPVRIEGDSE 
NKLPREDKDDRDSRHQRDSRR 
CPGGRCRSVSGRRGRGGPRGG 
KSSISSVPKDPDSNPYSVLDN/T 
ESDQTADTDASKSHHSTNRHTR 
SRRRRTDEDAVL 


4344 


34712 


A 


4385 


1 


550 


TESERKDELSDWSLAGEDDRDS 
RHQRDSRRRPGGRGRSVSGGR 
GRGGPRGGKSSISSVLK.DPDSN 
PYSLLDNTESDQTADTDASESH 
HSTNRRRRSRRRRTDEDAVLM 
DGMTAESDTASVNENGLAAKDV 
1 EEHGPSEKA ING PT\S ASG\DDIS 
KLQRTPGERKRLIP*KKENTQE 
AAVLNGVS 


4345 


34713 


A 


4386 


1 


2063 


MAELTVEVRGSNGAFYKGFIK 

DVHEDSLTVVFENNWQPERQV 

PFNEVRLPPPPDIKKEISEGDEV 

EVYSRANDQEPCGWWLAKVR 

MMKGEFYVIEYAACDATYNEI 

VTFERLRPVNQNKTVKKNTFFK 

CTVDVPEDLREACANENAHKD 

FKKAVGACRJFYHPETTQLMIL 

SASEATVKRVNILSDMHLRS1R 

TKLMLMSRNEEATKHLECTKQ 

LAAAFHEEFVVREDLMGLA1GT 

HGSNIQQARKVPGVTAIELDED 

TGTFRIYGESADAVKKARGFLE 

FVEDFIQVPRNLVGKVIGKNGK 

VIQEIVDKSGVVRVRJEGDNEN 

KLPREDGMVPFVFVGTKESIGN 

VQVLLEYH1AYLKEVEQLRME 

RLQ1DEQLRQIGMGFRPSSTRGP 

EKEKGYATDESTVSSVQGSRSY 

SGRGRGRRGPNYTSGYGTNSEL 

SNPSETESERKDELSDWSLAGE 

DDRDSRHQRDSRRRPGGRGRS 

VSGGRGRGGPRGGKSSISSVQY 

RSNI HNCSTLKRIFLASDMN 1 VL 

KDPDSNPYSLLDNTESDQTADT 

DASESHHSTNRRRRSRRRRTDE 

DAVLMDGMTESDTASVNENGL 

DDSEKKPQRRNRSRRRRFRGQ 

AE\DRQPAIDFIYKEVEKVVSL 

WQAKDVIEEHGPSEKAINGPTS 

ASGDD1SKLQRTPGEEKINTLKE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 


4346 


34714 


A 


4387 


1 


1882 


CGSNMADVTVEVRGSNGAFYK 

GFIKDVHEDSLTVVFENNWQPE 

RQVPFNEVRLPPPPDIKKEISEG 

DEVEVYSRANDQEPCGWWLA 

KVRMMKGEFYV1EYAACDATY 

NEIVTFERLRPVNQNKTVKKNT 

FFKCTVDVPEDLREACANENA 

HKDFKKAVGACR1FYHPETTQL 

MILSASEATVKRVNILSDMHLR 

SIRTKLMLMSRNEEATKHLECT 

KQLAAAFHEEFVVREDLMGLA 

1GTHGSNIQQARK.VPGVTAIEL 

DEDTGTFRIYGESADAVKKAR 

GFLEFVEDFIQVPRNLVGKVIG 

KNGKVIQE1VDKSGVVRVRJEG 

DNENKLPREDGMVPFVFVGTK 

ESIGNVQVLLEYH1AYLKEVEQ 

LRMERLQIDEQLRQ1GSRSYSG 

RGRGRRGPNYTSGYGTNSELSN 

PSETESERKDELSDWSLAGEDN 

RDSRHQRDSRRRPGGRGRSVSG 

GRGRGGPR\GGKSSISSVLKDPD 

SNPYSLLDNTAESDQTADTDASE 

SHHSTNRRRR/SIRRRRTD\EDA 

VLMNGMTESDTASVNENGLVT 

VADYISRAESQSRQRNLPRETL 

AKNKKEMAKDV1EEHGPSEKAI 

NGPTSASGDD1SKLQRTPGEEKI 

NTLKEENTQEAAVLNGVS 


4347 


34715 


A 


4388 


2 


421 


PRVRDSDTEDDSEAEHFESFIHP 
TAMMFTSTINLLQTLCLSAGVH 
AE1MQSEATKTLCGLL\KSSPNR 
LVYREQHRSWCTLGFVQSIALT 
LQVCGALSSLQWrTLLMKVVE 
GHAPFTATSLQRQ1LAVHLLQA 
VLPSWDK 


4348 


34716 


A 


4389 


269 


417 


DLNCKVGSCFEVYSS*KQGIN*I 
KLGDSKT*P*LSGPTSENLKNSS 
LAE 


4349 


34717 


A 


4390 


1 


516 




4350 


34718 


C 


4391 


1 


1527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4351 


34719 


A 


4392 


200 


1267 


TFSKASRGGNPHSMTKAPSDFR 
KARQTGIPGCSQLGSRYSLEPE 
QSALRLVCIQKLQESSTTCEDFF 
CPLCGRAWAVSTPLTDSPSPGH 
QPAVK*LGLVPFSDTHHPLPFQ 
VLSTDDTSSSSSCSSSCSASSSSP 
/SLLLLLLFLLLLLLLLMLLLKL 
FLLLLLFLL/RPPASPPLLPPALS 
PPL/HCSSSPSAPPASPPPAPPPPP 
APPPSPPPAPPPSAPSSPA PLPPA 
PASPPFSCSSSSCSSSCSSSSFSSC 
SSLSSSAQAEGSLRAPRESSPSL 
DPSAPQRVKVVPPQ AGSGI IRA 
GGALENRPRGKKPWLHFRPGL 
RSRLPA RSLRSRPAPTRWRLRSS 
GRFTGAATATATART 


4352 


34720 


A 


4393 




2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSA1LLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQS1ICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSRVCSHRWALG 

DHSQAFLQAIADNN1QDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRRI AQKI IRERRKKRIPKKP 

ESTADEEK1GNEESDLEEACILP 

HSP1NVDKRP1AIKSPKT1TSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRV1GELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CM LGFVRSIALTPQVCG ALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4353 


34721 


A 


4394 


266 


1110 


WARGGCARNALASGNA1QGGK 
CNPGLFPPSPNRLVYREQHRSW 
CMLGFVRS1ALTPQVCGALSSP 
QWITLLMKVMKGHAPFPAASL 
QRQLCPE/HTSCPVLKDFCKSVI 
TDVACSSLISTLLVFWGGLLHT 
HKEASESWREAKSTSYVAAAR 
ENEEDAKAEPPTPGIKPSDLVRL 
IH YQENSMGETAPM1QIISHWV 
PPTTHGIYGSTIQDEIRVGVSYP 
GHTDARGFQLLLVSGDFSIPYW 
SLSSAYTSVNSSFVESLQSNLLK 
G1LLPATIMTDPRTTGHQ 


4354 


34722 


A 


4395 


1 


734 


MVQLSGKRILNSPYLELRCHQN 
MDHLGWVIKKSLNRSEVSWVP 
GLEFPWGPKPFREVIAGPLLRN 
NGQSLESSSLEGSHVGVYFSAH 
WCPPCRSLTRVLVESYRKIKEA 
GQNF\EIIFVSADRSEESFKQYFS 
EMPWLAVPYTDEARRSRLNRL 
YG1QAHLFLTANAEDFDTTVQV 
NKIILITYRQNENSLSSLKTGET 
EAQGRLQGSPSNVRGHDPDRH 
AIPLSVNRWNPSKSSPSPAVWS 


4355 


34723 


A 


4396 


195 


1071 


LHEFDSSRDLTSGLGGARTHRR 
LGG PSDAPRGLPAPPPA PPVRPG 
/PRSPGPSAGTAR/DAPRPSVQM 
RAQRPARGSTKDLIETCCAAGQ 
QWAIDN DECLE1PESGTEDN VC 
RTAQRHCCVSYLQEKSCMAGV 
LGAKEGETCGAEDNDSCGISLY 
KASLTCGLQG RC LNPQQ ASMG 
LFSYDVQSSKKINRSIQEKLGG 

riU V LAA 1 ruOUMKINLuKLKKct 

GQRRGGTDRCEAVLTGLFTRA 
LIREQMGDPHPLDHTGQLAKPL 
EVEKTPARWKYLDTNGEKEEP 
ELRTQCPSLYED 


4356 


34724 


A 


4397 


1 


520 


M MGEKAEKPDTKEKKPKAKK 
ADAGGKRNCRYSRSAMYSRKT 
TSRKKYSAAKSKVEKKKKFLA 
TVTKPVGVDKNSGTQVVKLHK 
MPRYYPTEDVPLKLLSHG/KKK 
PFSQHR/RRV VFLKQL V/SGTG P 
LVLNQVPLRRTHQKFVIATSTKI 
GSSNVKIAKRLTGAYFKKVWK 
PKHQE 


4357 


34725 


C 


4398 


67 


243 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4358 


34726 


A 


4399 




333 


QRSCIENILRAC/VGLPPQNHML 
LEHKM\DAKRVGPVAATYPML 
NKKGPVPAATNGCTGDANGHL 
QEEPPMPTT*GPGHTVSRLFLPA 
APHDPTLKAPTNNSAATQPSKN 
KKK 


4359 


34727 


A 


4400 


587 


1013 


GAASAGRGPGPRAPGLWGRGP 
AAAGASLVPTDHVHLSYNHLG 
NNDGENLSAP/SQFRSKEVSKS 

IN V V UD/lvl V V^MNr V L. I IrUCfcrlJ 

HATRCWPHPSAGPSAADRAVP 
ARPAGAPATEPHAPGTQNGAP 
GPSLKRVGPVAATYPI 


4360 


34728 


A 


4401 


2 


334 




4361 


34729 


B 


4402 


257 


975 




4362 


34730 


A 


4403 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEK.KQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCI 1 KGKARLGRL VHRKTCTTV 
AFTQVN 


4363 


34731 


C 


4404 


62 


217 




4364 


34732 


A 


4405 


2 


69 




4365 


34733 


A 


4406 


1 


951 


GTRPKMPKGK.KAKGKKVAPAP 

AVVKKQEGFRKKW*IPWFEK.R 

P\KNFG1GQD1QPQKRPPPLL*K. 

WPRQYQACSGQRAILYKR\LKV 

PPAMKPVSPRALD\RQT\ATQLA 

*AVAHKVQTQRQKQEKKQRL\ 

LARADEEGCLAKGDVPNERDP 

PVPSSQEFNPVSPPLVKEQEKLK 

LVVN WHTDV\DPH PSL VCLPC/ 

LCPAPVS*KMGGPFTC1IQGKRA 

RLWDRLVPQERPCTTCPPFTAQV 

N\SEDKVRLLAKAGLEA1QGP1Y 

N * PDTM E I RPSLG VGNVLG\PKS 

VAR1\AKARNRHKAKETATHTG 

LNVTLLSFLYYKNN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4366 


34734 


A 


4407 




1392 


mpdvseeqkesvctgsmmr.ee 
essrkgkvrtagakssssdrvp 
rlnqeeveslnrp1tgaeiva11n 
slptkkspapdgftaefyqrirj 
qqpiiriqqp1k.kliqhdkvgfip 
gmqgwfnicksinviqhinrtk. 
eknhmiisidaekpfdkiqqcfm 
lktlnklgidgtylkiiraiyhk 
ptaniilngqkleafplktgtrq 
gcplspllfnivlevlarairqe 
ke1kgiqlgkeevklslfaddm 
iiylenptvsaqnllklisnfsk 
vsgykinvqksqaflytnnrq 
tesqimselpftiaskrikhlgiq 
ltrdvkdlfkenykpllneike 
dtkkwknipcswagrisimicm 

AILPKVIYRFN AIPIKLPMTFFTE 
LEKTTLKF1RNQKRAH1AKSILS 
QKNKAGG1TLPDFKLYYKATV 
TKTAWYWYQNRDIDQCTRTQP 
\SEITPHIYNYL1F 


4367 


34735 


A 


4408 


1 


1947 


MALRRLSHDVSGALLLANGES 

TGNSGGSSGSSPSGGATSGSSQ 

TSISGDVVEACCSVLSMVCADP 

VYKVYVAAL\QCMLLVTLEDPS 

SHFTRMRRRLM/AYADEVE1AE 

A1QLGVEDTLDGQQDSF\CRHL 

FPTTIWKPQRTVP/LECTIHLEK.T 

GKGLCATKLSASSEDISERLASI 

SVGPSSSTTTTTTTEQPKPMVQ 

TKGRPHSQCLNSSPLSHHSQLM 

FPALSTPSSSTPSVPAGTATDVS 

KHRLQGF1PCR1PSASPQTQRKF 

SLQFHRNCPENKDSDKLSPVFT 

QSRPLPSSN1HRPK.PSRPTPGNTS 

KQGDPSKNSMTLDLNSSSKCD 

DSFGCSSNSS/NCCYTASDETVFT 

PVEEKCRLDVNTELNSSIEDLLE 

ASMPSSDTTVTFKSEVAVLSPE 

KAENDDTY1CDDVNHNQKCKE 

KMEAEEEEALAIAMAMSASQD 

ALP1VPQLQVENGEDIIIIQQDM 

TFFRH 1 1 PPIQ Wl YKKESANLLID 

STGQRLRIADFGAAARLASKGT 

GAGEFQGQLLGT1AFMAPEVLR 

GQQYGRSCDVWSVGCAIIEMA 

CAKPPWNAEKHSNHLALIFKKL 

LDFANTACDGDKESEVEDVET 

DSGNSPEDLRKEIMIGLQYQAEI 

PPYLGEYDGNEKDSPQPKKMT 

GVQNAKEVLST 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4368 


34736 


A 


4409 


1 


4485 




4369 


34737 


A 


4410 


2 


927 


IDHMIGHKASLNKFKKIE11SSTL 

SGHNGIKLEINSKRDLQNHANT 

RK\LNNLLLNEHWVKNE1KMEI 

LKFFELNDHNDTTYQNLWDTA 

KATF\LLRGKFTALNAYIKKTER 

AQTDILRSHVKELEKQEQTKPK 

PSRRKEITKIREELNEMETNKK 

KIQKINETKSRFFEQINK1DRSLA 

RLAK1CRREKIQ1TSIRNKTGDTT 

TDTTEIQKIIQGYYEHLYAHKLE 

NLEEMDKFLEKYNPPSLNQEEL 

DTLN RTI TSNKIEM VI K KLPTKK. 

KSPGPNGFTAEFYQTFKAEELVP 

ILSILVHKTEKEGTLP 


4370 


34738 


A 


4411 


405 


517 




4371 


34739 


A 

— 


4412 


1 




1197 

— 


MEISELNAKLRSQEKEKQNEIIK 

LQLEKLQHFQEEKN KE1A1LRN 

TIRDLEQRLSVGKDSHLKRENE 

QLK1SADLIKEKLKSHEQEYK.N 

N1AKLVSEMKIKEEGYKKEISK 

LYQDMQRKGRIKVTCEWTCSE 

RKTEGREPGPVREPTGRSQSAE 

NEGSKTLAE1NTKGTQSPAER1N 

KIDRLLARLTNKRREKVQ1SSIR 

NKTGD1RTDTTEK.QKFMQGYH 

EHLYMHKLENLKEMDKFLEIY 

SPPRLKREDI ETLSRPIT1 SDIEM 

K.NLKIPPKLPELINKFSKVSRYK 

1NVHKLVALLYANSDQTDNQ1K 

NSTHFTIVAKK\YLGIYLTKDM 

KDLHKENSK7PLLKEIIDDT1KW 

KHIPCSWMSTTNIVKMTILPKTI 

YKFNAIIIK1PPSFFAERKKQS 




437 


— — 

47 




4413 






1VI IQRKRA SI G APC A WV RKKEE 
EEEEEEEEEEEEEEEEEEEEEVK 
KKKKKKKERTTWLWGNPLT 


4373 


34741 


A 


4414 


303 


429 




4374 


34742 


A 


4415 


123 


252 




4375 


34743 


A 


4416 


1 


156 




4376 


34744 


A 


4417 


3 


351 


EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE\KEEEEEEEEEEEEGEEEE 
LGRLHGGSGKVRGLGFTENQQ 
GSTNRQHQREDNRKSK.QKKIN 
NTKPEATESLIVNGIT1TAPA 


4377 


34745 


— 


4478 





192 




4378 


34746 


A 


4419 




259 




4379 


34747 


A 


4420 




279 




4380 


34748 


B 


4421 


1 


708 




4381 


34749 


A 


4422 


3 


269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4382 


34750 


A 


4423 


1 


322 


MAGK.QGRSEGASSWRLSSVLQ 
LNSQYFLQGAQQCTFLAATAW 
K.KRKEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE\KKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKENPFSCF 


4383 


34751 


B 


4424 


327 


674 




4384 


34752 


A 


4425 


494 


960 


TRF Y DHA LHL I HRKGSTT VRSP 
PPLYFIGESKASALLAISLRWSG 
RSQ PRS S V NQI RJCA WG FR PRKG 
TEE/DERSGCPSDALESDDPMA 
Y I HFTAEGEVTFKSILFVPTSAP 
RGLFDEYGSKKSDYIKLYVRRV 
FITDDFHDMMPKYLNFVKGVV 


4385 


34753 


A 


4426 


1 


2539 


VGGPRG WRCEDPNPGVGGGGG 

SCDRRGLETHRPHAMRALWVL 

GLCCVLLTFGSVRADDEVDVD 

GTVEEDLGKSREGSRTDDEVV 

QREEEAIQLDGLNASQIRELRE 

KSEKFAFQAEVNRMMKLIINSL 

YKNKEIFLREL1SNASDALDKIR 

LISLTDENALSGNEELTVKIKCD 

KEKNLLHVTDTGVGMTREELV 

KNLGTIAKSGTSEFLNKMTEAQ 

EDGQSTSELIGQFGVGFYSAFL 

VADKVIVTSKHNNDTQH1WES 

DSNEFSV1ADPRGNTLGRGTTIT 

LVLKEEASDYLELDTIKNLVKK 

YSQFINFPIYVWSSKTETVEEPM 

EEEEAAKEEKEESDDEAAVEEE 

EEEKKPKTNKKVEKTVWDWEL 

MNDIKPI WQRPSKE VEEDEYKA 

FYKSFSKESDDPMAYIHFTAEG 

EVTFK\SILFVPTSAPRG\LFD\DY 

GSKK\SDYIKLYV\RR\VFITD\DF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VP*NRWDMIKKI/SLDDKYNDT 

FW\KEFGYQHSSLVVIEGPLRIR 

TRLAKLLR\FQSSHHPTD\ITSLD 

QYVERMKEKQDKIYFMAGSSK 

KEAESSPFVERLLKKGYEVIYL 

TEPVDEYCIQALPEFDGKRFQN 

VAKEGVKFDESEKTKESREAVE 

KEFEPLLNWMKDKALKDKIEK 

AVVSQRLTESPCALVASQYGW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4386 


34754 


A 


4427 




622 


PARAALG1LTSHQSGFLKTSTSK 
IT\STAWKN\KDITMQSTK.QYAC 
LHDLTNKGIGEEIDNEHPWTKP 
VSSENFT\SP\YVWMLDAEDLA 
DIEDTVEWR! IRN VESLC VMET 
ASNFSCS\TSGCFSKD1VG\LRTS\ 
ACWQQHCASPAFAYCG\HSFCC 
TGTALRTMSSLPESSAMW*KKP 
ARTRLPRGKDLIYFGSEKSDQE 
TGTLLLPVSS 


4387 


34755 


A 


4428 


2 


1421 


QHCSQKDTAELLRGLSLWNHA 
EERQKFFKYSVDEKSDKEAEVS 
EHSTGITHLPPEVMLSIFSYLNP 
QELCRCSQVSMKWSQLTKTGS 
LWKHLYPVHWARGDWYSGPA 
TEL\DT\EPDDEWVKNR\KDESR 
AFHEWDEDAD1DESEESAEESI 
AIS1AQMEKRLLHGL1H\NVLPY 
VGTSVKTLVLAYSSAVSSKMV 
RQILELCPNLEHLDLTQTDISDS 
AFDSWSWLGCCQSLRHLDLSG 
CEK1TDVALEK1SRALGNSGHL 
HQSGFLKTSTSKITSTAWKNKD 
ITMQSTKQYACLHDLTNKGIGE 
EIDNEHPWTKPVSSENFTSPYV 
WMLDAEDLADIEDTVEWRHR 
NVESLCVMETASNFSCSTSGCF 
xjuRDu/cnwFvrrni wvAifni ire 
KLbAr 1 KUrLrMMrvtctltlVryr 
MLlvlfc. Y r 1 Y LcLrvi-'lrvrvlv V lAv^ 

HCSQKDTAELLRGLSLWNHAE 
ERQKFFKYSVDEKSDKEAEVS 


4388 


34756 


B 


4429 


70 


348 




4389 


34757 


A 


4430 


2 


371 




4390 


34758 


A 


4431 


] 


907 


MGHRINIVCKIDAPCARQTRTF 
HPVVKTVEDCGRYPSVIEFGKY 
EIQTWYSSPYPQEYARNLAKEG 
KMGEREMSFVQQLQPMSGRCS 
LF\RELSSCTYLLNTQPP/AVSIH 
FLAVWIILLVDGNMSKIYCQNL 
CLLAKLFLDHKTLYYDVEPFLF 
YVLTKNDEKGCHLVGYFSK.WT 
VLQGQWQVQG1AHFSRALTYL1 
CFSFPQEKLCQQK.YNVSCIMIM 
PQHQRQGFGRFLIDFISFPRLT1G 
ASFTQLRKQSMSNSTVEIPLLGD 
NGKSSPTFHWQSLTSSPNAHFS 
LEAQLSILGHLFQSP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 




Amino acid sequence ( X=l)nkrio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4391 


34759 


A 


4432 


1 


3468 


MGKKQNRKTGNSKNQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRLSNYSELPEDIQTKGKE 
VENFEKNLEEC1TRITNK.RNFKP 
TKIKRDKEGHYIMVKGS1QQEE 
LTILNIYAPTGAPRFIKQVLSDR 
QRDLDFHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHSKSTEYRFFSAPH 
HTYSKIDHLLGSKAFLSK.CK.RT 
E1ITNYLSDHSAIKLELRIKNLTQ 
NRSTTWKLNN 


4392 


34760 


A 


4433 


3 


1900 


FNKCMTLKFRLKNFSRINKIDTP 

LARLIKKKREKNRIDTIKNDKG 

D1TSNPTE1QSTIREYYKHLYTN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGSEIMAirNSLPT 

KKSPGPDGFTAK.FYQRYKEELV 

PFLLKLFQS1EKEGILPNSFYEAS 

IILIPKPGRDTTKNENFRPISLMN 

IDAKILNK1LANRJQQHIKKLIH 

HDQVGF1PGMQGWFNIRKSINV 

1QHISRTKDK.NHM1IS1DAEKAF 

DKIQQPFMLKTLNKLGVIK.YLGI 

QLTRDVKDLFKERS/YEPLLNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKF1WNQKRALIAKS1 

LSQKN KAGG 1TLPDFKL Y YKAT 

VTKTAWYWYQNRD1DQWNRT 

EPSE1TLH1YNYLIFDKPEKNKQ 

WGKDSLFN K WC WENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGM 

GKDYMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

r 1 K.Wt,IS.Ir A 1 T ooUrvvjLloKl Y IN 

ELKQIYKKKTNNPIKKWVKDM 
NRHFSKEDIYAAKKHMKKCSP 
SLAIREMQIKTTMRYHLTPVRM 
AIIKKSGNN 


4393 


34761 


A 


4434 


2 


1932 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4394 


34762 


A 


4435 




2571 


MKAEIKMFFETNENKDTTYQN 

LWNTFKAMCRG KFIALNAHKR 

KQERSNTDTLTSQLKELKKQEQ 

THSKPSRRQEITKIRAEMKEIET 

QKTLQKIKESRTWFFEKINKIDR 

LL ARLTKKKREKNQID A 1 KNDK 

GDITTDPTEI QTTI REY YKHL Y A 

NKLENLEEMDKFLDTYTLPRLN 

QEE VESLNRPITG SEIEA I INSLP 

T/KKCPGPDGFTAEFYRRKRGM 

LPNSFYEASIILIPKPGTDTTKKE 

NFRPISLMNIDVKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINIIQHINRAKDKNH 

M11SIDAEKAFDKIQQCFMLKTL 

nklgidgtylkiiraiydk.pt AN 

IILNGQKLEVFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKE1K 

GIQLGNEEVKLSLFADDMIVYL 

ENPIISAPNLLKLINNFSKGSAY 

KIKVQKSQAFLYTNNRQTESQl 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIMKMAILPK 

V1YRFNAIL1KLPMTFFTELEKST 

LKFIWNQKRARIAKSILSQKNK 

AGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNGTEPSEIM 

PHIYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKIN SR WI KDLH VRPKTI 

KTLENLGNTIQDIGMGKDFMSK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4395 


34763 


A 


4436 


1 


1965 


MTLESEQTFVYAVTATQTGAK 

EGTRMSKSNVAGQQGDSGEKA 

LQKTYQKILREKESALEAKYQA 

MERAATFEHDRDKVKRQFK1F 

RETKENEIQDLLRAKRELESKL 

QRLQAQGIQVFDPGESDSDDNC 

TDVTAAGTQCEYWTGGALGSE 

PSIGSMIQLQQSFRGPEFAHSSID 

VEGPFANVNRDDWDIAVASLL 

QVTPLFSHSLWSNTVRCYLIYT 

DETQPEMDLFLKDYSPKLKRM 

CETMGYFFHAVYFPIDVENQYL 

TVRKWEIEKSSLV1LFIHLTLPR1 

KYLGIQLTRDVKDLFKENYKPL 

LNEIKEDTNKWKNILCSWTGR 

NNVMKMATLPKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWTMQKR 

AHIAKTILSEKNKAGGIMLPDF 

KLYFKATVTKAAWYWCQNRD 

IDQWNRTEASE1TPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRW1K.DLNVRPKTI KTLEENLG 

NAIQDIGMGKDFMTKTPKAMA 

TK.AKIDKWDLIKLKSFCMAKET 

P1GVNRQLTEWEKIFAIYPSUKG 

LISRIYKJELKQTYKKKTNNPIEK 

LAKEMNRHLSKED1YAAMRHK 

KKCSSSLVIREMQIKTT/MRYHL 

TP VRM AI I K KSGNNRCWRGCG 


4396 


34764 


A 


4437 


300 


476 


PDLSLWLPLTFFPSFQLW*I*QL 
CVLELLFSRS1FVAFSVFPEFES 
WPALLGWGSSPG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4397 


34765 


A 


4438 


413 


1689 


QK.LYKPERIKYLGIQLTRDVKD 
LFKENY/KLNEIKEDTNKRKNIP 
CSWVGRINILKMAILQKVIYRF 
NAIPIELPITFFTKLEKTTLRFIW 
NKKRVHIAKS1PSKKNK.AGGIM 
LPDFKLYYKATITKTAWYLYQ 
NRD1DQWNRTEALGITPHIYMH 
LIFDKPDKNKQRGKDSLFNKW 
CWENWLVICRKLKLDAFLTPY 
TK IN S R WI K. DLN I RPKTIKTLEE 
NLGNTIQGIGMG K.DFMTKTPK 
AMATKAK1DKRDL1KLKSFCTA 
KETNIRVNRQPIEWEKIFAIYRS 
DKGL1SRIYKELKQIYKKKTNN 
SIKKWAKDMNRHFSKEDIYAA 
NRHEKKWSPSLVTREMQIKTIM 
RYHLTPVRIMTI1CMSGNNRCW 
RGYGEIGMLLHCWWECKLVQ 
ALWKTVWRFLKDLELEIPFDPV 
IPLLG1YPKDYT 


4398 


34766 


A 


4439 


3 


2404 




4399 


34767 


A 


4440 




1572 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEA ESMNSLI PPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTR1NSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A I EDQTNEINNG ENGTKLENTL 

QDI1QENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

MKEKVLRAAREKVLEVLARAI 

SQEKEIKCTQLGKEEVKLSLFA 

DDM1VCLENPVVSDHNVLKLIS 

NFSKVSVYKINVQKSHAFLYTN 

NRQTESQ1MSELPFTITTKRIKY 

LGIQLTRAVKDFFKEKYK.PLLN 

EIKKDTNKWKNIPCSCIGRINIM 

KMAIVPKVIYGFNAIPIKLPRTF 

FTELEKTTLKFI WKK.KG AKTI LS 

HCNKLAGGIMLPDFKLYYKATVT 

KIAWYWYQNRY1NQRNRTETS 

EI TSH I YN H L/l FDKPDKN KK WG 

KDSLFNKWCWENWL 


4400 


34768 


B 


4441 


1 


1558 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4401 


34769 


A 


4442 


837 


4329 


TWKGTTDRSTRQKVNKDTQEL 

NSALHQADLID1YRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSK.CK.RTEIITNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIA LNAHKRK.QERSKJDTLTSQL, 

KELEK.QEQTHSKASRRQEITK1R 

AELKE1ETQKTLQKINESRSWFF 

ERJTKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


4402 


34770 


A 


4443 


1 


816 


MRRDYPVKAFTSRKREQHVQK 
VPSKKSRQVQRTERRFLETTPD 
LLYQKEK.DLLLISSSKKQPRPGI 
ERHYMMTQGSIHQEDVAILK/V 
YTSNKRASKY1QQ/TLLE1KGKI/ 
AHPQ1VGDFN TP TSTIDRTIRQQI 
SIEFYDTIKQWDLTDTCRTGHPI 
TEYIFCSGAHLTFTKINHIQGPK 

pii i/ppv d tfuppvi vt vrir'AA 
Kl L, M\r iv KJ t, 1 1 t, U V L. V A 

KNRKKEEDLQTYWMLNIYGPH 

YRSGSYAAIHRQETICSGQLSQ 

ALRDRFAMNAKLLLSLAAHLW 

VrKLDFM 


4403 


34771 


A 


4444 


87 


307 




4404 


34772 


A 


4445 


1 


534 


MEESRGAKPPPALLPGDATLPP 
GSLGSARHPPEP/RPVPGP/PPHQ 
TCPGPSACSSRRPEPRSSPGSPA 
RAPPAPPPPAAPAPRCEPPLWLL 
LRVPCPGRSGWSWMTT*I/SERP 
VQKRARSGPQPRLPPCLLPLSPP 
TA PDRATA VATAPPVLG PMSS W 
SPRRAGGPTRPCTALQALSIPA 


4405 


34773 


A 


4446 


164 


660 


YPSGRRLREPADVADAWDGME 
ESRGAKPPPALLPGDATLPP\AP 
SGQLGTRPSPPSSRPSPHQTCPG 

APPPPAAPAPRA/SPRRPLPAPRS 
ASVPAFSAPPSQWPEVGPSPCA 
LRRAMPRGPGPPPEPRLVAEPG 
EDAAPTAGR 


4406 


34774 


A 


4447 


1 


417 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4407 


34775 


A 


4448 


1 


1802 


MSYPADDYESEAAYDPYAYPS 

DYDMHTGDPKQDLAYERQYE 

QQTYQ V IPEVIKNFIQYFH K.TVS 

DLIDQKVYELQASRVSSDVIDQ 

KVYEIQDIYENSWTKLTERFFK 

NTPWPEAEAIAPQVGNDAVFLI 

LYKELYYRHIYAKVSGGPSLEQ 

RFES Y YN YCNLFN Y 1 LN ADG PA 

PLELPNQWLWDIIDEFIYQFQSF 

SQYRCKTAKKSEEE1DFLRSNP 

KIWNVHSVLNVLHSLVDK.SN1N 

RQLEVYTSGGDPESVAGEYGR 

HSLYKMLGYFSLVGLLRLHSLL 

GDYYQAIKVLENIELNK.KSMYS 

RVPECQVTTYYYVGFAYLMMR 

RYQDAIRVFANILLYIQRTKSM 

FQRTTYKYEMINKQNEQMHAL 

LAIALTMYPMRJDESIHLQLREK 

YGVDKMLRMQKGDPQVYEELF 

SYSCPKFLVSPVVPNYDNVHPN 

YHKE\PFLQ\QLKGVF**SSSQQ 

AQLS/TP1RSFLKLYT\TMP\VAK 

LAGFPGPSQSQEF\RIPGFFVFKQ 

QDERTSVWTQRVFS APG W*N F 

SQASEVDF\YI\DKDMI\HIADTK 

VA\RRYG\DFFIRQI\HKF\EELNR 

TLKEGWGQRPWMIFHTHFREP 

GFECIIGQGSVFC 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4408 


34776 


A 


4449 




1722 


MNIKAKILNKILANRIQQHIKKL 

IHHDHVSFIPRMQGWFNIHKP1N 

VIHH1NRTNDKNHMI1SIDAEKA 

FDKIQHPFTLKTLNKLDDMTVY 

LENP1VSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRTNVVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSIXLSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNRD1DQWNRTE\PSEI 

MPHIYNHLTFDKPDKNK.QWGK 

DSLFNKWCWENWLAICRKLK.L 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNTVQD1GMCKD 

FMTKTPKA M ATKAKI D K WDL 1 

KLKSFCTSKET1IRVNRQPTEWE 

KMFA1YPSDEGLISR1CKE/LFKQ 

1YKKKNHPIKKWAKDMNRHFS 

KED1YVANKHMKKSLSSLVIRE 

MQ1KTTMRHHLTPVRMTIIKKS 

GNNRFWRGCGETGMLLHCWW 

ECKLVQPL*KIVW*FLKDLESEI 

PSDSAIPLGG1HPKAYKSFYY 


4409 


34777 


A 


4450 


1050 


1 147 


PGEWHGQGSPRCWR*PLPQRC 
GHLLSCRWRTP 


4410 


34778 


A 


4451 


1 


614 


MEELVDEGLVKALGVSNFSHF 
Q1EKLLNKPGLKYKPVTNQNSL 
GTMQNRAGFPRDEDCLLLQVE 
CH PYLTQEKLIQYCH SKGITVT 
AYSPLGSPDRPWAKPEDPSLLE 
DPKIKEIAAKHKKTAAQVLIRF 
HIQRNVIVIPKSVTPARJVENIQN 
TEHYKYCGLCVGPNLEKNLYP 
VDRM/WKNSCGQFVL*1SSHLE 
DYPFNAEY 


44~n — 


34779 


- — 


4452 





240 


WMELESLSHFQIEKLLN/KPGL 
KYKPVTNQVNSIQFKGSILEEG1 
VNMGDDSSMHVSAPEDPPVGQ 
DVEAEDSDTDDPDPV 


4412 


34780 


A 


4453 


1 


1019 




4413 


34781 


A 


4454 


1 


2028 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4414 


34782 


A 


4455 


3 


1045 


DFTSENFSAAWYLIENHSNTSF 

EQLK.MAVTNLKRQANKKSEGS 

LAYVKGGLSTFLEAQDALSAIH 

QKLEADGTEKVEGSMTQKLEN 

VLNRASNTADTLFQ/EKVLGRK 

DKADST\RNALNVL\QRFKFLFN 

LPLNIERNIQKGDYDVVINDYE 

K\AKSLFG\KTEVQVF\KKYYAE 

V\EPRVEALRELLL\DKLLETPST 

LH DQKRYIRYLSDLH ASGDPA 

WQCIGAQHKWILQLMHSCKEG 

YVKDLKGKDFSSNVFQFSGSAL 

RRVPDTVRVLDSQFSRSALRSV 

PDTVQVLDSQFSGSALRRVPDT 

VRVLDGQFSRSALRSVPDTVRV 

LDKCHCSPAKVVMNAVTIFTG 


4415 


34783 


A 


4456 


1 


440 


MQRNLARAFSPGIKKIK.MMCL 

GNSEKDWPKFRGVGEDAGLLA 

ARECG ALLV1RHLFNAVRAJ VP 

NKSNNEIILVLQHFDNCVDK\TV 

QAFMEGSASEVLKEWTVTGKK 

KLLLQGEEELARLPFITGGSGSC 

YSSSTLAVEEECRVLA 














MFDFMFGI TFAGFRRWV TTNS 
AELK.EHVLTQCKEAKNLDKRL 
EELLSR1TSLERDISDQME/RELC 
EAYTS1NSQINQAEERISEFEDH 
LA El 


4417 


34785 


A 


4458 


3 


361 


EMVHRKK.KAVHRTATADDKK 
LQFSLKKLEVNNVSGIEEVNMF 
TNQGTVIHFNVAEMPANSFTITG 
HAETKQLMEMLPSILNQLGAH 
CLTSLRRLAEALPKQSVNGKAP 
LATGEDDDEVPA 


4418 


34786 


A 


4459 


1 


475 




4419 


34787 


A 


4460 


57 


820 


EDGSGGGKJFPEGARQGGTGQR 
RRRKA M RRTG APAQ ADSRG RG 
RARGGCPGGEATLSQPPPRGGT 
RGQEPQMKETI MNQEKTRHTC 
RAQWRIGGKGTARRrCKKVVH 
RG AAS/A DDKKLQF\SLKK\LG V 
NNISGIE\EVNM\FTN\QGTSGST 
FNNP*KFQG1SWPANTFHHLQG 
HAEDKGS*QEMLAQHLKPSLG 
ADSLTSLRRLAEALPKQSVDGK 
APLATGEDDDDEWPDLVVENF* 
*RLPRNEANLNLSQLLKIKP 


4420 


34788 


A 


4461 


1 


1527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














LI WQLTFTKTI KS/CEEYGKI VST 
KAILDKNTNQCKGMCKGIRTL 
KSCLCYLINGSSIVEVQKRLAY 
AGTLEPSLVHQVYSELSYYICLP 
GTQVVRIIAEVLRMQDSSE 


4422 


34790 


A 


4463 


2 


573 


WMEGREKWRGRRKDGRKEGR 
KEGRKERRREREKGRERK/GKE 
RKGKERKGKERKGKERKGRER 
KGTEGKGTEGKGKJERKGKEGK 
GKERKG KERKGK.ERKGKEGKG 
KEQKGKERKGKERKGKERKGK 
ERK.GKERKGKEEKGRERKGKE 
GKGRERKGKEGGKEEGRKERR 
KEGRKEGKKFSNNGMVEEMQ 


4423 


34791 


B 


4464 


1 


1344 




4424 


34792 


A 


4465 




373 




4425 


34793 


A 


4466 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGK1KQAGNNPSLTS1YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIK1DLGKFSDN 


4426 


34794 


A 


4467 


3 


415 
















LCFPYAERPDLQFLC* DLCARSP 
YLLQAQKYLQEF*AIPHLDQQT 
EPPDPSVSFYLLDCTLNCTAQH 
KTC*KKSIGL*EQNQQTLSSIPY 
SHT 


4428 


34796 


A 


4469 


1 


858 


MEWEDNLPLELGRTVAKLLSD 
HSQTPLGIQMFLLFSLSLRKSPL 
VCLSYLFNFRFTLESEVQHLSG 
A1TLTAWPKIPFLGIREAKSPRS 
ENTRLAT1LEAGHRHLGTSVSK 
DHPVTFWRPRRDLQSDLKQIKI 
DLGKFSDNPDGYIDVLQELGQS 
FDLTWRDIMLLLNQTLTPNERS 
ATl'l AAREFGDLWYISQVVAAV 
AGLVSEAVKIIQGVLTVWT/SHD 
VNGILTAKGDLWLSDNHLLKY 
QALLL EGPV LRLRTC ATLN PAT 
FLPDNEEK1EHNCQQVIAQTYA 


4429 


34797 


A 


4470 


918 


1939 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 


4430 


34798 


A 


4471 




2693 


PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVrCAGAll 

HLN1GEGTPICRLLFEEGISPEV 

W ATEGQYGQAKN AHFVQVK L 

KDSTSFPYQRQYPLRPEAQQRL 

QKIVKDLKAQGLVKPYSSPCNT 

PILG VQKPKRQ WRL VQDLRI IN 

EAVFPLYPAIPSPYTLLSQ1PEEA 

EWFTVLDLKDAFFCIPVHPDSQ 

FLFAFEDPSNPTSQLTWTVLPQ 

GFRDSPHLFGQALAQDLSQFSY 

LDTPVLQCMDDLLLAARSETLC 

HQATQALLNFLTTCGYKVSKP 

KAQLCSQQVKCLGLKLSKVTR 

ALSEERIQPILAYPYPKTLKQLR 

GFLG1TGFCR1WIPRYGKIARPL 

YTLIKETQKANTHLVRWTPEAE 

AAFHALKKALMQAPVLSLLTG 

QDFSSYVTKNKQTKKKK\T*IA 

LRVLALV*GTSLQPVAYLSKKT 

DVVAKGWPHCLWVMAAIAVLI 

SKAVKM1Q*RDLTVWTSHDVN 

G1LTAKGDLWLSDNHLLKYQA 

LLLEG PMLRLCTC A ALN LDTFL 

PHNEEK1EHNCQQV1AQTYATR 

GDHLEVPLTDPNPNLYTDGRSF 

VEKGLQKVGYAVVSDNG1LES 

MPLTPGTSAQLAEL1ALTWALE 

LGEGKRVN1YTDSKYAYLVLH 

AHAVIWREREFLTSEGTPIKHQ 


4431 


34799 


C 


4472 


11 


1639 




4432 


34800 


A 


4473 


95 


2539 




4433 


34801 


A 


4474 


345 


768 


PRGARSTRCLPVERR\CDGLQD 
CGDGSDEAGCPDLACGRRLGSF 

WLVDTQDSRRVLLQLELRLGY 
DDYVQVYEGLGERGDRLLQTL 
SYRSNHRPVSLEAAQGRLTVA 
YHARARSHPLMNE 


4434 


34802 


A 


4475 


47 


563 


RLRf AVFTGAFHALSFLLSFVV 
LCCTYLKGLKVARFHCKRIDV/ 
M H H ADARA AGG P APQC AGTLS 
\EEQKRRRQRATKKISTFIGTFL 
VCFAPYV1TRLVELFSTVP1GSH 
WGVLSKCLAYSKAASDPFVYS 
LLRHQYRKSCKEILNRLLHRRSI 
HSSGLTGDSHSQNILPVSE 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














cKOK^blVIoAKLrvrJr/\trr^ V rA 

RJ SP* RPS*RQ* MERRCPP WRCS 
PMPC/CFFREHALQVRCGPTSA 
DCGRDPLFSPHPKPLPHPVPDIG 
WVATAGAQRSSSPVPSSLFVW 


4436 


34804 


A 


4477 


297 


943 


TGSWGGGGADQLRPALTTALM 
PPDNRFGENTPAAPANGHCAP\ 
EPDITLVQDHSELPIGAAATMA 
HEIGHSLGLSHDPDGCCVEAAA 
ESGGC VM AA AT/ GV RGHPFPR V 
FS/SCSRRQLRAFFRKGGGACLS 
NAPD/TRTPGAAALCGNGFVEA 
GEECYCVS\GQECRDLCCFAHN 
CSLRPGAQCAHGDCCVRCLVR/ 
CMEGSGSHQLPRLVPGGDSAEI 
LM 


4437 


34805 


A 


4478 


1 


836 


MGPLTFRDVKIEFSLEEWQCLD 

TAPGNLYRDVMLENYRNLVFL 

VMCSHFAQDVWPEHSIKDSFQ 

KVILRTYGKYGHENLQLRKDH 

KSVDACKVYKGGYNGLNQCLT 

TTDSKIFQCDKYVKVFHKFPNV 

NRNKIRHTGKKPFKCKNRGKSF 

CMLSQLTQHKK.IHTREYSYKCE 

ECGKAFNWSSTLTKHKIIHTGE 

KPYKCEECGKAFNRSSNLTKH 

KI1HTGEKPYKCEECG\KAFNRS 

STLTKHKRIHTEEKPYKCEECG 

KAFNQFS1LNKHKR1HMGR 


4438 


34806 


A 


4479 


] 


588 


MLGKVQQQEQTIAKDLVVTKY 
KMCGGT/DIANRVLRSLVEASS 
S\GGQDYILKEGDLVKIDLGVH 
VDGFIANVTHTFVVDVAQGTQ 
VTGRKGDVIKAAQLCVEAALC 
LVKPGNQNIQVREAWSK.VALS 
FNCMPIEGMLSHQLKQHVIDGE 
KNIIQNPTDQQKKDHEKAEFEV 
HEVYAADVLVSSGEGKAKDAG 


4439 


34807 


A 


4480 


85 


561 


LSHCLPLQTTEVGGFGNLLGY 

WIACSIGCVLSTGMLSHQLKQH 

VIDGEKTIIQNPTDQQKKDHEK 

AEFEVHEVYAVDVLVSSGEGK 

VRRVPELAKRGD*ECSPDQMLL 

KLLFQAKDAGQRTTIYKRDPSK. 

QYGLKMKTSRAFFSEVERRFD 

AMPFTLRY 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4440 


34808 


A 


4481 


1 


1408 


GTSAPQPARSQLLALACLPAPL 
LARAFARPLLEDRGDSDHSLW 
LGRETEAAAAQGKRGCSGGSR 
K.MSGEDEQQEQTIVD/DSLVVT 
KYKMGGDIANRVLRSLVEASSS 
GVSVLSLCEKGDAM1MEETGKI 
FKKEKEMKKGIAFPTSISYVNNC 
VCHFSP/L*KSDQDYILKEGDLV 
KIDLGVHWDGF1ANVAHTFVV 
DVAQGTQVTGRKAADV1KAAH 
L\CAEAA\LRLVKPGNQNTQVT\ 
EAWNKVAHSF\NCTPI\EGMLSH 
SLKQHVIDGEKP*FQNPTDKQK\ 
RAHEKADFEVH\DVYAVEGLV 
KPQERARPKDAGQRTTIYKRDP 
SKQYGLKMKTSRAFFSEVERRF 
DAMPFTLRAFEDEKKARMGV\ 

V tLArvMtL/ V Wl^rrlN VL Y oUKt 
UUr VLrv LlNr J V LALIVIK JNOrMVlL, 
1 1 burr brUL Y Ks^lVlt V^\UAdL 

KALLQSSASRKTQKKKKKKAS 
KTAENATSGETLEENEAGD 


4441 


34809 


A 


4482 


3 


190 




4442 


34810 


B 


4483 


1 


588 




4443 


34811 


A 


4484 




1312 


MSSK.GSVVLAYSGGLDTSCILV 

WLK.EQGYDVIAYLANIGQKED 

FEEARKXALKLGAKK VFI EDVS 

REFVEEF1WPAIQSSALYEDRYL 

LGTFF\A RPCI ARKQ VEI\AQREG 

AKYVSHGATGKGNDQVRFELS 

CYSLAP\QIKV1APWRMPEFYNR 

FKG RNDLME Y A KAQHGIPIP VTP 

KNPWSMDENLMH1SYEAG1LE 

NPKNQAPPGLYTKTQDPAKAP 

NTPD I LEI EF\KKG VPVEGG PTF 

KDG\TTHQTFL\ELF\MYLNEVA 

GKHGVGPYLTSWENRFHWELK 

SRGILRRPQAG\TILYHAHLDIE 

AFTMGGDRAQIP1MQGLGFEFVE 

LGVYRFSGTAPECELVGPCLRQ 

SPQERVEGKSAGVPSLKGPRCT 

SLGPEVPHCSLYNE\ELVKHGT 

CQGDYE\PN*LPPGFIQTSISLKA 

EGNYHRLPRAKVTAQIRPRVQ 


4444 


34812 


B 


4485 


47 


482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
union for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4445 


34813 


A 


4486 


2328 


3435 


KTTTLEDNLGNTIQDIGPGKDF 
MMKIP1CANATKIKIDEWDLIKL 
K.SFCTAK.ATTK.RVNKHDESLRS 
H Y E * WG MLTDC V V M RDPNTK 
RSRGCGFVTYATVEEVDAATN 
ARPHKVDGKVVEPKRTVSRED 
SQRPGAHLTVKKIFVGGIKEDT 
GGFAFVTFDDHDSVDKIVIPKY 
HTVNGHNCEVRKALSKQEMAS 
ASSSQRGRSGRGGGFGGNENFG 
CGGNFSGHGGFGGSHDGGGYG 
GSGDGYNGFGNDGGYPGGGPG 
vcp.nQRr'.vnQp.r'.riP.rT.xiDnQr; 

I ouUoKU i UoUO^vjt.-OlN^L'oVj 
YLiKjLio i LtoUlNK.UUIvLjLjr'joLi 

cncMFnnr.^cvwriPnMVM'Mriv 

oU^rNrOOLitJoiJNJJrONilNrNt^Y 

SNFGPMKGGNF/GGRRSGP*GD 
GGQYFAKPPNHSGYGGSSSSSS 


4446 


34814 


A 


4487 


1 


762 




4447 


34815 


A 


4488 




333 




4448 


34816 


A 


4489 




1676 


MRDPNTKRSRGFGFVTYATVE 
EVDAAMNTTPHKVDGRVVEPK 
RAVSREDSQRPGAHLTVKKIFV 
GG1KEDTEEHHLRDYFEQYGKI 
EV1E1MTDRGSGKKRGFAFVTF 
DDHDSVDKIVIQKYHTVKGHN 
CEVRKALPKQEMASASSSQRG 
RRGSGNFGGGRGDGFGGNDNF 
GRGGNFSGRGGFGGSCGGGGY 
GGSGDGYNGFGNDGSNF*G\GG 
SYNDSGNYNNQSSKFEPMKGG 
NFGGRSSGPYGGGGQYFAKPQ 
NQAARCVAARWLFRTEARLVF 
LQKFPPWAVVEVVTVIVAAPA 
A AT ATTRDG G G C S RN CN IP E VF 
PELLGCPNRRGPPGGVREKQQQ 
TNSKSTRRQEITKTIAELKEIETR 
KTLQKINESRSWFYEKINKVDR 
LLDRLIKKKREKSQ1 DAIKNDIG 
DIVTDPAEIQTTIKEYYKRLYAN 
ELENLEEMDK.FLATYSLHSLNQ 
EEVESLNKPVTSSEVEAVTNSL 
PTKKSPGPDGFTVLLEVLAPAIR 
QEKEIK.HIPIGREEVK.LSLFADD 
VIVYLENPIVSAQNLLKLISNFS 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4449 


34817 


A 


4490 


1 


1445 


MKCLKF1MHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRK.SET1FKDLFK VPV LKET1 

YYKPYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNTMNNKKTHQF 

V1VFFKTDEHLSARGRRRRSIVK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFMGGLSFETTDESLRSHFEQ 

WGTLTDCVVMRDPNTKRSRGF 

GFVTYATWEEVDAAMNARPH 

K.VD\GRVV\EPKRAVSREDSQRP 

GAH1/TLVKKIFVGG1KEDTEEH 

HLRDDYFEEIILNSMEKIEVUEI 

MT\DRGSGKKRGFAF\VTFDDH 

DSVDKIVIVQKYHT/VGNGHNCE 

V\RKALSKQEDG*VLHPAQRG\ 

RSGSGKLLVVGRGRWFSVGMD 

NFG\RGGNFSWSVVAFGGT\RG\ 

GGGYGWQWGMAYNGFGNDG\ 

SNFGGGG\SYNDFG\NYNNQ\SS 

NFGPMKGGNFG\GRSSGPYG\G 

GGQYF\AKPR\NQGGYGGSSSS\ 


4450 


34818 


A 


4491 


134 


612 


TVLNSMSVILAISTLLKI1TGELL 
QSFGDGLLWNLV1G1RG1DGLSP 
KVRXVLQLLRLRQIFN/GTFVK 
LI K VTVN M LRTV EP Yl A WG Y PN 
LKSVNELIYKHGYGKISKKR1A 
LTDNVL1ARSLGKYGIICMEDLI 
Y El YTVG KRFK E ANNFL WPFKL 


— 


— — 


- — 


j— 





— — 







— son 





— — 





— — 




4453 


3^821 


— 
— 


4494 





2211 




4454 


34822 




4491 


-j 


2478 




4455 


34823 


A 


4496 




1544 




4456 


34824 


B 


4497 


1 


2151 




4457 


34825 


A 


4498 


1 


744 




4458 


34826 


D 


4499 


1 


2172 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftlrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


4459 


34827 


A 


4500 


1 


2535 


MK.SGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AE1KVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSV1KRS1GWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLGIDGTYLK1IRAIYD 

KPT AN 1 ILNGQKLEAFPLK.TGTR 

QGCPLSPLLFNI VLE VLAR A I RQ 

EK.EIKG IQLGKEE VKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

K VSG YK1N VQKSQAFLYTNN R 

QTESQIMSELPFT1 ASKRJ KYLGI 

QLTRDVKDLFKENYKPLLNE1K 

EDTNKWKNIPCSWVGR1NIVK 

MA1LPKVIYRFNAIP1K.LPMTFF 

TELEKTTLKFIWYQKRAR1TKS1 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSEITLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLA1CR 

KLKLDPFLTPYTK1NSRWIKDL 

NIRPKTIKTLEENLGITIQDIGMG 

KYFMTKTPKAMATKAKIDKW 

DL1KLKSFCTGKETT1RVNRQPT 


4460 


34828 


B 


4501 


1 


1785 




4461 


34829 


A 


4502 


1 


1415 




4462 


34830 


B 


4503 


1 


3262 




4463 


34831 


A 


4504 


1 


278 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


4464 


34832 


A 


4505 


3 


2528 


enk.dttyqnlwdafkawcrg 

kf1alnahkrkqekskidtlts 

qlkelekqeqthskasrrqeit 

kiraelkeidtqktlqkinesrs 

wffer1nkidrplarlikkkrek 

nqtdtiknckgdittdpteiqtt 

1reyykhlyanklenleemdk 

flntytlprlnqeeveslnrpit 

gae1vai1sslpt/k/kspgpdgft 

aefyqryk.ee/lekegilpnsfy 

easiilipkpgrdatkkenfrpis 

lmnidakilnkilakriqqhikk 

lihhdqvgf1pgmqgwfnirks 

inv1qhinrtkdknhmiisidae 

kafdk1 qqrfllktlnklgi dg 

ty fk 1 1 r a i y dkptaniilngqkl 

eafplktgtrqgcplspllfniv 

levlarairqeke1kgiqlgkee 

vklslfaddm1vylenp1vsaq 

nllklisnfskvsgykinvqks 

qaflytnntqtesqimselpfti 

askri kylg iqltrdv kdlfke 

nykpllkeikddtnkwknipcs 

wvgrin1vkmailpklpmtfft 

elekvitlkfi wnqkraci aks 1 

lsqknkaggitlpdfklyykat 

vtkta wy w yqnrdidq wn rt 

PPQPTN4PPTVWVI TFnkTPFl[''Mk r n 

WGKDSLFNKWCWENWLAICR 
KLKLDPFLTPYTK IN SRWIKDL 
NVRPKTIKTLEENLGITIQDIGL 
GKDFMSKTPKAMATKAKIDK 


4465 


34833 


B 


4506 


1 


5401 




4466 


34834 


A 


4507 


1 


5271 . 


MNIDAKILNKILPNQIQQHIKKL 
1HHDQVGFIPGMQGWFNIRKSI 
NVIQHINRAKDKNHMIILIDAEK 
SFDKIQQPFMLKTLNKLGIDGT 
YFKIIRAIYDKPTAN1ILNGQKLE 
VFTLKTGTRQGCPLSPLLFNIVL 

bVbAKAIKybrYLlrvOiyLutS.fcbV 

VI CI V A P\Pi\/ll\/VT P"MDI\/C A f*YM 
Js.L»LrAlJlJIVIl V YbtifNrl VaAyiN 

LLKQISNFSKISGYKINVQKSQA 
FLYTNNRQTESQIMSE1PFTIAL 
KRIKYLG1QLTRDVKDLFKENY 


4467 


34835 


B 


4508 


924 


3423 




4468 


34836 


A 


4509 


525 


673 


RDSWGTCPVSGAGKVDWPPSS 
*H H R* HQQWCCGM PHQLSTKE 
NISIKDHLTKEKRKGGAV*RH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4469 


34837 


A 


4510 


25 


1766 


GTCQFAAMNVVFAVK.QYISKM 

1EDSGPGMKVLLMDK.ETTG1VS 

MVYTQSEILQKEVYLFERIDSQ 

NRE1MKHLKAICFLRPTKENVD 

YIIQELRRPKYT1YFIYFSNVI\SK 

SDVEVIGLKL1EQEVVAEVQEF 

YG D Yl A VN PH L FSLN 1LGCCQG 

RNWDPAQLSRTTQGLTALLLSL 

KXCPMIRYQLSSEAAKRLAECV 

KQVITKEYELFEFRRTEVPPLLL 

ILDRLDDAITPLLNQWTYQAM 

VHELLG1NNNRIDLSRVPGISKD 

LREVVLSAENDEFYANNMYLN 

FAEIGSNIKNLMEDFQKKKPKE 

QQKLESIGS\MKA\FVENYPQFK 

KMSGTVSKHVTVVGELSRLVS 

ERNLLE VSEV EQELACQNDHSS 

ALQN1KRLLQNPK.VTEFDAARL 

WMLYALHYERHSSNSLPGLM 

MDLRNKGVSEKYRKLVSAVVE 

YGGKRVRGSDLFSPKDAVAITK 

yrLKULlS.UVUJN V\I 1 l^L^rnL 

H\ETLDH LI KGRLKENL YPYLGP 
STLRDRPQD1IVFVIGGATYEEA 
LTVYNLN RTTPG VRJ VLGGTTV 
HNTKSFLEEVLASGLHSRSKES 


4470 


34838 


A 


4511 


1 


1335 


MAPVTMMGYRSGKMG1LADV 
QLQVGPPGPWLHLVV1APVPEC 
ITGIGIFSSWGSPDVGPLLYDIR 
A1MWGSLAPAENTWILGNNHR 
RFLAQLKPRV1MQDFSNVISKS 
DVKSLAEADEQEVVAEVQQVI 
TKEYELFEFRRTEVPPLLLILDR 
CDDAITPLLNQWTYQAMVHEL 
LG1NNNRIDLSRVPG1SKDLREV 
\ V S S AE I DEF Y ANNM YLNF A EIG 
SNIKNLMEDFQKKKPKEQQKL 
ESIADMKAFVENYPQFKKMSGV 
TVSK\HVTVVG\ELSRL\VSERN 
LAGRFSEVEARNWAC\QNDHS\ 
SALQNIKRLLQNPKVTEFDAAR 
LVML\YA\LHYERHSSNSLP\GL\ 
MMDLRN\KGVFWRKYSKARVL 

AV V tYOUrvKVKObULrbrrvL/A 
VAN RV^r LKOLrvv^v^cI V1NU VLA 

AANVYIKQLPLSIQPSASLNGCI 
SLEKKPLVSTQRN 


4471 


34839 


A 


4512 




816 




4472 


34840 


A 


4513 


26 


257 




4473 


34841 


A 


4514 


56 


236 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of 11 rst 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














— 

HSPRGSTASF/CEVSETKNPPIPD 
TPATREAEGLRSRLAVYSTRDS 
PCVACSGSYTQAQGSLGRKFQ 
DP 
















4476 


34844 


A 


4517 


2298 


2556 


NHKNPRRKPRQYHSGHRHGQG 
LHD*NTKSNGTKSNGNKSQN* 
Q\WDLINLKSFCTA K.ETTIRVNR 
QPTEWEK.IFTIYPSDKGLISRJ 


4477 


34845 


A 


4518 


801 


944 


DQEP I NSRH1LATQMGPSPITKQ 
SNPGV**KECGFSCSPRVWRYL 

vs 


4478 


34846 




4519 


85 







4479 


34847 




4520 


69j 


827 


















4481 


34849 


C 


4522 


532 


2754 




4482 


34850 


B 


4523 


1 


519 




4483 


34851 


B 


4524 


266 


935 




4484 


34852 


A 


4525 


1 


1584 




4485 


34853 


A 


4526 


1 


723 


GALPNGDRGRRKSRTALYKRP 
KANGVKPSTVHVISTPQASKAI 
SCKGQHSISYTLSRNQTVVVEY 
THDKDTDMFQVGRSTESP1DFV 
VTDT1SGSQNTDEAQITQST1SR 
FACR1VCDRNEPYTARIFAAGF 
DSSKNIFLGEKAAKWKNPDGH 
MDGLTTNGVLVMHPRGGFTEE 
SQPG VWRE1 SVCG D V YTLRETR 
SAQQRGKLGLQTGDMAENT/T 
VHALPSNCMVWRRSQTRQQ1S 


4486 


34854 


A 


4527 


1 


335 




4487 


34855 


A 


4528 


328 


871 


DCGGGRARTAIFAGAARAADN 
KK.CAGARRALGRARGCSATAR 
PRRRRRRPRGLAPPRPARPPPG 
GMSYKPNLAAHMPAAALNAA 

YGPPSLGYTQGTGNSQVPQSKY 
AELLAIIEELGKEIRPTYAGSKSS 
\MERL\KRGIIHARGLVRECLAE 
TERNARS 


4488 


34856 


A 


4529 


1 


653 


MAGPAESSPQGAHPNSPFALQH 

HSSLTVKPLHRQNVIQHQVAG 

QENRRGHQAGSSTSPQPLEALK 

RPNLRAPFHSQSRRILIPPAGNP 

TPGAAAPADPSTQRRDRWGCA 

LPMPRVAAGSAHHQQAGPTAA 

AQHRTPVALFSPPLSLVYGQQQ 

RKESETPTVPTPPARARGWTET 

GVEH VPAYNR TRAPEKCD1/SV 

PSPHSSPDAETSHPRHISPCPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4489 


34857 


A 


4530 


3 


432 


NSRVDDFVAAQDA KGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGGAQRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 
L VENKKAQLV VI A H D VDP1 EL V 
VFLPALCRKMG VPYCI I KG KAR 
LGRLVHRKTCTTVAFT 


4490 


34858 


A 


4531 




2073 


MKPCAHSWNAELSRNIIRHSFN 

LVMVAASQVAVSQLLGSYEILL 

L VS 1 ELMFCFGLG YF FI PMQE W 

PNTYGERVFVDVESSVFKWNH 

KCLHKTEAERDYTKKRLKLCG 

HKPGNAVGQQKLEEARNRFFT 

RAPGGSAALPTLRFQPSDTDFR 

LLASRTILTFETKNPSELAERLR 

SVCGNQSNAYARLLEYRLNAL 

RGLWNAQRQLALEEQHERESS 

GDEETLALLKRQGLLQQPEQAP 

FTSRMGLLLVFPL1QSQSRTDPS 

LCN1TAEVLLNCLRDCQPLSLT 

KEPADCLNG I ETLLCSWLEETS 

DTGRHIPHKQKENAAAALVAL 

ACARGFVYCRNEELEPGWVAF 

GSGSLLHRPVSFDNKPHSLFQVI 

DQNTLQ VCQ V V PM PAN H L PI G 

STMSTVHLSSDGTYFYWIWSPA 

SLNEKTPKGHSVFMDIFELVTL 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNSLFEKR\DIQPKRELT 

YFVKW/PRYVRLQQQRA1LYKQ 

LKVPPAINQFTQALNCQTVTQL 

LKLAHKYRPETKQEKKQRLLA 

QAEKKAAGKGGVPTKRPPALR 

AG VNTITTL VENKKAQLV VIAH 

DVDS1ELVVFLPALCCKMGVPY 

CIIKGKARLGRLVHRKTCTTVA 

FTQVNLEDKGALAKLVEGIRTN 

DNDRYDEICCHWGGNILGPKS 

VACIAKLEKAKAKELATKLG 


4491 


34859 


A 


4532 


1 


2565 




4492 


34860 


A 


4533 


1 


644 


MPKGKKAKEKKVAPAPAVVK 
KQEAKKVVNPLFEKRPKNFGT 
GQDIQPKRDLTHFVKWPCYIRL 
QQQRTILYKWLKVPPEINQFTQ 
APDSQTATLLLKLAH/KYRPET 
NQEKKQRLLARAKKKAAGKG 
D1P\TKSPPVLRAGVNTITTLVE 
NKKAQLVVIAHDVDPIKLVVFL 
PVLCHK/MGVPYCIIKGKARLG 
HL V H RKTCTT V TFTQVNSEDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4493 


34861 


A 


4534 


1 


931 


KS1QKGLKMCLSSSLLPPSKMP 

KGKKAKGKK.VAPAPAVVKKQ 

EAKKVVNPLFEKRP\KNFGIGQ 

DIQP\KRDFTRFVKWPRLLSGC 

MR\KRAILYKAG*KLPPA\INQF 

HPGPWDPANKLLQLL*AWAHK 

\YRP\ETKAKRKKQRL\LARA\E 

KKAA\GKGDVPNERDPPV\LRA\ 

G VNTVTHL WWRNKKAPA WW 

I ATRRW1 PFELW VFLPAL\CREK 

WGSPYCIIKGKARLGR\LVH\RR 

PCT\TVGFHTR*NSKDKRRLLA* 

AGLEAIRTQFTIDQIRWRSGRFJX 

WG\GNVLG\PKSVARIRQASKR 

QRLKELATKLG 
















4495 


34863 


A 


4536 


1 


338 




4496 


34864 


A 


4537 


1 


352 




4497 


34865 


A 


4538 


2 


368 




4498 


34866 


A 


4539 




468 




4499 


34867 


A 


4540 


2 


790 


PRGRNRRRKTFQERRMTLNESP 

EKIGKW1ECYGHPPASKLVEIYI 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAA1 

PDVVSLLEQINTSPDTWYAAID 

L AN A L FS 1 P V H KG Y IN SL ALCH 

NVIWRELDCFSLPRDTTLVHYI 

DDIMLIGSSVQEVENKLDLLVK 

DKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRVI 

RKAA/SFEWGPEQEKALQQVQ 

AAVGGKQSENNLGHQRSPGLW 


4500 


34868 


B 


4541 


179 


1219 




4501 


34869 


A 


4542 


1706 


2517 


THLLVPGMQPLTWQMPFSPFLS 
I SPTRSN L PS A ATPVI AQ WA/HE 
QSGHGGRDGGYTWAQQHGLA 
FTNTDLATVNAKIGFAYPVCDA 
SAKTTIRGLLECLIRCDGIPHSIA 
SDQARIHRSRNQEVEVEVAPLT 
ITPSDPLAKFLLSVPVTLRSAGL 
EVLVPGEGMLPPGNTRTIPLNW 
KLRLPPGHFGLLLTLSQEAKNG 
VTVLAGVIDLDYQDEISLLLHN 
GGKKEYARNTGDPLGRLLVLP 
CPVIKINGKLQQPNPGGTTNGS 
DPSGMKV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4502 


34870 


A 


4543 




367 


DLWPFTRVTVH/WGKANDQTF 

PPVK.VRVYGGQTDGSWRMTV 
GYHKLNQVVTPIAAAVPDVVS 
LLEQINTTPAIKWVVHSSIPSSN 
GSGVYV1RLEQVLKAQ 


4503 


34871 


A 


4544 


2 


541 




4504 


34872 


B 


4545 




681 




4505 


34873 


A 


4546 


2 


1091 


PRGRNRRRKTFQERRMTLNESP 
EK1GKWIECYGHPPASKLVEIYI 
HTVFVEDKLSICIRSFNKKADGS 
WRMTVDYCKLNQVVTAIAAAI 
PDVVSLLEQ1NTSPDTWYAAID 
LANALFSIPVHKGYINSLALCH 
NV1WRELDCFSLPRDTTLVHYI 
DDIMLIGS1KFLGVQWCGACRD 
IPSKDPADPMVLEVSVADRDAV 
WSIWQAL1DESQQRPLGFWSKS 
LPSSA DN YSPFERQLLA YY WAL 
VETERSTMGHQVTMLPELPVM 

IN W VLoUrjontvAlNuLnuWou 

TGKKHDWKIGDKEI WRRGM W 
MDLSEWSK/D/VKIFVSHVSAH 
QRVTSAEEEFNNQVDRMTRSM 
DTTQPLYPTTPV1AQWAHE 


4506 


34874 


A 


4547 


1 


1236 




4507 


34875 


A 


4548 


1 


1467 


GEKGNDQ TFRKLLD TGSELML1 

PLRVVIPTTSLFNSPIWPVQK.TD 

GSGRMRVDYHKLNQVMTPTA 

AAVPDVVSLFEP1NTFLGTWYA 

AIDLANALFSIPVCKAHQKQFA 

FSWQGQQYTFTVLPQRYINCLA 

LCHNLIQRDLDHFLLPQGITLV 

HYIDSGPFIK*PEAASFEWGPEQ 

EKALQQVQAAVQAALSIGPYD 

PADPMVLEVSVADGDAVWSL 

WQAPKGESQWRPLGFWSKALP 

SSTDNYSSSDVQLYTDSWAVA 

SSLAG*SGTWKKHDWKIGDKEI 

WGRGMWMDLSEWSKTGKIFV 

SHVNAHQLVTSAEEDFNNQVD 

RMTRSVDTTQPLSPATPVVAQ 

WAHEQSGHGGRNEGYAWTQQ 

HGLPLTKADLTTATAECPICQQ 

QRPTLRPRYGTTSQGDQPATC 

WQVDYIEPLPSWKRQRFLLTGI 

NTHSGYGFAYPPCNASAKTTIH 

GLIACLIHCHGIPHS1ASLYRER 

GTHFTDKEVQQWAHAH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4508 


34876 


A 


4549 


2 


1602 


NLSPILPQDLWPFTRVTVHWGK 

G N DQTFQG LQDTG SELMLIPGD 

PKRHCSPPVKVGSYGGQVINGV 

LAQVRLTVGTVGPRTHPVVISP 

VPEC11DIDILNSWQNPHIDSLTG 

RVKAIMVGKAKWKPFEPLLPIK 

IVNQKQYRIPGGIAEISATIKDL 

KJDAGVVIPITLPFNSPFWPVKKT 

DGSWRMKVVYCK.LNQVVTPIT 

AAVPDV/VVSLLEQINTSPGTW 

YAAIDLANAIFSIPVHKAHQKQ 

FAFSWQGHQNTFTVFTILLHIH 

KVGHAQQHSI1K.WKWYIHDGA 

RAGSEGTSKLNEEVPQMPMVT 

TSAALPSLPRPAPMASWGVLY 

DQLTEEEKTRAWFTDGSARYA 

GTTQK WTA A A LQPLSRTS L KG 

SGEGKSSQWAELQAVHLVVHF 

SWKDKWPDVRLYIDSWAVAN 

GLAGWSGTWKKI IDWKIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

K.MTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

G L PLTKTG LAMATAECP1 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4509 


34877 


A 


4550 




1891 


MLSSTQNAGGSYQRVRGALDT 

QEWKWGEVSPRTLNVDGRAL 

VSVANTHGTDRPAYTLNPQSR 

DQRSGVITLGYKRPLEREDLFE 

LKESDSFCTACP1FEKQWRKEV 

LRNQERQKVKALNKLDEALCP 

GI1LTQSTDSNANLFQKQPHRHT 

QTSGRWQIIIFCEHSSDFGWNG 

YGYAVALLVVVFLQTL1LQQY 

QRFNMLTSAKVKTAVNGLIYK 

KLGWSGKVSWLILHDVGHG1M 

EGYIAWGKGSDVRITWEKKST 

EMRTRPAQKMALLLSNVSRQK 

FSTGEIINLMSATHGLDSKPQSP 

LVCPFSNPNGRISPLARAGLAD 

HYRVTHLQ1LKLYAWEPSYKN 

KIIKIRDQELEFQKSARYLTVFS 

MLTLTCIPFLTKI SLGRLEDFLN 

TEELLPQS1ETNYTGDHAIGFTD 

ASFSWDKTGMPVLKESIRIRIEQ 

VLNQLSLFETVDYPGSVAYVSQ 

QAW1QNCILQENILFGSIMKKEF 

YEQVLEACALLPDLEQLPKGD 

QTEIGERAVNISGGQQHRVSLA 

RAVYSGADVYLLDDPLSAIDV 

HVGKQLFEK.VIGSLGLLKNRTH 

1LVTHNLTLLPQMNLIVVMKSG 

R1AQMG1YQELLCKTKNLTN\FT 

KSSVNKKKVGEWEESGRGS 


4510 


34878 


A 


4551 


2 


542 


LTSAKVKTAVNGLIYKK.VSLAT 
LCVYFLLDER1ILTAPKVFTSMS 
LFNILRIPLFELPSVISAVVQTKI 
SLGRLEDFLNTEELLPQSIETNY 
TGDHAIGFTDASFSWDKTGMP 
VL/NRGSEAYVSQQAWIQNCIL 
QENILFGSIMKKEFYEQVLEAC 
ALLPDLEQLPKGDQTEIGERVR 


4511 


34879 


A 


4552 


1 


667 


IETNYTGDHAIGFTDASFSWDK. 
TGMPVLKESSVAYVSQQAWIQ 
NCILQENILFGS1MKKEFYEQVL 
EACALLPDLEQLPKG DQTE1GE 
R/GKETAVNISGGQQHRVSLAR 
AVYSGADVYLLDDPLSAIDVH 
VGKQLFEKVIGSLGLLKNRTSH 

F I Q S LG FN YHE Y ANN SN A Y I VN 
LDLFPGFQTCVYKLLSPIRCL1C 


4512 


34880 


A 


4553 


201 


336 


QQTPGKAVHAPFIADQSLT* EL 
VSVFPQFQLFPYRR*DSHSGKS 


4513 


34881 


A 


4554 




515 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4514 


34882 


A 


4555 




852 


MPCTTSGLDKVPTSKKALTRY 

GYGSLTLDFSGSIIPCKMCLSPS 

TRIVRPSQPRGTEDPDETGDTEF 

VNSDESFLLEGTASPSPVVAVSP 

PRPMLPSAFPPLSEDINPVLPEA 

TVLASPEVVAKQTHVDSPRKPL 

STFLFASRPVTKLKSRQTPGGE 

VDSVTCEEKTDGPWRKTVDYC 

KLNQVVTP1AALVPDMVSLLV 

QINTSSDTSYAAIDLAKAFFS1P 

VYKAHQKQFIFSWQAQQYTFT 

VLPQGYIISPALCHNLIRR/DLD 

HFLLPQDITLVHYIDDIRL 


4515 


34883 


B 


4556 


288 


327 




4516 


34884 


A 


4557 


51 


598 


LFGGCHTSGGLAVRVPRMPRG 
SRSRTSRMAPS\ASRAPLK*ELE 
PRQAQVAQPPA\AAPPSAVGSS\ 
AAAPRQPG/LFMAQMATTAAG 
VAYVGFCCGGHTLGHGIYTGGLS 
VGGKLIA*ALRRP*HQFNQGSF 
RGTQAKHSKQQPALPLLWRIKT 
SFREVVPPEPRVT1QGFCGGFPM 
RLLETVPDL 


4517 


34885 


A 


4558 


1 


10434 


MTVIRSGIAY1LHLKSYDVNIQT 
GSNACNQPTHPNGDCSHFCFPV 
PNFQRVCGCPYGMRLASNHLT 
CEG DPTN EPPTEQCGLFS FPCK 
NGRCVPNYYLCDGVDDCHDNS 
DEQLCGTLNNTCSSSAFTCGHG 
EC1PAHWRCDKRNDCVDGSDE 
HNCPTHAPASCLDTQYTCDMH 
QC1 SKN WVCDTDN DCGDGSDE 
KNCILNCTASQFKCASGDKCIG 
VTNRCDGVFDCSDNSDEAGCP 
TRPPGMCHSDEFQCQEDG 


4518 


34886 


A 


4559 


24 


849 


ATGRCCCGLAPGFPLCWVLYP 
GGRGSA\CPEPHVLRTGSPLQRE 
QRTNGRTDLSSLLPNLNFDSPP 
RCKHKNQLAITLRKRIRKLATS 
LFSSTIFRISGTSVIISAPGAGLPL 
PALFPTRCQPKFSRSIDPTGKAV 
QTADIRLSARATLWLGGSIEESP 
VLCSTLRLLLRRLPPPLTWTSPN 
RPTQPCTAQTQTNQSVGIAAPS 
AIRVIYPESVVLNAVIYLPGDPE 
VSGLPRAFKRRFSVEVRLDCGT 
FKLLLVYCTHPGD RK VN TC KT 
GALVAF 


4519 


34887 


C 


4560 


192 


449 




4520 


34888 


A 


4561 


1 


786 




4521 


34889 


A 


4562 


3 


14073 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4522 


34890 


B 


4563 


58 


1282 




4523 


34891 


B 


4564 


1 


684 




4524 


34892 


A 


4565 


1 


1356 


MGRKYTLKWEFEEGFTEKKEL 

kkvtsegy1tpveiydyrqycy 
alqrpiattq1ddvrdghttrl 
a k lekqeqth sk a srrqe i1kir 
aepkeietqktlqkinesrswff 
ekin kidrll arlikkkreknqi 
daikn dkgdittn pteiqttire 
y y k h l y an klen le emdkflh 
tyilprlnqeeveslnrpitgsei 
eaunslptkkspgpdgftadfy 
q\mlevlara1mqeke1kgiql 
gkeevklslfadymivylenai 
isaqnllkli/snfskvsgykinv 
qksqafly1nnrqtesqimser 
pftiaskrikylgiqltrdvk.nl 

FKEN YKPLLNEIKEDTNKWK.K1 

PCSWVGRIN1VKMAILPKV1YRF 

NAIPIKLPMTFFTELEKTTLKFI 

WNQKRACITKSILSQKNKAGGI 

MLPEFKLY/YQGSSTQTAWYW 


4525 


34893 


A 


4566 


1 


1102 


MANCDINRKDEKGGKEKKDRS 

KSKSLMDTLKRQLSAKQKPKG 

KAGKPSGSSADEDTFSSSSAPIV 

FKAVRAQRPIR/STSLRSHHCSP 

MPWPLRPTNSEETC1KME\PSPP 

LNGVRKDFHDLQSETACQEQA 

NSLKSSASQNGDLYLRLDEHVP 

VVIGLLPQDY1QYTVPLDEGMC 

PLEGSSSYCLDSSSTMEVSVVPS 

QVGGRSFPEDESQADQNLVVA 

PE1FVDQSMNGLLTGTTGVMLQ 

SPRVGPHHVPPLSPLLPPMQNN 

ninD \i rrcr* i TPTCAuy a cqa/TI r* 
i^Il/KINr buL 1 Kj 1 fcAHlVIAEoMLL/ 

HLNFDFNSAPGVARVYVSVQSS 
GPMVVTSLTEELKR\LAKQGWL 
WPPLKSVRRCVLARRSLYTKQL 
NQEEGTELNLGSSCLLC 














rrtir 1 dCis. V Y rAUruoAMo 

VPGSPSAVCAQCILCTGHCAVC 
PGLGEHHSSGRTLMKTKLHSK 
KLKPC YLLC* SKN * KTQGGSPK 
S*NVNKYLVTLI 


4527 


34895 


A 


4568 


53 


470 


CISII1LPGPSAKTLSPVLSLSSPY 
TASFQPTFVRTFSHQTTYLSLGS 
VPVAQLKCSAGQQRGELLCRR 
GVWGSW1SVSHFTEIATLPAAC 
LEDGE\DFNLGGILDSSKYL*SIQ 
KTNTHRIVDGKVVSETN1TDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of 11 rst 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4528 


34896 


A 


4569 




1635 


MGWTCKILFLVAAATGAHFLV 
QLVQSGAEVK.KPGASVKVSCK 
ASGYTFTYCYLHWREPVSFICG 
RC1LLTLLLGDCLWGEGAWTQ 
GDVLQPSDRASFLAMGVNTTG 
QQVGDLSGDFPNSVGKACKCR 
EFHTLTPLAHTSSTTHETFPGMS 
HIALELSQGSSLLQCLEAQTQG 
QRQELTVSANEQPESRGHGCVL 
LCETQSEGKSVRAQAQTSLKGS 
QKRLGG ARTLCTG LSPGQRKQ 
ERSKIDTLTSQLKELEKQEQTYS 
KASRRQEITKIRAELKEIETQKT 
LQKINESRSWFFEKIYKIDRPLA 
RLIKKKREKNQIDAIKNGKGD1 
TTDPTEIQTTLRQYYKHLYANK 
LENLEGMDKFLDAYTLPRLNQ 
EEVESLNRPITGPEIEA1IN/STPT 
KKSPGPDRFTAEFYQ\RSDVLA 
RAIRQKKEIKC1QLGKEEVK.LSL 

T7A T"M""\N./H\/VI niDITCAf\Ml I V 1 10 

xircit'vcr.vi'icvrwcnAci vtm 
JNr ols. V oO i fvlo V^Js.S>vAr L I 1 IN 

NRQTESQIMSELPFT1ASKRIKY 
LGIQLTKDVKDLFKDNCKPLLN 
EIKEDTNKWKN1PCS 


4529 


34897 


B 


4570 


1 


429 




4530 


34898 


A 


4571 


1 


897 


MDLNYTLEQMDLTD1YRTFHPT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLEFNSERNLENHANTWKLN 

NLLLNECWVKNKMKMEIK.KLF 

ELNDNNDTTYHNLWDRAKVVI 

RGKCIALNTYIKKSERAQTDNL 

RIKNKNHMIIS1DAEKAFDKIQH 

PFMI KTLSKISIRGT YLNLIKDIY 

DKPTANIMLNGEKLKAFTLRTG 

T\RMNQGCPLPSLLFNWLEVL 

ARA1RQEKEIKGIQIGKEEVKVS 

LFADYVTVYFENPTDSSRKLLEL 

1KEFSSFWIQD 


4531 


34899 


A 


4572 


1 


1461 




4532 


34900 


A 


4573 


49 


365 




4533 


34901 


A 


4574 


45 


534 


VCHLEPGERCGPSRGCRAVGV 
QTEKMQTAGALF1SPAL1RCCT 
RGLIRPVSASFLNSPVNSSKQPS 
YSNFPLQVARREFQTSVVSRDI 
DTAAKFIGVAGSATVGVADSGA 
GIGAVFGSLIIVYARKLSLKQQL 
LF Y A I LG F\A LSEGM\GLFCLM V 
AFL1LFAM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4534 


34902 


A 


4575 


98 


624 


DWYSRSHPKELWEGSKKKSIN 
HSACSLQAHGGPISTSLNPHSKP 
RGRVSPPPGK.RQQECRARPGRS 
PELAGPPPA1MVQETSQKNACAS 
dt cpppnnr:p\PP a a 14 pop i tt? r; Q 

rvL ol^r rUcuritr A/\rlrV^rt lKuo 

SSGPCSRGGYRQPLFPGPAASG 
VPASGSV/RSR1PGAPQGVALAR 
RGPQGSPSPAPRFFPATERQS 


4535 


34903 


B 


4576 


1 


604 




4536 


34904 


A 


4577 




3jI 


LAPAPSAAWRTGLKALTPSST 

GCRQEKTLPCQRWCVFCRRRR 
ARSLQAQCGFSLTPALELLPVPF 
LKLLCPGPPRRRRICRILPGAGL 


4537 


34905 


A 


4578 


1 


871 




4538 


34906 


A 


4579 


3 


510 


GPPSRVDDFVAAAAAAVAPVV 
LYACPRHSPIPPWSIRGRRVVVT 
GFG PFGEHTVN AN WI A VQEL E 

rvLuLuUo V JJLn V Y clr V b Y \^ 1 V 

QRL1PA L WEKH SPQLWVH VG V 
SGMATTVTLEKCGHNKGYKGL 
DNCRFCPGSQCCVEDGPESIDSI 
IDMDAVCKRVTTLGQCI 


4539 


34907 


A 


4580 


1 


285 


MAPGALPALGEEEGPG ASGLSA 
pi r;i4T CAr,cu a pp ptc vric a i ri 
TPFPAGTFVRLEFKLRQTE\SGR 
RrCDWKKPKCKVQPERRK.QK.CL 
TCVKLEC 


4540 


34908 


D 


4581 


1 


228 




4541 


34909 


A 


4582 


1 


697 


MGLERPVDRVMWLPGALWNS 
AVVSAPVGEEWALAGTGNQGL 
QDIQGMHCPEEGISQIHGRDHR 
NAKDSHTGVWCSCTLGIISTII1R 
PKCRFS1DRSDSDYLPTSSCRRD 
PGGAEPCQDRPRVEQLCSVLAN 
RSGPLAKCHWYESPVSYTQVC 
VSDLCQYGTGNRMLCTMLEAY 
VQLCALRCALPARVASQPGMQ 
LRVACPANSYYDSCGPPFPATC 
ASLNSSAPCTLQCTVSCFCLEGF 
ALEAG\SSVPHACCGCHLQG RY 
I/APGPWPSATGMRAPCPTRRC 

UCl TCACMABATArriPrWRD 
VJ>L 1 oAolViAKA 1 ALLArLWIvx 

TSNSAPCAARCLPAWRASLGCS 
YVWRVQPTATMTPVGHPSRPP 
VLASTPPRPAPSSAQ 


4542 


34910 


B 


4583 


1 


208 




4543 


34911 


A 


4584 


2 


230 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4544 


34912 


A 


4585 


106 


669 


GCGCVLLPGGVGAPGHSPEGP 
VPPRDARQLRTCGLAGTLHLST 
SCGHPTGAWRGALGSQWNGH 
NPVQDH LQEAQPWFLEFDRG* 
RCFWRMATSFPRYPTWDDY*R 
LPCCRCLPQCKKPAETTGCLPIS 
GEKTHGGVGDLLGEAPARJLRQ 
W A SQRQP ATDLP A * A SRGRPA * 
GKDTHRACVAGEAAQDA 


4545 


34913 


A 


4586 


2 


597 


TPKGG1RLGLAKLGCPTAWINP 

YGRGMPLAHSVLSSGARVLVV 

DPDLRESLEE1LPKLQAENIRCF 

YLSHTSPTPGVGALGAALDAAP 

SHPVPADLRAGITWRSPALFIYT 

SGTTGLPKPAILTHERVLQMSK 

MLALSGATADDVVYYTEVLPLY 

HVMGLVVG1LGCLDLGTSLAS 

YGLRVYF1LWSVLGPSRRTLCL 


4546 


34914 


A 


4587 


9 


573 


EEEERKKKKKAK.KKEEEEGEEE 
GGGMGEKKKKEEEEEGEEEGE 
KEREKER\EKERKKKK.EERKEK 
ERERKKKRERKKEKERERKEG 
EGERERKSTECTSSSY1/1KKLVV 
KQPQAAPSGEIPEEGIAVLGGDS 
SMPVIVPEDLPVGQDVEVEDSD 
1NDPDSL1LVSSQAGGGGV1TAY 
CNLEHLGSSDPPT 


4547 


34915 


A 


4588 


1 


297 




4548 


34916 


A 


4589 


114 


752 


DGSAAPRATSDSFTYTVCVSEF 
PVDDFMELGRS1PDTQL/DAVIE 
SQKANQCAVLIYT/SGTTGIPKG 
VMLSHDNJTWIAGAVTKDFK/P 
TDKHETVVSYLPLSHI/AAQMM 
DIWVPIKIGAL/IYFAQADALKV 
RLSKDLGSDFILLGSPVGLRPST 
KRLPVLSKLGHTYRRVVWVEE 
SSGPHT1SNQNNYRLQGPMMK 
LKRHFVAQKYKKQIDHMYH 


4549 


34917 


A 


4590 


1 


837 


MVTQKLPNAQENLKHAERQAA 
GCCPGRSHIFQHVGPGASESLR 
GEGCSTHPEAQGAQERCEQWK 
KDQHWCLASHTDVTQQWGRH 
IVQEGGTHRGPSAVLSLRTALD 
EG/ARGGCSHP1TAQLPLQLRHL 
PRPPPAPAR\PSPAPPAATSPPT\P 
PPAPAR\SSPAPPAATSPPTASSG 
AC AALPQLPLQLRH L PRPPPA P 
AR\SSPAPPAAMSPP\RPPAPARP 
RLRRSTACATALRPGERGSAAA 
QPGARSETSFCRLG/AAAAVLD 
PAFTSSQALACPVVGVI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4550 


34918 


A 


4591 




377 




4551 


34919 


B 


4592 




1632 




4552 


34920 


A 


4593 




1224 


MDGTNRFYLYVWETERQQDV 
EHVARCILCYDKCRPDPECPAG 
TPGPQEVDVDLVFVVDSSYGV 
DADVYRGSLSLADAALEDLEV 
AEQPGASHRGARVALVTHTTP 
NFVGRGFHLTTYGNRKQMQRH 
VREASARPLQGTAPPGHALEW 
TLENVLLAAPRPRKAQVLFAIV 
ASETSSWDREKLWTLSLEAKC 
KGITLFVLALGPGVGTHELAEL 
AELVSAPSEQHLLRLQGVSEPE 
VNYAQGFTRAFLNLLKSEQSPG 
TGAPWVEWGEGFTEPGIWACR 
WTNQYPPPELTEECGGLHRGD 
TV LQL VTP VN RFM Y A AKEN SL 
KRKTKANFHLAVELELDESYFR 
AYYEGTLYEVSALPLQRSNELL 
QK.WSLFHGSNGRRVSGSHPEV 
ALQQGGTGLPAVLVWQLWRQ 


4553 


34921 


A 


4594 


266 


556 


HKVQQICYRLRLVSQILFSINQT 
LAERQ1VTFTVYPDTERDRETR 
NLADLKQIK.IDLGKFSDNPDGY 
ID1LRGLRQSFDLTW\RD1MLLL 
NQTLAPN 


4554 


34922 


B 


4595 




735 




4555 


34923 


A 


4596 


70 


624 


PTAM VEEG 1 AAGG VMDVNTA V 
QEVLKTAL1HDGLARGIREAAK 
ALDKYVYQSQYCGFLQPDQKL 
ATQGKKGMGVHGVKRKSS*M 
ASVLPGNLRKRRQAH\LCVLAS 
NCDEPMYVKLVEALCAEHQIN 
LIKVDDNKKLGEWVGLACKIDR 
EGKPRKVVGCSCVVVKDYGKE 
SQAK.DVIEEYFKCK.K. 


4556 


34924 


A 


4597 


145 


682 


SWRNRTVSNGSAVSASSVHLCF 
AECKALCGERILTDGSDVSRPTI 
AAGGVTDVNTALQEV\LKTALI 
HDGLAR\GISRTWPKAL\DKRQ 
A H\LC VL A SNC\D EPM Y V\KL\ V 
EALCA EHQ1NLI\K V\DDNQET* 
EKWV\GLCKI\DREG\KPRE*WL 
VGS*CSSLRTIGKESQAKDVIEE 
YFKCKK. 


4557 


34925 


A 


4598 


252 


590 


RSLDLVWWQLSGGLAGSAKPK 
PCTPVKQSTVMSFPSHKEQYFL 
MDGKKK7YDKESEKYYSILEKH 
LNLSAKKKESHLQENSSGPSVS 
TKLINLFSKRLLCAFLPAQLTPY 
SFCS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4558 


34926 


A 


4599 




1662 




4559 


34927 


A 


4600 


4430 


4904 


LIKGTRCLGRRPSFAYSRSNPA 
*S*P/EGTSAQLAELLALTLALE 
LGNGKRINVYTDSKYAYLILHD 
HAAIWKERAFLTSGGTPIKYHK 
EIMELLHTVQKPKEVAVLHCQS 
HQKESSPLEDTTTAGPLLHPYP 
AGSSPERSSPSSQQLLGDLFRGII 


4560 


34928 


A 


4601 


1 


2630 


MEQANHPVRLINVVCKDTLKK1 
VQQETSCPLTH V H Y AEA1TG RC 
TAPEDKGSLDQKPPTDDPTGCP 
WQV PAH VITLTETWVCLT1 EGQ 
EIDFLLDTGVQKPNGQWRLVQ 
DLIPIKEAV1PLYPVVPNPYTLIS 
QIPEKAEWFMALDLKDAFFCIS 
LHSDSQFLFA FEDPTNHTSKITR 
TVLPQGFRDSPPLFGQALAQDL 
GHFSSPGTLVFQYVDDLILATSS 
EASCQQATLDLLNFLANQGK.V 
VPNLWGKLPLNTTRKSWSYCT 
QCKNPRRWQSYTAKAIKKQLA 
EAGPVTAILLLLIFGPC1FNLLIK 
FVSSRIEAIMLQMVLQMEPQMS 
STNNFYQGPLDRCTDPLSGLES 
SPRCSEAPCLMSQWTGDIEYDL 
LLPP1PHQTTLCDLQN LKG 1FSR 
YHRKWYGEILALLTPTANVCG 
HSQVPHACSIYHDPVTWNPQG 
LLPKSLYGVTKWGDKEHFEWG 
SQQQRAFYELK\KKLMSAPALG 
LPDLTKLFTLHVSDREKKMAV 
RVLTQTMGPWLGPVAYLSKQL 
DGVSKSWPPCLRALAATALLA 
REVDKLTLGQNLN1KAPHAVV 
TLMNTKGHHWLMNARJTRYQS 
LLCDKPHIT1EVCNTLNPTTLLL 
VSESPVEHNCVEVLDSVYSSRP 
NLRDHPWTSVDWELYVDGSSF 
1NPQGESVWGIIQGKRPIKLWG 
KRRKVSARDLAIIGGSVEAPKL 


4561 


34929 


A 


4602 


' 


506 


FLALTSRFLFVLLNEETRSHLEK 
SLCWKVSPHIKMDLLQWIQSK 
AQSDGSTLQQGSLEFFSCLYEIQ 
EEEFIQQALSHFQVIVVSNIASK 
MEHMV\SSFCL1CRCRSAQVLHL 
YGATYSADGEDRARCSAGAHT 

1 I \/OT PPDTVl t nAV^PUl AAA 

LCTNPNLIELSLYR 


4562 


34930 


A 


4603 




381 




4563 


34931 


A 


4604 


3 


483 




4564 


34932 


A 


4605 




410 





520 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4565 


34933 


A 


4606 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFGIVEGLMV 


4566 


34934 


A 


4607 


2 


481 


LAPLVKE1HDNFGMGEGLMTT 
GHAITATHKTADGPSGKLWRD\ 
GRGAHQNIIPASTGAAKAVGK 
VMPELNGK.LTGVAFRVPTANV 
SVVDLTCRRQKPAKYDDIGKV 
VRQAPEGPLKGILGYTEHQVVS 
SDFNSDTHSSTFDAGAGIALND 
HFATLSPPPH 


4567 


34935 


D 


4608 


79 


278 




4568 


34936 


A 


4609 


2 


1201 


PSTACRNSARACSTVSR1FFCVA 

SRATSLRTPMGKVKVGVNGFG 

RIGRLVTRAAFNSGKVDIVAIN 

DPFIDLNYMVYMFQYDSTHGK 

FHGTVKAENGKLVINGNPITIFQ 

ER\YPSKINWG\DAGAEYVLEST 

GAFTTMENAGAHLQGGAKLRVI 

1SAPSA\D\APMFVMGVNHEKY 

DNSLK1ISNA\SCTTNCL\APL\A 

KVIHDNFG\1V\EGLMTTVHVAIT\ 

ATQKTV\DGPSGK\LWALMGPR 

GFFQEHQSLPFTGGC/ARVVGQ 

GSSPELERGKLTWAWAFRCPQ 

LPKR VNG WD L\TC RL\EK.PC PK. 

YD*HQGRVVKAGRRKGPLQGA 

ILGLQLSNPGGSPSGLSTSDNPL 

LPPFD A WGL AFALQRTH FC S KL 

Ji^OlJJlNUllAJ i olN^OO WULriU 

PPWPTWAFQGS 


4569 


34937 


A 


4610 


61 


226 


WRIMPTKKVM1TMGRTTQRRM 
LES/SQQFWPCHLH*KLVPSCLQ 
LGCL VFH FRRER 


4570 


34938 


A 


4611 


153 


495 


QH A AECKAH AGLPG LPLPARK. 
LASRHGAPRWRQSGVGPGGKV 
ENYGRRRL\PGTRHPQSLSHKP 
AKK1DVARVTFDLYKLNPQDFI 
GCLNMKATFYDTYSLSYDLHC 
CGAKRIMK 


4571 


34939 


A 


4612 


1 


643 




4572 


34940 


A 


4613 


286 


698 


ESDNNLTQGTS1*QGTRHPQSLF 
PLSPAKKPCGPVLTFLTCYKLN 
PQGLSLGCLNIEGRFFMDYVIPF 

PTHT AI T T n A 1{T>1\A kTl\TT UWA 

LFSMQTTGPRA/VFTSCYLQQL 
LDATEDGHPPKGKASSLIPTCL 
KILQ 


4573 


34941 


A 


4614 


59 


294 




4574 


34942 


A 


4615 


1 


2253 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4575 


34943 


A 


4616 


2 


197 


LARSGMGFYRRGLLGEVKGRV 
EGNRMWHVIVRTSPNHRYTFT 
LKTHPSVVPGSIAFSLPQ\RPWS 


4576 


34944 


A 


4617 


302 


441 
















RLPFSPRSVGPTPQAPRLLCNG 
WRQLPTTFFTELEKTTLKFI wn 
QKRALIAKTI/LKPKNKAGGITL 
PDFKLYYKATVTKTARFLLYK 
VSQIDNTDLFDPVKIKFE 


4578 


34946 


A 


4619 


1 


1370 


MNIDAKILNK1LANRIQQHIKKL 

I HHDQVGFIPGMQG WFN1 RK.SM 

NVIQH1NRTKDKNHMIISIDAEK 

AFDK1QQPFMLNTLNKLGIDGM 

YLKI1RAIYDKPTANIILNGQKL 

EAFPSKHGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIIYLENPIVSAQN 

LLKLIGNFSKVSEYK.INVQKSQ 

AFLYTNNRQTESQ1MSELPFT1A 

S1RIKYLGI*\LTRGVKDLFRENY 

KPLLNKIKEDTNKWKNIPCSWV 

GRN\NIMKMAIL\PKVIYRFNAIP 

IKLPMTFFTELEK\TTLKFIWNQ 

KRARJAKSILRQKNKAGGITLP 

DFKLYYKATVTKGAWFQHHK 

HTL1KEPLLDSVFSPNRPDHGK 

KQDKQPQTKNIANASADSKNT 

QQMNGFVTGAATSF1PKDRTAS 

SLCGCTGRRRQSVAKYLR1RPHI 

NVPSFTYYK 


4579 


34947 


A 


4620 


2 


671 


WHQNLALTRASGSFHS/WEEG 

KGGADMSHEICVANLQVYVRS 

TDFDRTLMSAEANLAGLFPPNE 

VQHFNPNISWQPIPVHTVPITED 

RLLKFPLGPCPRYEQLQNETRQ 

TPE YQNRSIQNAQFLNM V AN ET 

GLTNVTLET1WNVYDTLSCEAP 

SPPWGRKPPLERLWPRPRELTC 

PLRYIAQTHGLLLPPWASPQTV 

QRLSQLKDFSFLFLFGIHEQVQ 

KARLQG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4580 


34948 


A 


4621 


1 


1923 


DSVAFEDVAVNFTQEEWALLG 

PCQKNLYEDVMQET1RNLDCG 

HETEFVEYENLRDPMNMPLHT 

TDGPHKCKICGKGFDCPSSLKS 

HERTHTGEKLYECKQCGKALS 

HSSSFRRHMTMHTGDGPHKCK 

ICG K AF VYPS VFQRH EKTHTAE 

KPYKCKQCGKAYRISSSLRRHE 

TTF1TG E KP YKCKCG KAFI DF YS 

FQNHKTTH AGEKPYECKECG K 

AFSCFQYLSQHRRTHTGEKPYE 

CNTCKKAFSHFGNLKVHERIHS 

GEKPYECK.ECGKAFSWLTCFLR 

HERIHMREKPYECQQCGKAFT 

HSRFLQGHERIHTGF.KPYECKE 

CRKAFSWLTCLLQHERIHTREK 

PYEGKQCGKAFTHSRFLQGHE 

RTHTAKKLCECLSTVSARKSVD 

LI1ASYPLFLNLFSTPKTLRNCSY 

RRHERMHTGEKPYECKQCSKA 

LPDSSSYIRH ERTHTG EKP YTCK 

QCGKAFSVSSSLRRHETTHSAE 

KPYECKQCGKTFHHLGSFQIHM 

KRHTGDRPHKCKICGKGFDRPT 

LVRYHERISTGEKPHECKQCGK 

AFDHLGSFQRHMIRHTRDGPH 

KCK1CGKGFDCSSTLQSHERTH 

TGEKKLYECKQCGKALSHSSSF 

p d uK>4T\4iJTr , r>nDun£ r \p viccv 

KKHM I JMH 1 UL'UrrllSAL'rviL-'VjIs. 


4581 


34949 


A 


4622 


1 


256 


MG KG SFKY A WALYKQKAECE 
RGVT1 DTSL WKFETSKCY VTI\K 
DF1KNI ITGTSQQGQTAS VA AFC 
ILSSCPASWKNQVSHRLGG 


4582 


34950 


A 


4623 


173 


717 


SINAVASTRRT1EKFEK.EAAEM 

GKGSFKYAWVLDKLK.AERERG 

1T1D1SLWKFETSKYYVTIIDAPG 

HRDFIKNMITGTSQADCAVLIV 

AAG\VGEFEA\SICQNG\QTREH 

ALLAYT\LGVK\QLICRVNKMD 

STEPPYSQKRYEEIVKEVSTYIK 

K I G YN PDTRAF VP\I SG LNGDH 

MLEPK.C 


4583 


34951 


A 


4624 


3 


525 


GCPSGPGHRCVAGHGAPGAVC 
RHVPTAWPGYSRCSPGPGPRGV 
EAVGHQRHRAPETHSTPAADR 
HRRGLPGSVKSDSAMEPSPSPAP 
QAQPPKPVPKPRTVFGGLSGPA 
TTQRPGLSPALGGPGVSRSPEPS 
PRPPPLPTSSSEQSSALNTVEMM 
PNSIYFGLDSRGRAQAAQDK 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4584 


34952 


A 


4625 


2 


448 


RRAHACARRRRK.KEMLGVNVL 
TSHSSQERMKLTFKKICAV1MFA 
DAAAAQGPLLPAMVNPTMFFH 
1AVDGEPLGCVSFEVRGLESKK 
*LLI*SIKLC*Q1G\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
RIIPGFTCQSGDFTRPTA 


4585 


34953 


A 


4626 


1 


751 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPL1VQQCLLFLRILP\L 
FADKVPKTAGV*FFFKQKIFRA 
LSTG\EKGFG\YKGFPAFHRIIPG 
FMCQGW*LSHRHNGTGWQVH 
LMGRNFEDEVNFILKAYGVLGS 
LSMAKCLDPTKIGSPVFPSCTA 
KT\E WL\DG Q A L WC FG KAVKKG 
LNIVEAMERF\GSRNGKTS\KKI 
TIADCGQLE 


4586 


34954 


A 


4627 


3 


615 


PECIIG1D1LSSGQNPHIGSLTGR 
VRAIMVGKAKRKPLELPLPRKI 
LNQKQYRJAGGIEEISATIKDLK 
DAGVVIPTTSLFDSPIWPVQKT 
DGSWRMTVDYRQINQVATPIA 
AAIPDVASLLKQ1NTSPDTW/PI 
RPPISNGD*GVSGR*ACCLEPLA 
GPHR*ITSEASR1LEQGPAIFCR* 
LLSF*ETALGLLLGFGGN*TFDY 


4587 


34955 


A 


4628 


3 


354 


DSWA\VANGLA\GWS\GTWKK 
HDWKIYNDNEIWGKASMW1DLS 
EWSKTVKIFVSHESAHHIT*KSS 
AEEDFNNQVDRMIHSVDTTRPL 
SPATPV1AQWTHEQSGHGGRD 
GGYTWAQQHGL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4588 


34956 


A 


4629 


281 


1529 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV1 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKI IHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

GPQTHPVVISPVPECIIGIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYHIL 

GGTVEISATIKDLKDTEAVTPTT 

SPFNSPIWPVQK.TDGSWRMTV 

DYCKLNQVVTPIAAAVPDVVS 

LLEQ1NTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADP 

MVLFVSVADRDAI WSLWNAAI 

GESQRRPLGFWSKALLSSADNY 

SPFERQLLASYWALVETERLTV 

GHQVTLRPELPIMNWVLSDPSS 

HKVSGAQQRS1IKLKWYIHDW 


4589 


34957 


A 


4630 


4:> j. 


719 


LP\AMATAECP1CQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


4590 


34958 


C 


4631 


122 


325 




4591 


34959 


A 


4632 




346 


MAGEKVEKPDTKEKKPEAKKA 

UAUUN V^HU 1 OKI Y oK 

KAMYKRKYSAAKSKIEKKKEK 
VLATVTKPVGGDKNGGTQVF\ 
Q11TYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4592 


34960 


A 


4633 


1 15 


905 


EAFQTLHFCCLGLRQGTKRMA 
GEKVEKPDTKEKKP\EAKKVDA 
\GGKVKKGNIKA\KKPKKG\RPH 
\CSRNPVLCSEGFGRYSRSVAMY 
SRFLAI\ YQEGSTFSPLKSK VEKK 
KKEKVLATVTKPVGGDKNGGT 
RVVKLRKMPRYYPTEDVPRKL 
LSHGKK\PFSQ\HVRKLRASITP\ 
GTIL\IILTGRHRGK\RVVFLK\QL 
AKLAYLLC*LGPLVLNRVPLRR 
THQKFCHLPLSTKID1SNVKIPK 
HLTDAYFKKKKLRKPRHQEGEI 


4593 


34961 


A 


4634 


2 


350 


FVALAAVLCRQCLPRAWVCRR 

AGQGSGRHYRAAICAELKKPLT 

IEEVAP/DPVGPHEVRVDVHFC 

GVNFGD1LICRDQYQERPHLPFT 

PGPVADSRKGLPIRSCCPPYNL 

WHCDFCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4594 


34962 


A 


4635 


1 


556 


MGLKLNTHMDQTRGSLSGDTL 
EGSPSKRAKULKRGGFRGILGG 
VGVQERRTGQRPALPCHDLRR 
AEVVPDHRRGGPRPVGPHEDL 
WQ1PEKVSLQEAAVLPITYGTE 
SFALEHRARTQPGEIVLVTAAA 
GATGLAVMWQQISSGQGNIAA 
AGSDEKCKLAM\EKGAQSSVN 
YSQGSLKDSATDQ 


4595 


34963 


A 


4636 


1 


142 




4596 


34964 


A 


4637 


2 


368 




4597 


34965 


A 


4638 


2 


504 


HKVGHAQHHSFITWKWYTRD 

WSRAGPEGIAGVPYDQLTEEEK 

TRAWFTDGSARYAGTIRRWTA 

AALQPLSRTSLKESGEGKSSQW 

AEVRAVHLVVHFTWK.EK*PDV 

RLYTDSWAVANGLAGWSGTW 

KKHDWK1DDNEIWGRGMWIDL 

SEWSK.TVK.1FVSHESAHH1T 


4598 


34966 


A 


4639 


182 


840 


RTAVKGNLPTTPVI/SQWAHEQ 
SGHGGRDSGYTWAQQHGLLIT 
KADLAMTTAECLISQQQRPRLS 
LQYSSIPWGNQPATWWQIDYIR 
PLPSWKGQSQDSQDRSRNQGV 

ft. VJS.V ArL 1 1 1 riU 1 1 Aftrl-Lri V 

PAALHSAGVDVLVPEGGMLPP 
GGTTTIPLNWKLRLPPGHFGLLI 
PLSQQAKKRVTVL AG V 1DLDC 
QDEISLLLYNRDAKELYRYTAH 


4599 


34967 


A 


4640 


3 


283 


SRVSCSPPPLSPPPPLSPPPPLSPP 
PLLSPPPPPLSPPPSPPPPVSLPPP 
PPVFSFPSSCP/PPFPPPLLPPLPPP 
PPLSPPPPPPPWSPSPPI 


4600 


34968 


A 


4641 


1 


531 


MGSSHCTQPGM LAAA VGQAVP 
GTDTGADSVSLSASCCHQHAIH 
CAQA1RAKGHLQAHTELPSAPT 
QPPSCARQCPKSGGDLGGRELY 
NNHEIRSGKHIGVCISFANNRLF 
V VSIPKSKTK.EQI LEEFI K VTG S 
YWVLGLSFDFRKWPV/GQCCQ 
SFHGRLRATPARRAERRDARSF 
AL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4601 


34969 


A 


4642 


115 


2405 


ATAEGSGSSGVKERGAG1RKAE 

RRRTEASGGGGGRGRRRSWRR 

AGAEGVSEADARGRGGKGREG 

KGGSRGGARAHRERARRRVEL 

DRVCCQRRELRPPFYNSSTRAG 

HREQRARVSRNPIPSDRJSPPQP 

NGE1SGNMATEHVNGNGTEEP 

MDTTSAVIHSENFQTLLDAGLP 

QKVAEKLDEIYVAGLVAHSDL 

DERAIEALKEFNEDGALAVLQQ 

FKDSDLSHVQNKSAFLCGVMK 

TY RQREKQGTK VADSSKG PDE 

AK1KALLERTGYTLDVTTGQRK 

YGGPPPDSVYSGQQPSVGTEIF 

VGKIPRDLFEDELVPLFEKAGP1 

WDLRLMMDPLTGLNRGYAFV 

TFCTKEAAQEAVKLYNNHEIRS 

GKH1GVCISVANN\RLFVGS1PK 

SKTKEQILEEFSKVTEGLTDVIL 

YHQPDDKKKNRGFCFLEYEDH 

KTAAQ\ARRRFN*VGKVQGFG 

GNVGTVEWADPIEDPDPEVMA 

KVKWLFVRNLANTVTEE1LEK 

AFSQF\GKLERVKKLKDYAFIHF 

DERDGAVKAMEEMNGKDLEG 

EN1E1VFAKPPDQKRKERKAQR 

QAAKNQMYDDYYYYGPPHMP 

PPTRGRGRGGRGGYGYPPDYY 

GYEDYYDYYGYDYHNYRGGY 

EDPYYGYEDFQVGARGRGGRG 

ARGAAPSRGRGAAPPRGRAGY 

SQRGGPGSARGVRGARGGAQQ 


4602 


34970 


A 


4643 


2 


369 




4603 


34971 


A 


4644 


1 


1002 


MNAGCGQTHDCAYRQKRPED 
VNEEGRLEQRNRKRQDEWGPR 
DKPASSGYKAGTLDVENWNRA 
GEGLKHAHQKGLKVDSSAFCT 
CSLIRTVLMPLSPYYSAGQQAE 
SKNLKESVVPPTASIENKKQER 
EDKNWPILPPPVAETSVPPPSVA 
GIETPIQR1LRSAAIAGEPSGPCA 
FPISVRPDSNNPQQFIHEHTPLEF 
KLLNELKTSVVNIGVQSPFTLG 
LPESAFGAMRLLPFDVKHWAR 
tpi caqavt twmt Tvir:r*p\;tPTn 

1 ULoA^A I L 1 WlNl J lNLl< s< lE.Mt w 1 \J 

QVRQNRAAGHGDIAEDMLLGN 
GP/YFRPGTSNGTKRAWATIPEE 
GVPVQSFLPFMEGSQEPSAQFL 
ARLREAV 


4604 


34972 


B 


4645 


1 


575 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4605 


34973 


A 


4646 




776 


VVLMRNLMSGTIFSMLANISML 

GSLVI11QYITQEIPDPSRVPLVA 

SWKTYPLFFGTA1FSFESIGVDL 

PLENEMKNARHFPPILTLGMPI 

VTTLDIGMAALGYLRFGD\DTK 

GSIILSLP1CWYLHGLSGEGPSQ 

SFSERETKAQVIVPRSEVNVPRR 

PVSEHSGRGEQLCGLSCRLYQS 

VK.LLYIAGILCTYALQFYVPAEI 

IIPFA1SRVSTRWALPLDLSIRLV 

MVCLTSAPMTRSTPFCKYSTRG 

RRRWLEIPV 


4606 


34974 


A 


4647 


1 


1294 


MGKDFMSKTPKAMATKTKIDK 

WDL1KRKSFCTAKETTIIVNRQP 

TEWEKIFATYSSHKELISRIYTE 

LKQIYKKKTNNPINK.WAKDMN 

RHFSKEDIYASKKHMKKCSSSL 

A1REMQ1KTTMRYHLTPVRMEII 

KKSGNNRQP1VGPCDNSV1LLY 

KILANRIQQHIKKLIHHDQVGF1 

PGMQGWFNTCKSINVIQHINRT 

KDKNHM11SIDAEKAFDKIQQPF 

MLKTLNKLG1DGMYLKIIIAIYD 

RPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGSQLGKEEVNLSLFADN 

M1VYLENPI1SAQNLPKLINNFS 

KVSVCKINVQKPQAFLYTNNR 

QTESQ1MSELPFT1ASKRIKYLV1 

QLTRDVKDLFKENYKPLLNE/I 

K/EDTNKWKN1PCSWVGRINIV 

KMAILSK 


4607 


34975 


A 


4648 


2 


711 


WNRRRPCIAKTIL/SQKNKAGGI 
TLPDFKVYCKSTVTKTAWYWY 
QNRHIDRWSRTETSEITPHIYNH 
Q1VDKPHKNKQWGKDLLFSKW 
CWENWVAICRKLKLNLFLTRY 
TKINSRWIKDLHEKLKTIKTLEE 
NLGNTIQDIG I G KDFMTKMPKA 
I ATKAKIDK WDLI KLKSFCTAK 
ETIIRVNKQPTEWENISAIYPSD 
RSL1SRIYKE\LKN1YKRLDAVA 
HTCNPITLKGQGRWIT 


4608 


34976 


A 


4649 


1 


576 




4609 


34977 


A 


4650 


1 


771 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4610 


34978 


A 


4651 


1 


887 


FPEDSEPIS1SHGNYTKQYPVFV 

GHKPGRNTTQRHRLD1QMIM1M 

NGTLYIAARDHIYTVDIDTSHTE 

EIYCSKKTAWEILDRPMVATCR 

MKGKHKDE\CHNFIKVLLKKN 

DDALFVCGTNAFNPSCRNYKM 

DTLEPFGDEFSGMARCPYDAK 

HANVALFADGKLYSATVTDFL 

AIDA VI YRSLGESPTLRTVKH DS 

KWLKEP YF VQ A VDYGD YI Y FF 

FREIAVEYNTMGK.LLGLHHELL 

RRTQDYGHKAGCPESCLLSVRR 

CPPPQSKAHRESVEELIKGCRR 

HAGFCACGHITT 


4611 


34979 


A 


4652 




2890 


MVLLKVDPGLWGSSLRVLLKA 
DPPYGTQAHAERHGRALAGGL 
GVGEQSQSLDLLRMSHTYGAL 
FLPRAAVSSWCASVRJRKIKKSP 
LLDGAPLLYEPDTWLGKWSSS 
WTLVFTHPFSAALTHSALTARS 
DTGSLTLSPDGKLYSATVTDFL 
AIDAVIYRSLGESPTLRTVKHDS 
KWLKEPYFVQAVDYGDYIYFF 
FREIAVEYNTMGKVVFPRVAQ 
VCKNDMGGSQRVLEKQWTSFL 
KARLNCSVPGDSI 1FYFNI 


4612 


34980 


A 


4653 


1 


480 


MEGVEEKEKVPAVPETLKKKQ 
GN FA ELKIKAPKM A FVLRIRG VS 
GVSPKVRKVLQLLRLHQIFSGT 
FVKLN/KASVNMLR1VEPYIAW 
GYPNLKSVNEL1YKRGYGK1NK 
KRJALTDNTL1VPSLGKYGILCM 
EDLIHEIYTVGKHFKEANNLLW 
PFKLSSP 


4613 


34981 


A 


4654 


3 


279 




4614 


34982 


B 


4655 


119 


177 




4615 


34983 


A 


4656 


157 


359 


HQRCRK**TKLEG*TCRKIEVN 
TDYIKP*E*EFWMIYYISIYLTSI 
CSSICNEN1LQLENREKSRNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4616 


34984 


A 


4657 


65 


900 


GLAFPPILQKESPHPCLWILFTSP 
VALSTSRPPCVISSAALCPRRHG 
FLPPRLLAPLAAAFCPRPRCFLP 
LPPRLFAPAPVDFCPRRCGFLPL 
PPRVFAVSCPRRRGLLPPLLFAP 
SAAAFCGFLAPSPWLFAAFGTR 
CRGFLGLLVPAAAAFFPRRLRF 
FLPRLFSPAAAVTFCHPCFLPPP 
DPT C\/PA A AcprDDncnnPTTJTx/ 
EIRGSGTRVGLQHQTGHLPRGP 
SSLPAELHA*ARVSPLEASPPSC 
TR/WMQQPEDLGPALTLGRICG 

VUAL WcJL 


4617 


34985 


A 


4658 


927 


1157 


ARRSTAPVDCK*LQP*AQAAL 
WVLVWDHEAARQPEGVVQPA 
PGLWPSSRRWRKFQAPGSSGV 
CHPGALQACPEELS 


4618 


34986 


A 


4659 


1 


563 


MK.LVAVFDKQDLHHGGDDISA 
SSMHTQSPERFTSASELGTNNV 
SAFSVWQAASEIEVTSSVLHAS 
SQKGLSSQHLGFGAPQAGGGSF 
RHLAPQRKEVLEEYFK YDPEH 
KLIFRFVRTLFKAMRLTAEFAIE 
ITHGGRDVERATGLVNK.1HRQG 
CGDSFCN IGGNAKPYVCCGKE 
YVSSSKHQNG1AI 


4619 


34987 


A 


4660 


1 


681 


MGKYAEALRSQQKAVLMSVR 
VMGIEHPNTIQENMHLALHCFT 
SRQLSL A LSLLQG AI 1 YLM/LLV 
LGE/DHPEVA/LLDN1RRVLHRV 
MEYDLSLCFLDNALAVSTKYQ 
GPKALKVALGHHLITSVYESKA 
EF\RSALQHQKEGLAAH/TSLGE 
DQEKTKESSEYLKCLTQLAVAL 
RRAMHEIYRNGSSNNIPPLNFT 
APSMASVLEQFKGINGILFIPLS 
QKDLESLKAEVAQ 


4620 


34988 


A 


4661 


2 


443 ; 


V WQSGGDSITSKTN 1 1TCVNCY 
LYTCIDSSFNQYHSILIVRARQD 
IWLPVALHRPWESSPFIHVINNI 
LQKILKRSTQFI FTLI A I IMG L I A 
VTV1AATAGVALRQS1QTVHFV 
DKWQKNSTRMWNS/QRIDQKL 
ANQINDLRQTVIW 


4621 


34989 


A 


4662 


2 


377 


FAFTWTDPDTHQAQQITWALL 
PQGFADSPHYFSQAQISSSSITY 
LGI1LHENTRALPADHV*LISQT 
PISSTKQQLLSFLGMVRYFCLWI 
PSFTILTKPLY*FTKANLADPTD 
PKSFPHSSFRSL 
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SKQ ID 

NO: 


SF.Q II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4622 


34990 


A 


4663 


1 


1095 


MAKAVLSKKNKTGSTTLPDFKI 

YYKDIVTEEPGIETLRH TSSTKF 

SKGLPSRESFSEKQNKTTTHLH 

PGE1NSFIAHTKPAWRSLHTDA 

HE1WC RDSDQVNSPGRSIPCPPA 

LCSMRK1HLRPLVLRPASPRNIS 

PILNPLHLIAALLPNPKPPFRPPL 

VSPDLNPQVKDISTPSWATDHV 

HLTVSLK.PYHPYPAQCQYP1PQ 

HALKGLKPV1TRLLQHGLLKPI 

NSPYNSHILPVLK.PDKPYRLVV 

r\r\i pi txtut\/t t PH-iDrVifVDxrpvT 
^L/LKLlNrll VLLrlrir 1VL VrlNr Y 1 

LLSSIPASTTHYSVLDLKHAFFT 
1PLHPSSQPLFAFTWTDPDTHQA 
QQIT*AVQPQSFTDSPHYLNQA 
Q1SSSSVTYLGI1L1KAHVLSLPIV 


4623 


34991 


A 


4664 


655 


2417 


KKRESMN1DAK.1LNK1LANRIQ 
QH1KKLIHHDQVGFIPGRQGWF 
NICKSINVIQHINRAKDKNHMII 
SIDAEKAFDKIQQLFMLKTLNK 
LGIDGTYFKIIRAIYDKPTAN1IL 
NGKKLEAFPLKTGTRQGCPLSP 
LLFNIVLEVLARAIRQEKEIKGI 
QLGKEEVKLSLFADDMIVYLEM 
PIVSAQNLLK.LISNFSKVSGYKI 
NVQKSQAFLYTNNRQTESQIMS 
ELPFT1 ASKRI KYLGIQLTRDVK 
DLFKEN YKPLLKE1 KEDANKW 
KN1PCSWVGR1NIVKMAILPKVI 
Y R FN A I PI KLPM TF FTELEKTTL 
KFI WNQKRAHITKA I LSQKNKA 
RG I TLPDFKL Y YKAT VTKT AW 
YWYQNRD1DQWNRTQPSEITP 
H1YNYL1FDKPDKNKQWGKGS 
LFNKWCWENWLA1CRKLKLDP 
FLTPYTKINSRWIKDLNVRPKT 
TKTLEENLGITIQDIGMGMDFM 
SKTPKAMATKDKIDKWDLIKL 
KSFCTAKETTIRVNRQPTKWEK 
\FSQPTHLTKG * YPESTMN SNKF 
TRKKQTTPSKSGRR\NEQTLLK 
RGHLCSQKTHEKMLTITGHQR 
NANQNHNE1PSHTC 
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WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4624 


34992 


A 


4665 


1 


234 


MQNQEKFGELISEWAPYGRPRP 
QIAVGDHHISVYDGEVNWRMS 
SLQASAAGK.DYANRGTEWGEE 
PSQMLRHELLSGEMCVSRNRG 
QPLANSERRSEALSPVTPKKLIP 

LTQEQKTK.HHMFSLISG*FAEN 
DGFQLHPCPS\GSLLWPSAGISF 


4625 


34993 


B 


4666 


1 


2553 




4626 


34994 


A 


4667 




272 




4627 


34995 


A 


4668 


1 


3045 


















4629 


34997 


A 


4670 


159 


245 


FPIVASPWLLC*LMSFAGTWVK 
LETIILSKLSHGQKTKHRMFSLI 
DTVVVGSDDFPLLRVPGCCASS 


4630 


34998 


A 


4671 


122 


359 


TANLKNGRKFL*PIHLTKG*YPE 
STKNVNKFTRKKQTTPSKSGQK 
I*TNTSQKKTFMQPTGT*KNAH 
HHWSSEKCKSKP 


4631 


34999 


A 


4672 


2 


66 


RLVYA DTCFSTJKLKAEDASTS 
ENMRCLVFCACDSLLRMIVSSF 
]RVPTKDMYSSFFMAA*YLLQY 
HQVKSRRCFYE 


4632 


35000 


A 


4673 


519 


899 


SALVCHTCSNWQVHLGDSVFY 

Kotc^rLfcr Lr r J> I LooLr ruLnr 

SHGLGGLAGRNSCIYPCCAPAL 
CADYLWGSPDLFLLLSFQHKG 
NVGVGLAHSPQFQQGN 


4633 


35001 


A 


4674 


1 


278 




4634 


35002 


A 


4675 


158 


592 


GYYWRPSFQSLRENNECQRKS 

l\o VlNAUt^LlNClJrlL. VL»tjrl Y yl^n 

*QNYFSFDIHYFLSETGRKVSSS 

l/Air J Iud 1 cALoulvV vri Wvdl^ 

AAGQGCTLHLLLPQTRLFPGKG 
RRQPGLLREF 


4635 


35003 


A 


4676 


302 


721 




4636 


35004 


B 


4677 


1 


871 




4637 


35005 


B 


4678 


1 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4638 


35006 


A 


4679 


3 


2386 


RVATMAPHRPAPALLCALSLAL 

CALSLPVRAATASRGASQAGAP 

QGRVPEARPNSMVVEHPEFLK 

AGKEPGLQIWRVEKFDLVPVPT 

NLYGDFFTGDAYVILKTVQLRN 

GNLQYDLHYWLGNECSQDESG 

AAAIFTVQLDDYLNGRAVQHR 

EVQGFELAP\FLGYFKSG\LK\Y 

KKGGVASGFKHVV\PNEVVVQ 

RLFQWKGRRVVRATEVPVSWE 

SFNNG\DCF1L\DLGN\NI\HQWC 

GS\NSNRYERLKATQVS\KG1RY 

NERSGRA\RVHVSEEGTEPEA\M 

LQVLGPRWALPAGTEDTAKED 

AAN\RKLAKLYKVSNGAGTM\ 

YVSLWAD\ENEFTQGA\LKSED 

CFILDHGKDGKIFVWKAGKHAN 

TEERKA ALKTASG FHSPRWD Y 

PKQIQVSVPFLEGG\ETPLFKQV 

FKNWRDPDQTDGLGLSYLSSHI 

ANVERVPFDAATLHTSTAMAA 

QHGMDDDGTGQKQ1WR1EGSN 

K.VPVDPATYGQFYGGDSYIILY 

NYRHGGRQGQIIYNWQGAQST 

QDEVAASA1LTAQLDEELGGTP 

VQSRVVQGKEPAHLMSLFGGK 

PM11YKGGTSREGGQTAPASTR 

LFQV RAN SAG ATRA VEVLPKA 

GALNSNDAFVLKTPSAAYLWV 

GTGASEAEKTGAQELLRVLRA 

QPVQVAEGSEPDGFWEALGGK 

AAYRTSPRLKDKKMDAHPPRL 


4639 


35007 


— 


4680 


T894 


2161 


MFGLPNARAATSTAPFASHSLC 
LCFRILLLLGPGINLANPRNHLV 
LHQKFS1LGRHFSL\ATEEPCISL 
ALAPSKRWECNSSS*RYENN 


4640 


35008 


A 


4681 


1 


1803 




4641 


35009 


A 


4682 


1 


501 


MTFQCVVNTHYLTYPRPQRFL 
YLVVVRPSCASWIMFVLIDRGY 
VFSYFPQSYGGFGSRJLSKPIEV 
QVGGRSVVAQMWSNKCGQYS 
DLASLGCISR/YSAGSVYYYPSY 
HHQH/NPVQVQKLQKELQRYL 
TR/KIGFEAVMRIRCTKAKPTRH 
RHYGELEISITIIRAIGK. 


4642 


35010 


A 


4683 


350 


623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4643 


35011 


A 


4684 


1 


3252 


PPGPERSRLGLGVSLHQRSCPK 
C1AVFTRVSEPRIQFPASRILPSS 
NTSKDFDPVSGQSNYGGSQGS 
GQTLNRPPVASNPVTPSLHSGP 
A PRM PLPA SQNP ATTPM PSS SF 
LPEANLPPPLNWQYNYPSTASQ 
TNHCPRASSQPTVSGNTSLTTN 
HQYVSSGYPSLQNSFIKSGPSVP 
PLVNPPLPTTFQPGAPHGPPPAG 
GPPPVRALTPLTSSYRDVPQPLF 
NSAVNQEGITSNTNNGSMVVH 
SSYDEIEGGG 


4644 


35012 


B 


4685 


51 


236 




4645 


35013 


A 


4686 


1004 


1405 




4646 


35014 


A 


4687 




771 




4647 


35015 


A 


4688 




405 


SENVDDVSVMMG/TPANKALL 
DTTGFWHD/DFNNATPNDICVA 
IRSE/AADAGIAQAIMQQLEEA/ 
LKQQA/LDRNLNVMMFSDNVT 
LE/DE1QLK/TRAREKGLLV/MG 
PDCGTSMIAGTPLAFA/NVMPE 
GNIGVIGASGTGFRR 


4648 


35016 


B 


4689 


1 


1656 




4649 


35017 


A 


4690 


1657 


2259 


LPQPQPATPWPSAPTPRFASPAA 

AMATLWSGTCRIRLWSGSSRA 

TRTAPAAL1FPITALGSGQGAW 

TTRCAAGTCGRAASCSSMTSA/ 

AQ1FSPCHCPNQDWLAVGMESS 

NVEILHVGKPEKYQLHLHESCV 

LSLKFAPCGRWFVSTGKDNLL 

NAWRTPYGAS1FQSKESSSVLS 

CDISRNNKY1VTGSGDKKATVY 

EVVY 
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SF.Q ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknowri, 
*=Stop codon, /=possible nucleotide 


4650 


35018 


A 


4691 


62 


1371 


QNQSTISVMLRSAMTTTMAAD 
LITAI/MGQRKQHIDTGFWHDD 
FlsTNATPNDiCVAIRSEAADAGI 
AQAIMQQLEEALKQLAQGSGS 
SQALTQVRRWDSACQKLPDAN 
L A LIS VAG E YA AELANQALDR 
NLNVMM.FSDNVTLEDEIQLKT 
RAREKGLLVMGPDCGTSMIAG 
TPLAFANVMPEGNIGVIGASGT 
GIQELCSQIALAGEGITHA1GLG 
GRDLSREVGGISALTALEMLSA 
DEKSEVLAFVSKPPAEAVRLKI 
VNAMKATGKPTVALFLGYTPA 
VARDEN/VWFGSSLDEA\SLAG 
CFS VRARSPLTRIDGMM1 LGMF 
GGCFAASLWANNVKLRMPRSR 
1RJMQA1IGG11AGFGARLAMGC 
NLAAFFTG1PQFSLHAWFFANP 
LL1GQTLEDPHEYIDYLDKEFPL 
YQLVECVVSLNYSYHWECTEI 


4651 


35019 


A 


4692 


1 


1125 


MEAEVDKLELMFQKAESDLDY 
1QYRLEYE1KTNHPDSASEKNPV 
TLLKELSVIKSQYQTLYARFKP 
VAVEQKETKSRJCAGMTKTMN 
VIQKLQKQTDLDLSPLTK.EEKT 
AAEQFKSHSFGMWPCKLK.YRQ 
NKKKK K.K. LSQN RSTTWKLNN L 
LLNDYWIQNEMKAE1KMFFET 
MENKDTTYQNLWDTFKAVCRG 
KF1 ALN AH K RKQERSKIDTLAL 
QLKELEEQEQTHSKASRRQEIT 
KIRAELKEIETQKNLQKINESRS 

r^CTT[7L'IXTlf'l\/frMM T API tlfYV&lZ 

r bl^lNKlvlUKl^LAKLlIvl^KKb 

KNQIDAIKNDKGGITNDPTEIQT 
TIREYYK.HLYANKLENLEEMD 
KFLDTYNLPRLNQEEVESLNRPI 
TG SEI EARIN SLPIAKKSPGPDG F 


4652 


35020 


A 


4693 


2 


421 


GRVGGRVGKIRT*LN*IETKKY 
KR *N ETKS WFFEKI KM DRPL AR 
LTKKRIK.E1QITSLRNETGNIITD 
TTEIHKIIQG*SSSSSSSSSSSSSSS 
SS\FSSSSSSSSSSSSSSDTFKRPIT 
G1KIEMVF* KLPTKKSR1 SL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4653 


35021 


A 


4694 




654 


MEYYAAIKNNTFMSFAATWM 

KLEAIILSKLTKEQKTKRHMFSL 

VSTLELG ALTA L V RCG RWRRQ 

CDDEAMACVTQGRPLARLTKK 

RREK1QITSLRNETGDITTDTTEI 

QKIIQGYDEHTYAHK.VENLEG 

MDKLLEKYNPPRLNQEELGTL 

NRPITSYEMEMIIKKL/PNEKSP 

GPDGFTAEFYQTFKEELVPILLA 

LFHKTEKEG 1 LPNSFYEASITL 


4654 


35022 


A 


4695 


1 


786 


MPPSLAYKNPRPQQADTQVA/T 

MSRGVHWRKKMQAAGPREDV 

K RSTQAEEHTDRHQHTSR\HQL 

LLMR1FEMGWKKPSPFQEESIPT 

ALSGRDILARAKNGTGKSSAHD 

IPLLKRLDLKKDTIQTIVIVPTG 

GPALQVSQIC1QVSKHMGGVK 

VVMTTGGTNSGDDVLRLDDTV 

HMV1AAPGRJLNLIKKGVAKLE 

ETYLRHIGRPGHFGHFGLAINLI 

TYGDHFNLKGIEEQLGKEIKPIP 

SNIDKSLHVAEFHSKAVENEKP 


4655 


35023 


B 


4696 




501 




4656 


35024 


A 


4697 


2 


573 


YSACFFLFS1AMGILLTVPPSFWI 

PTSFSAFLGFFSSFSLLVLHQPD 

FSFVLGLWR1ISLLVLKIVEGSS 

NQGMQMASRSWEWPSSSRKM 

ATSVRTLPEP/GPSGCRAPSAFPF 

RKEAGADPSGCPGGRQVPLVA1 

GRGGALEPQRWELRAPGSAGR 

LPREGGRTFPGAQSPAGAQSPA 

GKQSPPGAQSPLH 


4657 


35025 


A 


4698 


2 


j46 


PPIN1SVPHC*PFGG/EPLEILIPAP 

tKssn V LjysrVK 1 M5!>A VrH^a 

VGASLNCGDKQPPNFSGSKIFF 
L1YLHLMTGQVRGSSVLCHPNT 
GIQKEGGTVNEIPIAIEKRKKHA 


4658 


35026 


B 


4699 


1 


468 




4659 


35027 


A 


4700 


2 


284 


C. 1 Utr 1 l^L^c-LlNl^OINC W I LLL 

WVTP1AGQFQLDVSCVSECVCS 
ETYEYLYGQHMQ\ANP\EPPKH 
NNHKSGKD 


4660 


35028 


A 


4701 


5 


189 




4661 


35029 


A 


4702 


38 


190 





536 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4662 


35030 


A 


4703 


2 


882 


WPSVSSG/PSSAVSFSSFDPGVA 
SCTSSSASG 1QRPMASEVPCASG 
IPIK.KIGHRGVDSSGETTYRKTT 
SSALKCA1QLC1THTVGSLDPTP 
ERHVLIEPLIELSSSGADGSLLH 
VSIHDEFIIKTVQHKQAEFLQKL 
1PGYHIDLNQNSWTLLPKFYGL 
CCVKAGGKNTQIAVMKNLLLR 
LN SEGERI LLCIGITDILQS YRFV 
KKLEHSWKALVCDGDTVSVHR 
PGFYTERFQCFMCNTAFKKIPA 
RTLTTPNAGKDVEQQELSSLLM 
GMRSGTATVEDSLVVSYKTKH 


4663 


35031 


A 


4704 


2 


410 




4664 


35032 


A 


4705 




728 




4665 


35033 


A 


4706 


1 


1208 


MKMEKVNTSWLLPPSSISVLIR 

RGAGSMVLLLQSQRQYIFEYDS 

SDRLLAVTMPSVARHSMSTHTS 

IGY1RNIYNPPESNASVIFDYSD 

DGRILKTSFLGTGRQVFYKYGK 

LSKLSE1VYDSTAVTFGYDETT 

GVLKMVNLQSGGFSCTIRYRK1 

GPLVDKQIYRFSEEGMVNARFD 

YTYHDNSFR1AS1KPVISETPLPV 

DLYRYDEISGKVEHFUITTAEM 

TLSKHFDTHGR1K.EVLA/YEMF 

RSLMYWMTVQYDSMGRVIKR 

ELKLGPYANTTKYTYDYDGDG 

QLQSVACNDRPTWRYSYELNG 

NLHLLNPGNSVRLMPLRYDLR 

DRITRLG DVQY/KI DDDGYLCQ 

RGSD1FEYNFNGAPTKTLSQAS 

G1LQSLQGLHEVHRNPACSDFA 


4666 


35034 


A 


4707 


1 


663 


MMLLLLALLGAGLLGASLLTS 
WHAPARNKIPRAQKWREEPDL 
DPKP1LELPLAELAQQLRTEELS 
LESILCSYLKQALKVHQEVNCL 
MDFLGECEEELQALKKLKKSE 
RGLLYGVPMSLKDTYDSMFLE 
KPATKDGVIMKVLKAQGAIPFV 
KTMPLTLLRSLKRASWALNAA 
TP1YGQMLSPLNLKKTCGGSS/G 
GDHGGWPHGPGRGEPGAVPCK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4667 


35035 


A 


4708 


2 


624 


SDARLHK.DDTDICFSKTLNSCK 
VPQIRYASVERLLERLTDLRFLS 
IDFLNTFLHTYR1FTTAAVVLGK 
LSDIYKRPFTSIPV\RRARKLSLT 
SPLNSKIGALDLTTSSSPTTTTQ 
SPAASPPPHTGQTPLDLSRGLSS 
PEQSPGTQPEVSGSSPHSTAQSK 
1WSLVWKQYWLMAPSHALKT 
CHAARLARTFVTSSSATKVHCA 
ISLK 


4668 


35036 


A 


4709 




195 




4669 


35037 


A 


4710 


1 


1845 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEE1SRRFKAQQDQLVLILSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQ1MENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLRNP/WSPSPPTSQAPG 

SGGEGTGGSGTSQP\GSG M FN S 

PEMQALLQQISENPQLMQNVIS 

APYMRSMMQTLAQNPDFAAQ 

MMVNVPLFAGNPQLQEQLRLQ 

LP V FLQQMQNPESLSILTN PRA 

MQALLQIQQGLQTLQTEAPGL 

VPSLVSFGMSRTPAPSAGSNAG 

STPEAPTSSPATPATSSPTGASST 

QQQLMQQM1QLLAGSGNSQVQ 

TSEVRFQQQLEQLNSMGFINRE 

ANLQALIATGGDINAA1ERLLGS 


4670 


35038 


C 


4711 


59 


464 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4671 


35039 


A 


4712 


1 


1902 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEEISRRFKAQQDQLVL1LSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQIMENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPE1S 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGN1MPFSSLAGNSDSSSSQPLR 

TENREPLPNPWSPSPPTSQAPGS 

GGEGTGGSGTSQVHPTVLNPFG 

INAASLRSGMFNSPEMQALLQQ 

ISENPQLMQNVISAPYMRSMM 

QTLAQNPDFAAQMMVNVPLFA 

G\NPQLQEQLRLQLPVFLQQMQ 

NPESLSILTNPRAMQALLQIQQ 

GLQTLQTEAPGLVPSLVSFGMS 

RTPAPSAGSNAG VYPPRPPLPHP 

ATPSHIFSNRG/SPAPQQQLMQQ 

M1\QLLAGSGNSQVQTPEVRFQ 

Q\QLEQLN SMGFIN RE AN LQALI 

ATGGDINAA1ERLLGSQLS 


4672 


35040 


D 


4713 


309 


527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4673 


35041 


A 


4714 


1111 


2506 


K.KDQRETRNQKGLGFLRDRPQ 
WVSGKMKQECLQ/HWNAMAI 
NNHRAVA1FPKRRHGREDGLLS 
NLPTFGSYAPLRRVSNEFIASAV 
QRILLERRALPHGNCKLGGLTP 
QFMNRK.NALVLEVLARAIRQE 
K.E1 KG IQ LGKEE VKLSLF ADDM 
IVYLENPIVSAQNI.LKLISNFSK 
VSGYKINVQKSQAFLYTNNRQ 
TESQIMSELPFTIASKRIKYLGIQ 
LTRDVKDLFKENYKPLLNEIKE 
DTN K WKNIPCS W VGRJNI VKM 
AILPKV1YRFNAIPIKLPMTFFTE 
LEKTTLKFIWNQKRARIAKSILS 
QKNKAGGITLPDFKLHYKATV 
TKTAWYWFQNTDIDQWNRTEP 
SEIMPHjYNYLIFDNPEKNKQW 
gtdflfnkwcwenwlaicrkl 
KLDPFLTPYTKIKSRWIKDINVR 
PKT1KALEENLGNTIQDIGMGK 
DFMSETPKAMTTKVKIDKWDL 
IKLK.SF 


4674 


35042 


A 


4715 


3 


372 


SVGVALRPWKRE/RAASERRSS 
SGGGGGGGGGGGGGGGGSGS 
GQ/HAPAAPAGGIEAVNMASAjS 
YHI SNLLG VLA AAA LA VTQALP 
\PPSAVAGSFSAPKSPAHRSAGL 
PIPAEPLSSPLLQPPPP 


4675 


35043 


A 


4716 


1 


1008 




4676 


35044 


A 


4717 


1 


2619 




4677 


35045 


A 


4718 


449 


801 


VLLLSSMSRRKCQSLYVDLLM 
KKETE* SMEKEKLTMHPLSCTH 
1*PRPQAPEADKQMRR*TEEQN 
CRMMWQKKEKEHLNAKRSLA 
GSGWRDQPLDGKAPGEDHLPIP 
SPFQLPIHPI 


4678 


35046 


A 


4719 


1 


1255 




4679 


35047 


A 


4720 


2 


843 


CLHGFGYRJRDSELQKIHRAAV 
KGDAAGVERCLARRSGDLDAL 
NK/TAQIAGAQPREEACTVILLE 
HGTNPNLKDIYRNTALHYAVY 
SESTSLAEKLHFHGANIEALDK 
VLSISFLSKILMSSLKTCGRDAE 
DYT1SHHLTK1QQQILERKKKIL 
KKEKRGKASESEFLNSLGGPTL 
DKK1RNVEISDESAVSILHELCV 
DSLPALDDEVLSVATKCVPEKV 
SEPLCRPSHEKGNRIVNGKGEG 
SEECLCPA AHRLRCG ERL YLPP 
RLGCERLCLATTPSEK 


4680 


35048 


A 


4721 


295 


1050 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4681 


35049 


B 


4722 


306 


554 


















4683 


35051 


A 


4724 


2 


316 




4684 


35052 


A 


4725 


81 


228 


DPPLCLGLLALHRASIVQKRIIYF 
QDEGSLTKKLCEQGKTLKHSQ 
QMFFK. 


4685 


35053 


A 


4726 




1043 


MELEWKVNVKVNSQDTNHHG 
SLQLARGEAAAVKFGRMSKKQ 
RDSLYAEVQKHQQRLQEQRQQ 
QSGEAEALARVYSSSISNGLSN 
LNN ETSG TYANGH V1DLPKSEG 
YYNVDSGQPSPDQSGLDMT\GI 
KQIKQEP1YDLTSVPNLFTY\SSF 
NN\GQLAPG1TAMTEIEIVAAEKF 
PLIYKQSFLLTVLSFGGGGSVIC 
GPTFAKVSSSRRFIHHGDKIQPS 
IN ALG WTFM EETPQIFKCRTNT 
HGKELEHDLPEHSSGQGSTRRIC 
SSCLRRDNNPMLLSGGRFYEKI 

U\IFlTr.TFn\/Dli'MPUA FriVTCr* 
rilNrl 1 U 1 rlJVKivlvjnriAtLiJN. 1 

L VII VG FQ A 1 KMPS SLKQEA SNG 
LIKLEEASGARMKTGHIK 


4686 


35054 


A 


4727 


467 


584 




4687 


35055 


A 


4728 


1 


1794 




4688 


35056 


A 


4729 


1 10 


1797 


PSQQEPGSGTSCLRYCWTAQTL 

PSVTMKLWVSALLMAWFGVLS 

CVQAEFFTS1GHMTDL1YAEKE 

LVQSLKEY1LVEEAKLSKIKSW 

ANKMEALTSKSAADAEGYLAH 

PVNAYKLVKRLNTDWPALEDL 

VLQDSAAGFIANLSVQRQFFPT 

DEDEIGAAKALMRLQDTYRLD 

PGTISRGELPGTKYQAMLSVDD 

CFGMGRSAYNEGDYYHTVLW 

M EQVLKQLD AGEEATTTKSQV 

LDYLSYAVFQLGDLHRALELTR 

R\LLSLDPSHERAGGN/LCRYFE 

QLLEEEREKT\LTNQTEA\ELTTP 

EGIYERPVDYLPERDVYESLCR 

GEGVKLTP RRQKRL FC R YHH G 

NRAPQLLIAPFKEEDEWDSPHI 

VRYYDVMSDEEIERIKEIAKPK 

LARATVRDPKTGVLTVASYRV 

SK.SSWLEEDDDPVVARVNRRM 

QHITGLTVKTAELLQVANYGV 

GGQYEPHFDFSRNDERDTFKHL 

GTGNRVATFLNYMSDVEAGGA 

TVFPDLG AA I WPKKGTA VF WY 

NLLRSGEGDYRTRHAACPVLV 

GCK.WVSNKWFHERGQEFLRPC 


4689 


35057 


B 


4730 


1 


2433 
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SEQ1D 

NO: 


SEQ ID NO; 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4690 


35058 


A 


4731 


425 


1079 


PMGTSFLYECANFQSVSLGDPQ 
EPSCLCGGQPQGAAGGSSGSED 
ALLCLWDLQARKWKFEMSYTS 
GNIRGSSFCQFKSSFLVYFKALL 
KPRELFAQFKSFMGEKXLSLAP 
PMSDSSGDGIIRKIDYASCK.RSG 
\SSIRALPKTYQQP/EVLNDTWV 
SFPSWSEDSTFVSSKK.TPYEEQL 
HRCEDERFEEMK.TAGFASFGER 
SKTGVPNLRVTDWYRLVAC 


4691 


35059 


A 


4732 


3 


425 


GASSEEAEGASEGP\GAPGGWG 
APGSQGAQEGGDLQEAEESQE 
GGDPRKPRSPRK.VERHRKAGA 
PGRDLGRPSLTVLLYNHCVLQR 
LRKIYHSSIKPLEQSYKYNELRQ 
HEITGQRCPCCEEPKPQHQERA 
LFVVVSENRNI 


4692 


35060 


B 


4733 




1056 




4693 


35061 


A 


4734 


171 


511 


LLSVRHVVRNTQETANDVQVW 

/LUKtitjOorvlMN 1 yj Vt^rLUrllVlLlJ 

QIATAVSRMEMNVKGDLYIDD 
HHTV\EDTGL\ALGEALKIAPGD 
KPGICRFGFVLP\MDECL\ACAL 
DISGGPH 


4694 


35062 


A 


4735 


563 


763 




4695 


35063 


A 


4736 


365 


1644 


RTSQMSSSAWRQQNRARPSSAI 
LPSSLSLGHPALPQFSQRMPAT 
ASQLPGMVGVLEGYGQTAASP 
GSVSSCSPACSSCCLGCWWPSS 
WPSCRLHPHLGRPIAHCLPE/VL 
TTTTTTPTITTSQAAGTPKGQQE 
SGVSPSPQSTCGGLLSGPRGFFS 
SPNYPDPYPPNTHCVWHIQVAT 
DHA1QLKIEALS1ESVASCLFDR 
LELSPEPEGPLLRVCGRVPPPTL 
NTNASHLLVVFVSDSSVEGFGF 
HAWYQAMAPGRGSCAHDEFR 
CDQLICLLPDSVCDGFANCADG 
SDETNCSAKFSGCGGNLTGLQG 
TFSTPSYLQQYPHQLLCTWH1S 
VPAGHSIELQFHNFSLEAQDEC 
KFDYVEVYETSSSGAFSLLGRF 
CGAEPPPHLVSSHHELAVLFRT 
DHGISSGGFSATYLAFNATERL 
CLVESTSS 


4696 


35064 


A 


4737 


1 


154 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4697 


35065 


A 


4738 




700 


GSRPQFPGHTRVRASGWRPCSL 
KPQLLGPVHPVSPYLLFLSSSDC 
AMGLIDGEWQLVLNVWGKVE 
ADIPGHGQEVL1RLFKGHPETLE 
KFDKFKHLKSEDEMKASEDLK 
KHGATVLTA\LGGILKKKGHHE 
AEI\KPRGTVSNATKHKIPVKVT 
WRSSPECII\QVLQSKHPGDF\GA 
\DAQGAMKQGPGSCFRKDNWP 
PTYKELGLSRAKPLAGFPTPNPS 
WAPGFKRERGLISV 


4698 


35066 


A 


4739 


1 


154 




4699 


35067 


A 


4740 


1 


617 


GSRPQFPGHTRVRASGWRPCSL 
KPQLLGPVHPVSPYLLFLSSSDC 
AMGLIDGEWQLVLNVWGKVE 
ADIPGHGQEVLIRLFKGHPETLE 
KFDKFKHLKSEDEMKASEDLK 
KHGATVLTA\LGGILKKKGHHE 

AcJ\l**.rKu 1 V bINA 1 rvflrvJr V Js. V 1 

WRSSPEC1\IQVLQSKHPGDF\GA 
\DAQGAM\NKALE\LFRKD\MAS 
NYKELGFQG 


4700 


35068 


C 


4741 


46 


522 




4701 


35069 


A 


4742 


78 


617 


TKELLHSKRNCHQSEQATYKM 
GENFCNLLI*QSANIQNLQRT*T 
NLQEKNKQPHQKVGEGYEQTL 
LNRRSLCSQKTHEK1LIITGHQR 
NANQNHNE1PSHTS*NGNH*K.V 

P V nflA/CVl' [ I *UUDDPTI?riUT 
KK^Vo I IVIJvrtvK I Kv<J V 1 

Q*RREPETSLAKETPGNPTNTN 
AKFKTRGAR1SHYSSGNGERLP 
RTVC 


4702 


35070 


B 


4743 




6477 




4703 


35071 


A 


4744 


1 


623 


MSSDISEVEDKNEFLTEQLSKP 

Q1KFNTLKDKFLKTRDTL\RKKS 

LALET VHNNLSQTQQQI K EM K 

EMYENAEAKENNSTGKWSCVE 

ERICQLQHENPC1EQQLDDVHQ 

KECLPSRKEKFKSEPPAFLSGN 

QVKSSSCSLQTLFPPDDLILYLE 

NPKDSTKKLLELINKFRVTGYK 

IKLQKSVAFLNDKNEQSKEENQ 

ECNP1YNNYK 


4704 


35072 


A 


4745 


2 


3272 




4705 


35073 


A 


4746 


1 


579 




4706 


35074 


A 


4747 


3 


510 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


4707 


35075 


A 


4748 


1 


1261 


MEAVDTFLVFNALNFLLTSQTT 
GCSSSCDPGHGLGQGSGNRFP] 
AAASARTAEEAKWFFSNKDYS 
NVLQLPDPKKTEYHIHEKRFSD 
SR1LCYYPEFGKVEE1ILTAMKH 
DWFGKHRKDDKIEKTGKTKIQE 
SFTSEEERIRMKQEQERIQAKTR 
EFRE\RQARERDYAEIQDFHRTF 
GCDDELMYGGVSSYEGSMALN 
ARPQSPREGHMMDAVLYAQVK 
KPRNSKPSPVDSKGKVLGEADP 
VYPRRNPGTEGNASSLPSVSFSE 
SPPVRAAFAGYHYVAFPWLQK 
LMSGTSGKDPEKEADLARVVT 
LRVVTLRIETHVKTLAFTAALL 
QQLACIDVGMDKQNDVYTYN 
KILLSFKRKEILTHTTTRMSLED 
ULSE1NQWQEDKYRFGLYEVA 
QVVKLIETESKVVVSRDGGRG 


4708 


35076 


A 


4749 


10 


2051 




4709 


35077 


A 


4750 


2 


2118 




4710 


35078 


A 


4751 


1 


658 


MWNSKTLAAFRPCPKDPLNFE 
LERDNLAYLAEE1PKQQSIQY1T 
WM1LKAFSHMHLQRDNLKLEL 
MFKRKAKHKGLKNLHPDHVIE 
KKNLFSAEKFKPAAEIYISNEEP 
NVNSQDNGKKCLQGMSEIFAA 
APAITDNTSDKTTL1KVSSWPYI 
ADRRCPLVNVTREDSPSEDPVF 
LRTLGKGDWFGEKALQGWGL\ 
KGIHHVSAQEPVCLLLPFMTPR 


— 


35079 


- — 


4752 


- 


471 




4712 


35080 


A 


4753 


315 


407 




4713 


35081 


A 


4754 


411 


1042 




4714 


35082 


A 


4755 


1 


423 




4715 


35083 


C 


4756 


202 


321 




4716 


35084 


A 


4757 


5 


413 


CFFFFFFETESHFVTQAGVQWR 
DLGSLQSPPPGFTPFS/SPQPPKE 
PGPQAPATTPGQSFAFLVEMGF 
HHVSQ\EVSIS*PRDPPASASQS 
AGTTGVSHRAWTFCFLRQSLA 
LSPDWSAVARSQLTATSASWV 
QVSRR 


4717 


35085 


C 


4758 


150 


491 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4718 


35086 


A 


4759 




548 


GIAFCLNLIKTLKLPNFKSCVIL 
LGLLLLYDV/FFVFITPFITKNGE 
SIM VELA AGPFGNNEKNDGNL 
VEATGQPSAPHEK.LPVV1RVPK 
L1YFSVMSVCLMPVSILGFGDI1 
VPG LLI A YCRRFDVQTGSSY 1 Y 
YVSSTVAYA1GMILTFVVLVLM 
K.KGQPALLYLVPCTLITASVVA 


— — — 


— — 


— 
— 


4760 


642 


1985 




4720 — 


J5088 




4761 


^9 


252 




4721 


35089 


A 


4762 




783 




4722 


35090 


C 


4763 


218 


358 




4723 


35091 


B 


4764 


372 


374 




4724 


35092 


B 


4765 


129 


1036 




4725 


35093 


A 


4766 


1211 


1983 


SQSCLLLQEDFAP1AGEQEAEQ 
HQEDLRALLRASLQGQCSRQP 
GTRLHGSAPWPGEAQNRSRPLP 
GDSPSLDRYRGI/SDAVGKSRSG 
D1GSSLRVEAGDKRTQASPERQ 
PHCGAHDAQDISGGREIFKPRQ 
LPGSAIWS1KVGHGSGFPGKRR 
PRGAGLSGRGGRGRSKLKSG1G 
AVVLPGVSTADISSNKDDEENS 
VLDMVVLFSSSDKFTLN/QVCG 
SFGQGAEGRLLACSQCGQCYH 
PYCVSIKMDACSSSELKY 


4726 


35094 


A 


4767 


1 


603 


MANFNDCVLDKEKVCIAAK.FIT 
HAPAGEFNEVFSD1RLLCNNDS 
LLRERAARAFAHYNMDQFTPV 
KMEGCEDQT11ACIESHECQPKN 
FWNGRWRSEWKFTITPPTAQV 
VGVLKIQVHYYEDGSVQLVSH 
KDVQDSLTVSNDAQTAKEFIKII 
EN A EN E YQTAISENCQTMSDTT 
FKVLRRQLPVTRTK1DWNKI\LS 
YNI 


4727 


35095 


A 


4768 


1 


867 


MADFDDRVSDEEKVRIAAKFIT 
HAPPGEFNEVFNDVRLLLNND 
NLLREGAAHAFAQYNMDQFH 
AVK\1EGYEDQVLITEHG\DLGN 
SRVLDPRNKISFXKFDHLRKEAS 
DPQPEEADGGLKSWRESCDSA 
LRAYVKDHYSNGFCTVYAKTI 
DGQQTIIACIESHQ\FQPKNFWN 
GR\WRSEWKVP\ITPPSAQ\VVG 
VLK1QVHYYEDGNVQLVSHKD 
VQDSLTVSNEAQT\AKEFI\KIIE 
NAENEYQTAICGNYQTMSDTT 
FKALRRQLPVTRTKIDWNK1LS 
YKIGKEMQNA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4728 


35096 


A 


4769 


2 


690 


WPSGSASRPRHLRAPEPV\GKA 
GKNK.GAGLTPA/AGTSGCAGR 
AESRGPPTGSHGSEPSRGSKGL 
CGRGTRSLPERGAEVLPHLPAQ 
TSPQLGSQGAWP/RHPRKPFRP 
AARAGTQPPGFVPSTPALLKVL 
YRSAHTQHSGRAAPEPSRLALG 
PTLQQKRHMGHRRNLTFSSTY 
NKKCGFGWAVEMRFSALLDVT 
TTPSRVAFWGSRGPPLGMERQL 
QLLSGYSPDGWLSTSM 


4729 


35097 


A 


4770 




590 


MDTRIGTTDTGTYGKVEGARR 
MRLKKLPI E YYAYYLDDEIICTS 
NPCEFPGYG1EREYPCETSGPLE 
LTVQEDQGEEPQREELTRKKTS 
KVCRGSPLAWATGVKPCLKKK 
RRRRKEERRKKKEEGEGEGEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EE/EEEEEEEEEEEEEEEEEEEEE 
EEEEEESDPCTSWNTSQP 
















4731 


35099 


A 


4772 




237 


MRSSVIGPRSH1PSQRKSG1QEE 
EEEEEQEEEEEEEEEE/EEEEEEE 
EEEEEEEEEKGLLDQEAARHLV 
LPAATQCKPKM 


4732 


35100 


A 


4773 


1 


794 


MASHSSPMGSQYYYGFPGPDS 
AMHALNTVVSEKDLTLDLSGL 
VARNKRCGPHSYSLNTHLLHA 
CLRLPTQRENTTLKTF1PQGWEI 
HTDQVEREAECQPGRLKICVHD 
TAQELPLASTARNALLGRNLCP 
FRQSSTTQMPDEIPISLDDRMRP 
PSLKKKK/VVGEEEEEEEYEKEK 
EEEEEE/DEGEEEEEEEEEEEEE 
EEEEEEEEEEGGGGGVGEEEEE 
EEGEGEGGGGEEDEEE*EEEEE 
EQKKKEKKKK.EQEEGGGEGG 


4733 


35101 


A 


4774 


115 


341 




4734 


35102 


A 


4775 


1 


651 




4735 


35103 


A 


4776 


189 


618 


SLCHK.EAEGGHGK.AHVEGKRA 
PSNLQPSAPAELSGNNSISF\HHE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEDLLYNF1 
YIIFSKMPTKVPSLWDSK.LGAE 
QAA PE ENN KKEQQEE YQG KSF 
SFLNLTECWP 


4736 


35104 


A 


4777 




414 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


4737 


35105 


A 


4778 


189 


692 


SLCHKEAEGGHGK.AHVEGKRA 
PSNLQPSAPAELSGNNSISF\HHE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEDLLYNF 

TVTTFQfc'MPTk' A lV/IQIQQMFkf F AT 
1 1 lir orvlvlr 1 IS.AIvi;Moolvir r\r f\ I 

KIRMTVTPNPKCCWIPVFPAYL 
STSKAAKCMHHTA HHGQEKSD 
HCISPSPIPAP 


4738 


35106 


A 


4779 


2 


3815 




4739 


35107 


A 


4780 


957 


1493 


KNRNYNK.LSLRPQCNPTRTQD* 
ETHSKPLNYMETEQPSPE*LLG 
T*RNEGRHKAVL*NQ*EKPvHNI 
PESLGHI/AKQCVEGNL*H*MPT 
RESRKDLKLTP* /PSQLKELEKQ 
EQTH SKAGRRQE/TN *DQS Rl EG 
DRDTKNPSKNQ*IQELVF*KDQ 
QN**TASKTNK.EEKREESNRRN 
KKC 


4740 


35108 


A 


4781 


1 


4962 




4741 


35109 


A 


4782 


2421 


3011 


NQACQPGQAGAARAGQCFPRV 

AQRPGPGPAGMALAHPDLYLC 

HSAGDQCR*DEEADPPEGQAPT 

HFQVHPAGGLHLLDRLAAPQH 

QAGTQGQGQPGRHH*PAARSS 

PVEPPSTGSPSRPTTTMWPSCSR 

RQGGLGPGL*CVQQPHLLDAP 

GTLPVLGALVCRLQPWRCLPL 

GGGGGVGGSQRPPGGGGGNG 

GRNWG 


4742 


35110 


A 


4783 


1 


932 


MRTPKSSIKPSLGEEKENYRGS 
LKETAPSLQKEWAEQSSKSQET 
VGVKGITRHFQVSTLLERREDR 
KSKEPPLLIPRQTVSGVDLQQTP 
TDLQLSVLTVRRKTNKQKGHP 
HQKPICTSPSSNTKVKNLEKQL 
DEWLTR1TNAEKSSKDRMELKT 
KARELHDECTSLSSRCDQLEER 
VSVTEDEMNEMKRGEKFREKR 
IKRNEQSLQEIWDYVKRPNLCL 
IGVPESDGENGTKLENTLQD1IQ 
ENFPNLARQAN 1Q1QEI/RENAT 
K1LLEKSNSKTHNCQ1HQS*NEG 
KNVKGSQRERSGYPQREAHQT 


4743 


35111 


A 


4784 


477 


638 


LLCCGFELPLLARRSL1V*SLLLS 
THQSHSPSSFVPLLVRSCIPLEEE 
RRSDF 


4744 


35112 


B 


4785 


1 


1509 





547 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4745 


35113 


A 


4786 




832 


ERHHPPPQAGPHPPRRRKERNT 

HRQPTPQPHGA/WKISVPQTTN 

KGISSS1TSTQRNQPQATTVEKA 

HNESTRTPEEPKGAVRGTR*K.K 

KKTSRDTPPQTP*EKSSSATRNK 

AGGKDSDK.RERKATEDQTTPS 

KRRKLHPMAKKLKTLKKN*MN 

G*LE*PMQRSP*RT*WS*KPRHE 

NYVMNAQASVTDAINW1CKGPP 

PRPTTNDAK.IVTRPTHPTCSHH 

RPPRKPPRTHPTPTPTQNKISQ* 

NG YTPPRGKR VR EDRCKPPQAP 

TSAPRAAKQRQS 


4746 


35114 


B 


4787 


1580 


4673 




4747 


35115 


A 


4788 




462 


MKLEHQEAQRRSGQGREKRR 

WPEGKAG PGCEG A WILCPESQ 

DDSKQEGDNNM1VVSRNAVRS 

VKAEFQGDNLENWESCSEAIIV 

QGRDNGVPHKAHGLGTEEEGT 

VLK1SERQNWLDLVDFILLGGD 

LFHENKPSRKTLHTCLELLRKY 

CMGDRPVQFE1LSDQSVNFGFR 

KLTNRKDIHTKNPSVRHHHQRP 

KVDET1 K.MGKTQSRKTRNSKN 

QSTSPPPKERSSSPA1EQSWMEN 

DFDELKEEGFRRSNYSELKEEV 

RTNGKEVKNLEKKLDKW1TR1T 

NAEKSLKDLMELKT1AQELRDE 

CTSLSNQCDQLEERVSVMEDQ 

MNEMKREEKFREKRJKRNEQS 

LQE1 WDY VKRPN LCLIG VPESD 

GENGTKLENTLQDIIQVNFPNL 

ARQANIQIQEIQRMPQRYSLRR 

ETPRH11VRFTKVEMKEKMLRT 

AREKGLECSGAGLAHCKLWLL 

GPSDPPDCSSVSPVLRVHLVLPS 

SLPHSVGTPFLGSVSIPPSVPRFP 

DRVFHPYPYTHYCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWF1KRAHSPSRGL 

YSVHFNPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4748 


351 16 


A 


4789 


1314 


2221 


KN RN YN KLSL RPQCN PTRTQD* 
ETHSKPLNYMETEQPSPE*LLG 
T*RNEGRHKAVL*NQ*EKRHM 
PESLGHI/AKQCVEGNL*H*MPT 
RESRKDLKLTP*/PSQLKELEKQ 
EQTHSKAGRRQE/TN*DQSR1EG 
DRDTKNPSKNQ*IQELVF*KDQ 
QN**TASKT/IQRRKERRIK*TQ* 
KMLKED1TTDPTEIKTIIREYYK 
HLYAHNLENLEEMDKFLDTYT 
LPRLNQEEAESLNRP1TNSEIET 
VINSLKEKAQDQKDLQLNSTRA 
LFTI AKA WNQPKCPSMTDE I K/I 
NVEHIHHG1LCSHQKE 


4749 


35117 


A 


4790 


2 


2260 


TKDKNHMIISIDGGKAFDKIQQ 

PFMLKTLNKLGIDGTYLKRIRAI 

FDKPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFN1VLEVLARVI 

RQEKE1KGIQFGKEEVKLSLFA 

DDMTVYLENPIFSAQNLLKLIS 

NFSNVSGYKINVQKSQAFLYTN 

NSQIMSELPFTIATKRITYLGIQL 

ARDVKDLFKENYKPLLNEIKED 

TNKWKNIPCSQIGRILWPYCPR 

QEDENFNSLLQNGDILNSSTEE 

KFKAHDKKDFNLPEYDLNVEE 

RLV L1EKS VDSTATA DDTHKLD 

HINMNLNKLITNDTFQPEIMERS 

KTQDIVLGTSFLSINSKEETEHL 

ENGNKYPNLESVNKVNGHSEE 

TSQSPNRTEPHDSDCSVDLGISK 

STEDLSPQKSGPVGSVVKSHSIT 

NMEIGGLKIYDILSDNGPQQPST 

TVK.ITSAVDGKNIVRSKSATLL 

YDQPLQVFTGSSSSSDLISGTKA 

1 F K F D SN HNPEEPN 1 1 RGPTSGPQ 

SAPQI\YGPPQYNIQYSSSAAVK 

DTLWHSKQNPQIDIIASFPPQLL 

PRSESTENQSYAKHSANMNFSN 

HNNVRANTAYHLHQRLGPARH 

GEMWA1SPNDRLIPAVTRSTIQR 

QSSVSSTASVNLGDPGSTRRAQ 

IPEGDYLSYREFHSAGRTPPMM 

PG SQRPLSARTYSIDG PNASRPQ 

SARPSINEIPERTMSVSDFNYSR 

TSPSKRPNARVGSEHSLLDPPG 


4750 


35118 


A 


4791 


1516 


1729 


1LAPHSLLACRVSAERSAVSPM 
GFPLWVTQPFSLAALN/DFFLHF 
NFG/R1*QLCVLELLFSRSIVVAF 
SEFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4751 


351 19 


A 


4792 


3 


1426 


RRYDELQNSSGRDGKPRAMAV 
TRSTSSTSSGSNSNVLVPVSWK 
RPQYSQKRAKEK.LVHVLSLCG 
QEVGLSK.NPSVIFSSCGDLDLLE 
HQTSLVSSEDGAREQENMDDT 
NSEQQFRVFRDFDFLDVELEDG 
EELQGESMDNFNWGVRRRSLD 
SLDKCDMQILEERQLSGSTPSL 
NKMHHEDFDESSEEEDLTASQI 
LEHSDLIMTLSPSEETNPMELLT 
TACDSTPPEPHSFNTRMSSFDAS 
LPDMNNLQ1SEGSKA\EAVR£E 
EDTTVHEDDLSSSINELPAAFEC 
SDSFSLDMTEGEEKGNRALDQF 
TLASFGEGDRGVSPPPSPFFSAI 
LAAFQPAACDDAEEAWRSHIN 
QLMCDSDGSCAVYTFHVFSSLF 
KNIQKRFCFLTCDAASYLGDNL 

KulUor\r V i>bov' v 'L' * oL-oYLDrvL. 

T/CCVl pi ApVI nTV\I\IDVPATT 
JVT C> V LtLl^C Y L>L> 1 Y IN IN KJVC, A 1 L, 

SWLANCKATFAGGSRDGV1TC 
QPGDSEEK.V1KAC 


4752 


35120 


C 


4793 


60 


164 




4753 


35121 


B 


4794 


44 


2547 




4754 


35122 


A 


4795 


401 


9546 


PRAD1TTCDRRJTPGTCSRPLPV 
LPASLYAADMASQQDSGFFEISI 
KYLLK.SWSNTSPVGNGYIKPPV 
PPASGTHREKGPPTMLPiNVDP 
DSKPGEYVLKSLFVNFTTQAER 
KIR11MAEPLEKPLTK SLQRG ED 
PQFDQVISSMSSLSEYCLPSILRT 

T Fr^\X/VI^PrYMrMPr*P<3I4FVT?DI?T 

LrlJW Y K.Kl^INUlfcL'tLorifc. Y JvrK.1 

SNKSKSDEQQRDYLMERRDLAI 
DF1FSLVLIEVLKQIPLHPVIDSLI 
HDVINLAFKHFKYKEGYLGPNT 
GNMH1 


4755 


35123 


A 


4796 


2 


6107 


GERKPKIDLFRTCVAAIPRLLPD 

GMSKLEL1DLLARLS1HMDDEL 

RHIAQNSLQGLLVDFSDWRED 

VLFGFTNFLLREVNDMHHTLL 

DSSLKLLLQLLTQWKLVIQTQG 

KVYEQANKIRNSEARDLELDV 

GVDVDVGVDVDADVDVDVDL 

GVDVDVGVDVDADVDVDVD 

MGVDVDVDRIYGFGCKCGCDR 

DVDRVVDVDVDIDVDVDVDM 

DVNIDVDVGLGAGVDVDMDV 

H1DMDMDVDIGSDNILQSALRR 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4756 


35124 


A 


4797 




565 


MLPGHLFCLAICAGKEEQEEKG 

QI ITRKTITPQNI PGPGAH ITATH 

RGRCTV ATKFSGGLCK.E PN RLT 

WY/GPPLKGAHGGR/GPSSRVPS 

pda Ar.riDDir.r.Ai ur.Ar.cpr.i a 
r rAAu^rrlOuALnUAUoRULA 

i? tt? a c\ i r.r.DPr.r.Fi prnvcnxir 1 

K I KA^LuUrrwOcLlvLj l/C50fNvj 

DGQGPDGDSRKSGSPLRPSHL/P 
DPAAVAGAPVSGHLQTPGHHA 
GRRQQAGPRGAGLP 


4757 


35125 


A 


4798 


1 


417 




4758 


35126 


A 


4799 


1 


1069 


MPRPPVPANALGARGEAVRLQ 

LQGEELRLQEVESVRLHQINIYL 

SDRISLHRRLPVRWNPLCKEKK 

YDYDNLPRTSWTKAFYNEAWS 

TLLRTVYSVLETSPDILLEEVIL 

VDDYSDREHLKERLANELSGLP 

KVRL1RANKREG\LVRARLLGA 

SAARGDVLTFLDCHCECHEGW 

LEPLLQR1HEEESAVVCPVTDVI 

DWNTFEYLGNSGEPQIGGFDW 

RLVF\RWHTVPERERIRMQSPV 

DVIRSPTMAGGLFAVSKKYFEY 

LGSYDTGMEVWGGENLEFSFRI 

WQCGGVLETHPCSHVGHVFPK 

QAPYSRNKALANSVRAAEVW 

MDEFKELYYHRNPRARLGLAC 

DECS1KAGWWL 


4759 


35127 


A 


4800 


1 


1152 


MHNSDG1EVMRQQRAEIGRVG 

GLEGIQLGVTEVIVNGARMLES 

YNCKAELGATGLVNYQISVKC 

SNQFKLEVYLLNAENKVVDNQ 

AGTQGQLKVLGTNLWWPYLM 

HEHPAYLYSWEGRPDGAQAVG 

ALTPGTLAV\EVWLTAQKSLGP/ 

SDFYTLPVGLRTVAVTESQFLIS 

GKPFYFHGVNKHEDAD1QGKG 

FNWPLLVKDFNLLCWLGANTF 

CTSHYPYTEEMLQICYRYGIVVI 

DECPAPSGHTAGPSVPSLLARW 

QLFNNVSMHHHMWVVEEPVL 

KX/rvNMr A1V1 V 1V1 WoLA IvcrAorL 

ESAGYSFJCSLTMEQTARVLDLD 

TpCAVl AVDCI DDflAUli'TI nV 
I UtAVLyi KoLrKUArllS. 1 LOlx 

KRK1SSYNVDLTSCQLAKEKCL 
KGPSSFLQSRQERMNSELRDN 


4760 


35128 


A 


4801 


293 


535 




4761 


35129 


A 


4802 


94 


686 




4762 


35130 


B 


4803 


1 


2187 





551 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4763 


35131 


A 


4804 


596 


1789 


MFHVjERPYECKECGKNFRSGY 

QLTLHQRFHTVjIHKGGKPYEC 

KECKKTFTLYRNLTRHQNIHTG 

EKLFECKQCGKTYTTGSKLFQH 

QKTHTGEKPYECKECGKAFSL 

YGYLKQHQKIHTGMKHFECKE 

CKKTFTLYRNLTRHQNIHTGKK 

LFECQECGKAYSTGSNLIQHRK 

THTGEKPYKCKECGKTFSLHG 

YLNQHQKIHTGVKPYECKKIHT 

GGKPYECKECGKAFSRASNLV 

QHERIHTGEKPYVCKQCGKTFR 

YG SALK AHQRI HRS1KVNQWL 

IJorKnlv^llNUlJrlVl^rK 1 KK. 1 Kt, 

RSHVSGRSLCQRLLGQGAQLRE 
FKQPPRNRFRRVCGLVARNTFP 
RGLRGRRASRRNAAASRLEDA 
VAELLKARCSALGGSGLPEGLS 


4764 


35132 


A 


4805 


2 


489 


CQGEGAKWEQGMTGRRWVVG 
PPASSTPPHS/HFWLLVLSRGLV 
GIGEASYSTIAPTIIGDLFTKNTR 

1 LIVILoVr I rAlrLujuLu Y 1 I U^> 

SVKQA AGDWHCAI RFSFLQLV 
RLLKVTHLLQQLQLLYPTNGK. 
RQDTNHTRSQCAHYLPHLDFQ 
VALCAYAVLQC 


4765 


35133 


A 


4806 


1 


327 
















AWBk'ACTMRU/VUDDFrCr.l CT 
AJNrvrv/VO 1 lviKW Y V KrrUouLo 1 

LSREKLYPLRMLRMRASTGPLS 
GALGMYSTASPRLMFSGCSISS 
AR*LFRSSAVTMPPAAWMSFTI 
WAVRLPL*KAWAPSMASVS 


4767 


35135 


A 


4808 


2152 


2633 


SRLDCGQGLVNGSCDYHHGCT 
GDTPRRPEWHRSLAHCMSPVD 
SLPGCAVSGSSDPWEVSWLWQ 
Q/VDRCDNREE/VMW*QRLGFP 
SPTVSFPQRAVSASKPLQ*APS 
WISLHSTLSQCRASDLRGRHTV 
PEVVYEWSPCALPTHREHPNAI 
MEGWPPPQAWWA 


4768 


35136 


A 


4809 


2 


387 


SNASVILEGEDLRFSCSVRMAG 

RLQGRFS VI WQL VDRQN RRSDI 

MWLDR\DGTVQPGSSYWERSSF 

GSVQMEQVQPNSFSLGIFNSRK. 

EDEGQYECHVTEWVRVVDGE 

WQ1VGERRASTPISIIALGE 



552 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4769 


35137 


A 


4810 


46 


3753 


EIRSWEKRKRLVLCLLEAADM 
KCFFPVLSCLAVLGVVSAQRQV 
TVQEGPLYRTEGSHITIWCNVS 
GYQGPSEQNFQWSIYLPSSPER 
EVQIVSTMDSSFPYAIYTQRVR 
GGK.IFIERVQGNSTLLHITDLQA 
RDAGEYECHTPSTDKQYFGSYS 
AKMNLVV1PDSLQTTAMPQTL 
HRVEQDPLELTCEVASETIQHS 
HLSVAWLRQKVGEKPVEVISLS 
RDFMLHSSSEYAQRQSLGEVRL 
DKLG RTTFRLTIFH 


4770 


35138 


A 


4811 


1 


3728 


MKCFFPVLSCLAVLGVVSAQR 

QVTVQEGPLYRTEGSH1TIWCN 

VSGYQGPSEQNFQWSIYLPSSP 

EREVQIVSTMDSSFPYAIYTQR 

VRGGKIFIERVQGNSTLLHITDL 

QA RDAGEYECHTPSTDKQ YFG 

SYSAK.MNLVVIPDSLQTTAMPQ 

TLH R V EQDPLELTCE V A SETI Q 

HSHLSVAWLRQKVGEKPVEV1S 

LSRDFMLHSSSEYAQRQSLGEV 

RLDKLGRTTFRLTIFHLQPSDQ 

GEFYCEAAEWIQDP 








4812 


897 


1217 


ANRKASTMRWYVRPFCSGLST 
LSREKLYPLRMLRMRASTGPLS 
GALGMYSTASPRLMFSGCSISS 
AR*LFRSSAVTMPPAAWMSFT1 
WAVRLPL*KAWAPSMASVS 



553 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4772 


35140 


A 


4813 




1507 


MWNSKINHDHDDQFLKTYYVL 

ESSISVGVASNASVILEGDDLRF 

SCSVRMAGRPQGRFSVIWQLV 

DRQNCRSNIMWLDRDGTVQPG 

SSYWERSSFGSVQMEQVQPNSF 

SLGIFNSRKEDEGQYECHVTEW 

VRVVDGEWQ1VGERRASTPISII 

ALEMGFAVTAISRTPGVTYSDS 

FDLQC1IKPHYPAQVPVSVTWR 

FQPVGTVEFHDLVTFTRDGGV 

QWGDRSSSFRTRTATEKAESSN 

NVRLIISRASDTEAGKYQCVAE 

LWWKNYNNTWTQLAERTSNL 

LV1RVLQPDRMGVSARALRGEP 

SPSQMPQACCHGNTGALV1GIN 

EPESLPCLQTVTKLQVSKSKRT 

LTLVENKP1QLNCSVKSQTSQN 

SHFAVLWYVHKPSDANGKLIL 

KTTHN S A FE YG T Y V E E EG LR A R 

LQFERHVSGDLFSLTVQRAEWL 

LSPN YA WYKLA EE VSG RTEVT 

VKQPGGSLGLGOSVSGWAAEP 

VC TQG PRPC S WN TPLALTAAC 


4773 


35141 


A 


4814 


1 


627 




4774 


35142 


A 


4815 


166 


435 




4775 


35143 


B 


4816 


1 


240 




4776 


35144 


A 


4817 


1 


288 


VVPASSPGAASEPRRRRRCLQP 
EKSVSPGSGGGHRDPPKARPPR 
PPSAPKP*RPRPFS*LARSLCFPA 
AGCAYGVGVGGAGGGRAGLR 
QPVPAVAE 


4777 


35145 


A 


4818 


206 


1041 


VSVGSAPSDMPAAATRW/CNSR 

CQHGQRLSAR/PVAGPGT/RTSS 

FP WL A PRNVVVPGSLEMPGTA 

GPQRGSHSSPQGSSALLSFS/CV 

HNVESKEPVCLLLPSMASRLLT 

PRGTCRPVPGCLQHPLSLPPVL 

VGTQSPSQAPKSAKRPSPQPQL 

GWLQLHPGGSGLCLLPAPAGS 

MECAALESVPSQLGIGAPGPCW 

An4nvnr.wQNVATQQPQr.PQA 

QGQPRAPPCLVCGPAQCGTSG S 

RSRATGLRPSCLECQVWWSPQ 

CGANPGDTTSSQDAGTRCSKV 


4778 


35146 


A 


4819 


2 


487 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4779 


35147 


A 


4820 


152 


758 


RGARGPEWDGQLDGPGSQMC 

GMASAPRLRRSGVRAAAGHPV 

QQPRLLDGLSLTDESDSCVSFEP 

PSHPSSSSGPVTALSRGWNFLK 

AFPLMGETQERER/VLTHFSRR 

YCQCNPD/AQPSEDGIH/TLTCA 

LMLLNTDLHGHV1GEVTGETN 

RTDKQQNRTEQSKRQANADKH 

N EH ANNEQQH EHDKDNDTRTR 

DTEMRHAKRDNA 


4780 


35148 


A 


4821 


100 


220 




4781 


35149 


A 


4822 


100 


1588 


CLK1STGYTGSMAEEASGNLTI 

MAEGEGEAGTSTHGQSRRKRE 

K.EEVLHPFKQPDLVRSHYRENS 

KEEICPHDSVTSCQTPPPTLG1TI 

RHE1AASICHVADTAGVAGDA 

MMRKTDL1PPF1GLTLQGGRSA 

DMGNQKKWRKGSENLATLVA 

MASERFHWQYSGNST1QPKQK 

QHGMITRLVTAPVCPGLVQPSL 

CAVGLRNIMSLSSHTCALQNTK 

QAWEGYDDCHSQRVSQPGEN 

MTKLSFLNLLNQMPSWGEGKM 

VPADFSGSCWEGTGTGSPAGSQ 

VSFLNRHNDGQLAGDSPGLPPP 

PCPRGLQGAEQRSALRRHKAD 

VHRDQWLVISFSKKLRTSARK 

WYEAGPFSGVPRVLPAAAQGG 

TDFPFSPSEEPFQPSPFSMVQAH 

TVRSKPQFHFPAAGENCLNRSE 

LSRNQGLQARVGPLAIMSSDPS 

GDFVLYTPTILGFVGLEVLVSR 

EGTFLWRYSTCP\LNYKLWLPP 

GYLGLLVPKDQKVRAVFLGM 


4782 


35150 


A 


4823 


1329 


1881 


AHLEAAGWSSSVQPGPSPRVLG 
RAEEHGQQSGRAKEIGHKIPKE 
TFDELT A ELETI SS K\C L Y L A K.K 
NQVIQQELLSMKEVQQKCKKL 
EE VNK.1 LEQEVVNLKTHEKNM 
VEFGDVEECK.LQLEERAGQEIE 

IvL £ 1. 1 IN L, yKA L> L o A tx. iv V tvA bUt, 

LEPRRHHNHTLGFTEGPWGLM 
SV1TGAYDLIR 


4783 


35151 


A 


4824 


176 


308 


LGNLTSPFFN*KHRSTKGFTTLS 
TVALLLTGHVGIKTSNCHPGY 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4784 


35152 


A 


4825 


1467 


1890 


DWFDELTAELETISSKACLYLAK 

KNQVIQQELLSMKEVQQKCKK 

LEEVNKiLEQEVVNLKTHEKN 

MVEFGDVEECKLQLEERAGQEI 

EKLEEINLQRACLSAKKVRAEG 

ELEPRRHHNHTLGFTEGPWGL 

MSV1TGAYDL1R 


4785 


35153 


B 


4826 




753 




4786 


35154 


A 


4827 


225 


410 




4787 


35155 


A 


4828 


225 


410 




4788 


35156 


A 


4829 


225 


41 1 




4789 


35157 


A 


4830 


141 


1001 


GGVRGVQQKETCAFKVLESIG 

KLG\LALSVAGGAENSALYNVD 

AGHRAVIFDRFRGEQDIVVGEG 

THFL1PWVQK/PPIIFDCRSRPRN\ 

VPVITGSKDLQNVNITLRILF\RP 

VASQLPRIFTS1GEDYDERVLPSI 

TTNENLKSVVAPFDAGELITQRE 

LVSRQVNSDDLATERAATFGLIL 

DDVSLTHLTFGKEFTEAVEAKQ 

VAQQEAQRARFVVEKAEQQKK 

AAIISAEGDSKAAELIANSLATA 

GDGL1ELRKLEAAEDIAYQLSR 

SRN1TYLPTG\QSVLLQLPQ 


4790 


35158 


A 


4831 


194 


453 


QPLPEPLELRPKAL*LTPSQIFSA 
*RLKTAARLPRKPWAVLPQGFT 
DTPPHFSQAQISSSSVTYLSIILV 
KTHVLCSPEFHRTGVV 


4791 


35159 


A 


4832 


1 


86 


PCESYLEHL*WSCRLLRRLGSV 
SLQLLS 


4792 


35160 


C 


4833 


191 


263 




4793 


35161 


B 


4834 


1 


741 




4794 


35162 


A 


4835 


3 


96 




4795 


35163 


A 


4836 


1 


301 


QEQQKMNTLQGPVSFKDVAVD 
FTQEEWRQLDPDEKITYGDVM 
LENYSHLVSLAYEVATSCTSEIL 
KPSNLPKSFFFSH*QDMISPSQT 
SSLSWSRERSCG 














VT 14 P 1 C A TAITP A UHnCUC DO I^P. 

V Lnr loAUiN i r AH^^cribr KisAj 

PNMLSKRKLLPAV\GPRVFHGE 
DRHL/LFSTRKE*ARSLCYVQG 
GVQAPAAAFCSLLSLWGWAGC 
AFWC 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


4797 


35165 


A 


4838 


3062 


3688 


RSVTRAPPRSTFPLAQAPSPRSH 
HIREPTPSPHLGPLRGSHRGPPS 
RPLPPALAALSLLETLQPRLLHP 
HLHL\LHDQGRACVRAYAHPS 
YLWRCHALGVWVES/ARLRPS 
ALPPAHSPPLAAPLLSSSVQPPA 
PALEPPPRPPAAGAAARCLAAQ 
HHHPSRLGVRQPPLAVGALGST 
WPPQAPAPPPELSALEQDRVGA 
QPPPPPSQGA 


4798 


35166 


A 


4839 




197 




4799 


35167 


C 


4840 


26 


358 




4800 


35168 


A 


4841 


84 


433 


PASAPLGLSATVSACFQEQQKJVI 
NTLQGPVSFKDVAVDFTQEEW 
RQLDPDEK1TYGDVMLENYSH 
LVSLAYEVATSCTSEILKPSNLP 
KSFFFSH*QDM1SPSQTSSLSWS 
RERSCG 


4801 


35169 


A 


4842 




372 


VQWLFMQIC1.GGKHQQLRHQG 
VQEKMLPLEGS*V1EAGSPTL1G 
ETLSLEI1NY1IGAGLESVHTHKS 
RQLGGWTRPGSHFQQVLIPAHT 
PMNLEPSQLSLEPRLVPAQQSL 
PSAPTPSKALSQ 


4802 


35170 


D 


4843 


7 


267 




4803 


35 1 7 1 


B 


4844 


213 


3895 




4804 


35172 


C 


4845 


141 


359 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4805 


35173 


A 


4846 


831 


3017 


rrrlhysgstrpwrtramlpr 

tlslrphlslslhlplpclllhla 

lpthlppgpkhqptvrel/arrc 

rlprachpaqnlleqqplrpsh 

lqrh/lsllpplglsqsgppg/la 

pqpll*lqtpdhfagadpcsihg 

tsh* hqgtsnpsgrdg yqtpsh 

1cp\spapkqsflfgtqntspssp 

aapaassappmfkpiftappk.se 

kegptppgpsvtatapsssslpt 

ttsttaptfqpvfssmgppasvp 

lpapffkqtttp at a pttta plf 

tglasatsavapitsaspstdsa 

skpafgfginsvssssvstttst 

ataasqpflfgapqasaasftp 

a mgs1 fqfgkppalptttt vttf 

sqslhtavptatsssaadfsgf 

g stlatsapatssqptltfsnts 

tptfnipfgssaksplpsypgan 

pqpafgaaegqppgaakpalap 

sfgssftfgnsaapapataptpa 

pastikivpahvptpiqptfggat 

hsafglkatasafgapassqpa 

fggstavfsfgaatssgfgatt 

qtassgssssvfgsttpspftfg 

gsaapagsgsfginvatpgssa 

TTGAFSFGAGQSGSTATSTPFT 
nni nnNAi httho^tppapxiv 

OvJl>\Jv 1 ^ rtl -'^ J 1 1 vJV/^ i trJW IN V 

G STTESK P VFGGTATPTFG QNT 
PAPGVGTSGSSLSFGASSAPAQ 
GFVGVAPFGNTFAHQQEHSPR 
KGPNNLSKRKLLPAVRAQGPPR 


4806 


35174 


A 


4847 


9 


935 


IPCFGCAMPMYQTRRQENDLR 

TASIAV*RRKQQDDH*KQRRW 

QNIQRKGPKRYIVIAGNSQSHQ 

PMIFSMLRKLPKVTCRDVLPEIR 

AICIEEIGCWMQSYSTSFLTDSY 

LKYIGWTLHDKHREVRVKCVK 

ALKGLYGNRDLTARLELFTGRF 

KDWMVSMIMDREYSVAVEAV\ 

RLLILILK\NMEGVLMDVDCES 

VYPI\V*ASN*ALASAVGEFLYW 

KLFYPECEIRTMGGREQRQSPG 

A^tv Irr^LLLorr ViliKorlr V 1 

GGGSGQFSAHRNLCLPGSGNFH 
VSASRVAGIAGAPPHTWLIYVF 


4807 


35175 


A 


4848 


1 


1749 




4808 


35176 


B 


4849 


282 


1227 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


4809 


35177 


A 


4850 


221 


907 


FEDSFNRGVKKKAAKRPLKTTP 

VAKYPKKGSQAVHRHSRKQSE 

PPANDIFNAAKAAKSDMQHRE 

VRVKCVKALKGLYGNRDLTAR 

LELFTGRFKDWMWSMIMDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYP1VLFYPECE1RT 

MGGREQRQSPGAQRTFFQLLLS 

FFVESKLHDHAAYLVDNLWDC 

AGTQLKDWEGLTSLLLEKDQS 

TCHMEPGPGTFHLLG 


4810 


35178 


B 


4851 


1 


2361 




4811 


35179 


B 


4852 


1 


878 




4812 


35180 


A 


4853 


1 


313 


MPHTPRCLFRPQASCLVHFLEQ 
QNKLLETKLQFFQNRECCKSNL 
EPLFEGYYTLRREAECMEANSG 
RLASELNHVQEVLEGYKKKYE 
EEVALKATAENEFVALKK 


4813 


35181 


A 


4854 


188 


354 




4814 


35182 


A 


4855 


405 


647 


LPL1SDQVSYSPPLMSKSLASLY 
QESY*TILARIPLPLISPFVNSLST 
DLF1LL1GNTSIA1FAEFGVSAISL 
PSCNSLE 


4815 


35183 


A 


4856 


1 


585 


MSSGEGKRTWLGSLWGGVRVP 

VPPP1CGLRVAVTSAGTSSFSLA 

PKPTRIRGERGKGQGRG/SSGN 

GGRGRAGASAGGSRGEVVSVA 

NDGRWRGRGRGVGCPRSSKRE 

DNRFAKHGRASGKAWEPHPPS 

QALRALFGPIRRRGRAAETRJV 

YW1KDRQLTNRDST1LELQKVL 

KTCCAQSMK1FCCLWNFVYKQ 


4816 


35184 


C 


4857 


12 


468 




4817 


35185 


A 


4858 


1 


1156 


MAFRKKIITAGCIDHVLSVSDS 
QQMQANLTQRTEAEIRKQTQIA 
PTFPAHSLPDKYLGFALLNRKI1 
GTFLVFNMCKRNHEDKNEAFT 
VLREKKVFNLEFCTLQNYSSEV 
KEKERQRFSDKQTLREFATRKP 
ALKEMLKVLQRYKERKHIRKR 
NVKYSADHTTDHTANQADPNQ 
QEPH V PG HAPDNKTI RQKQNQ 
HKDNTTRKHNQMTSDTSRTNT 
KVSGQPRGKQTRRRHERQQKA 
RERGQHRQK/RDAQTREHTQR 
QRQARAEEVQV1ENKREEKRTS 
ERTNDSTRREGTRRPRRTEKGE 
RQEEGDRATATHRKDHDRQQP 
HGAPHCSRSSRHGAPTGPLYCC 
SPLPGTPSCTICTVQYGRLWPH 
MATEQLNMAGPNQDFQDVVW 
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SEQ 11) 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4818 


35186 


A 


4859 


1 


1580 


MAPALLLLLLASGAAACPLPCV 

CQNLSESLSTLCAHRGLLFVPP 

NVDRRTVELRLADNFIQALGPP 

DFRNMTGLVDLTLSRNAITRIG 

ARAFGDLESLRSLHLDGNQAG 

GAGHPRALRGPVNLQHLILSGN 

QLGRIAPGAFDDFLESLEDLDLS 

YNNLRQVPWAGIGAMPALHTL 

NLDHNL1DALPPGA\FAQLGQLS 

RLDLTSNRLATLAPDPLFSRGR 

DAEASPAPLVLSFSGNPLHCNC 

ELLWLRRL ARPDDLETC AS PPG 

LAGRYFWAVPEGEFSCEPPLIA 

RHTQRLWVLEGQRATLRCRAL 

GDPAPTMHWVGPDDRLVGNSS 

RARAFPNGTLEIGVTGAGDAG 

GYTCIATNPAGEATARVELRVL 

ALPHGGNSSAEGGRPGPRTSPP 

PLALLPRYNSSEDETLIYRIVPA 

SSHHFLLKHLVPGADYDLCLLA 

LSPAAGPSDLTATRLLGCAHFS 

TLPASPLCHALQAHVLGGTLTV 

AVGGVLVAALLVFTVALLVRG 

RGAGNGRLPLKLSHVQSQTNA 


4819 


35187 


A 


4860 


2 


403 




4820 


35188 


A 


4861 


87 


442 


PVFPWHPYSKDQKEESQSVLVI 
WQKTAGGGWSTWWILSFSPET 

ekvvkk;ahvdtl*nemwdvt 
k*tafkipsct*hqqhp*sffrk 
sesqvivfagqgvkih*yillhs 
nvihymnei 


4821 


35189 


A 


4862 


2 


651 


EFIKQWDADKFEH1QTLEGHHQ 
E1WCLAVSPSGDYVVSSSHDKS 
LRLWERTREPLILEEEREMERE 
AEYEESVAKEDQPAWPGEIQG 
D\SYFT*KKTIETVK\AAERIMEA 

GKEVPLPSNPILMAYGSISPSAY 
VLEIFKG I KSSELEESLLVLPFS Y 
VPDILKLFNEFIQLGSDVELICR 
CLFFLLR1HFGQITS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4822 


35190 


A 


4863 




703 


MGLTKQYLRYVASAVFGV1GS 
QKGNIVFVTLRGEKGRYVAVP 
ACEH.VFfWDLRKGEKGLK.QEV 
TCLCPSPDGLHLAVGYEDGS1RI 
FSLLSGEGNVTFNGHKAAITTL 
KYDQLGGRLASGSK/RQPGGIV 
FTESILAYSSACQDKQNHYWGS 
SQ*CADFVIQLRQYCCSFSCS*F 
H*NMEQVYTAVYSHNDL*ICTL 
L1LCTW**TGSHRNKAPKTMFP 
RCTEGLDRGNRPATHS 


4823 


35191 


B 


4864 




2616 




4824 


35192 


A 


4865 


3 


674 


PECTGRTLRSASQQHDTFY1LA 

CELNSL ADDAQR\YD VP\N SC L 

YPPDLPWRPVMQAKKKELARR 

DD1EDGDSMISSATSDTGSAKR 

KSKKNIRKQRMKILFNVVLEAR 

EPGSGRRLCDLFMVKPSKKDYP 

DYY1IILEPMDLK11EHNIRNDKY 

AGEEGM1EDMKLMFRNARHYN 

EEGSQVYNDAH1LEKLLKEKRK 

ELGPLPDDDDMASPKLKLSKA 

ASHFII 


4825 


35193 


A 


4866 




425 




4826 


35194 


A 


4867 




1115 


LCSVPTLCLASSHLVSNLSTFKQ 
\TSSFIRHVVATLLGLYLALFCF 
GWYALHFLVQSG1SYC1MIIIGV 
ENMHNYCFVFALGYLTVCQVT 
RVYIFDYGQYSADFSGPMMIIT 
QKITSLACE1HDGMFRKDEELT 
SSQRDLAVRRMPSLLEYLSYNC 
NFMG1LAGPLCSYKDY1TF1EGR 
SYHITQSGENGKEETQYERTEP 
SPNTAVVQKLLVCGLALLFHLT 
ICTTLP VE YN 1 DEHFQ ATA S WPT 
KIIYLYISLLAARPKYYFAWTLG 
TAPRKWSPCPGPQCIQLRAADP 
SGPEPLLMLSSQERQPKAKPPK 
EAHAD1AGTPREGEKTRTGGPG 
KAFLRDPGASSSVELSRTQLWV 
LTPPPIAKAPCECLQ 
















4828 


35196 


A 


4869 


1 


180 




4829 


35197 


A 


4870 


12 


199 


GLFPLEPGANGI*GC/SGRJRAQ 
RWLPGRPKFTGESFIR*PPRVAK 
ESGQLIWFGCVPTQISS 
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SEQ ID 


SEQ II) NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4830 


35198 


A 


4871 




5058 


MKLRGVSLAAGLFLLALSLWG 
QPAEAAACYGCSPGSKCDCSGI 
KGEKGERGFPGLEGHPGLPGFP 
GPEGPPGPRGQKGDDGIPGPPG 
PKGIRGPPGLPGFPGTPGLPGMP 
GHDGAPGPQGIPGCNGTKGER 
GFPGSPGFPGLQGPPGPPGIPGM 
KGEPGSIIMSSLPGPKGNPGYPG 
PPGIQGLPGPTGIPGPIGPPGPPG 
LMGPPGPPGLPGPKGN MGI.NF 
QGPKG EKGEQGLQGPPGPPGQI 
SEQKRPIDVEF 


4831 


35199 


A 


4872 




1646 


EDEGRAKGHHTWQQTRENESQ 

AKGETPY KTI RFRETYYHKNSM 

GETTPMIQLSPTGSLPQHVGIM 

GAT1QDK1WVTPGLPGFPGTPG 

LPVKRGFPGSPGFPGLQGPPVIP 

GPTGIPGPIGPPGPPGLMVTPGP 

PGLPGPKVNMGLNFQGPKGEK 

VKQG LQGPPG PPGQ I SEQKRPI D 

VEFQKG DQV1PGDRG PPGPPGI 

RGPPVTPGGEKGEKGEQGEPG 

KRVKPGKDGENGQPGIPVMPG 

DPGYPGEPGRDG/EKGNAVMG 

PPGPPGFPGERGQKGDEGPPGIS 

IPGPPGLDGQPGAPGLPGPPGPA 

GPH1PPSNKGDTCFNCIGTGISG 

PPGQPGLPGLPGPPGMPGAPGA 

PGFPGSKGEPGDILTFPGMKGD 

KGELGSPGAPGLPGLPGTPGQD 

GLPGLPGPKGEPVR1TFKGERGP 

PGN PG LPGLPGNIG PMGPPGFG 

PPGPVGEKG1QGVAGNPGQPGI 

PGNKGDPGQTITQPGKPGLPGN 

PGRDGDVGLPGIPGLPGQPGLP 

GIPGSKGEPG1PGIGLPGPPGPK 


4832 


35200 


A 


4873 


110 


256 


CSGTYRCYSF/HSRDPYLWSAPS 
DPLE/LVVTGPARQYYTKGNLV 
RIASGL 


4833 


35201 


A 


4874 


2 


2888 


LSDPCSSRWDERSLSQRSRSWS 

YNGYYSDLSTARHSGHHKKRR 

KEKKVKHKKKGKKQKHCRRH 

KQTKKRRILIPSDIESSKSSTRR 

MKSSCDRERSSRSSSLSSHHSSK 

RDWSKSDKDVQSSLTHSSRDSY 

RSKSHSQSYSRGSSRSRTASKSS 

SHSRSRSKSRSSSKSGHRKRAS 

KSPRKTASQLSENKPVKTEPLR 

ATMAQNENV V VQP V V AEN I PV 

IPLSDSPPPSRWKPGQKPWKPS 

YERIQEMKAKTTHL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ot peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4834 


35202 


A 


4875 


350 


986 


LWGGGSARLLRLPRGPCLPPAS 

PSSPSSSSELS*SCSLGPSSSSSSS 

SSSCSLCPSSSSSSSSP*LPPSSSS 

SSSRPLPPPSSSSSSSSSSSSSSSSS 

SECLCSPSSRPRTTVAGLGPAPG 

FPSGPVDTCSVWLLRFTSTMIW 

DCSLRL*VPEPPSSSSNSSPPSSL 

HKLAGGPPASSTPPSFSSLKKG 

WAGPMVAGTVPPAVPAPSSTR 

TE 


4835 


35203 


A 


4876 


1 


496 


SQSYS\RGSSRSRTASKSSSHSRS 

RSKSRSSSKSAVLASTARCAGS 

RKQCVPLPIRLCQLQSRSLQPS 

MVPWRWGLTGPRGIALPPAAR 

PGPLHEAPRWGPPPRRAPRPWP 

PGARPGRRRRRAAASPAPSSCG 

PRASGAAGGGRGAPIGARASA 

GAAVWTPISTT 


4836 


35204 


A 


4877 


3 


4578 


TL A VF VPTLAG FSVALGGPAW 

GRRRRSVSGVGVWLQWQCFLF 

CSRGPAQAGGQPALAATSVAM 

GAQDRPQCHFDIEINREPVGRI 

MFQLFSDICPKTCKNFLCLCSG 

EKGLGKTTGK.KLCYKGSTFHR 

VVKNFMIQGGDFSEGNGKGGE 

SIYGGYFKDENFILKHDRAFLLS 

MAiNKUrvM 1 iNUot^rrJ 1 IK.rArri 

LDGVHVVFGLVISGFEVIEQIEN 
LKTDAASRPYADVRVIDCGVL 
ATKSIKDVFEKKRKKPT 


4837 


35205 


A 


4878 


1 


1689 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cntlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4838 


35206 


A 


4879 


1 


1604 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSV1VIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEKITS 

GGEQYPSFSAIK.QGPKEPY1DFI 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDCIKACDDIGDGSSNGKAS 

YFGSKS1CVFQTSYTSAQKAELV 

AVIEVLTAFDMPINVISDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

R\HTPLPGPLTEGNQMADCLVA 

NAISNARHFHNLTHVNASGLK 

HRYS1TWKEAKNIIQRCPTCQM 

VHSSSFRGGVNPRGLEPNSLWQ 

MDVTHIPLFGRLAYVHKRRRIR 

GGGGGEGEGEGEGEGEEEEEEE 

EEEEEEEEEEEEEEEEQEQEQEE 

QEQEEQEQEEQEQEERRRKDTE 

ELSYSLPLNRTQPCWHPDFGLP 


4839 


35207 


A 


4880 


1 


1146 




4840 


35208 


A 


4881 


1 


1577 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK. 

AVQVQTGVTDSDYNGEIQ1VTS 

TSVPWKAKPGDHIAQLLIVPKK 

F\EGLKEPLQVERQSSCQGLGY/ 

PFLM AAI VK PPEP1PLKWLTDKP 

1 WTEQWPLSK.EKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIWI 

PSRYLKPYHK.PDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAI1QRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKISGGNCGPHPHPRLQPCPD 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4841 


35209 


A 


4882 


1 


420 


MTNISTTLKDLKDAGMIDPIKS 
TFNL/PIWIPQKPDGSWKTTANN 
/R/KLNQATISIAAIVLDVASLPG 
KARSYHGFSSHAGRVIDSNNQK 
D1EGCTYILNVAGKNMFGIQLR 
RSVIFPCPNLMYTDNCSSHGPR 
GPSDYDSDP 


4842 


35210 


A 


4883 


213 


687 


PEHILPGAQEGPSC/PLEPELE/V 
*NMSSWNTLSESCKMHGDLKY 
LFVITAKDQQ/VSIAAST/*GFC 
WNQ * VS A SPSQ A PGMPL V LG R 
RLWQGSRLGGLSISLSDDCHGA 
HNHSFKRVTTTLQVFSWTVPQ 
AEPAMDC1H TA/DSPRQRLP*QA 
HESVAEVI1T 


4843 


35211 


A 


4884 


1 


648 


MSS WNPLPESFK.K.1 IG YLL YLFV 
ITAKDQQ/VSITASTWGFYWNH\ 
SQGKNPEQMEASQKPVAGLWA 
WWLN1SLSAASHGAQNHPFKR 
VTTTLQSQGWNKDLWIMRELL 
CNNRPEQLLQETATIKAPIAPAD 
PWSQEV1YNFCKAVSSVSCMPF 
NIHFNSNIPPESSGDWRMQQPC 
KVEQSILGAQRGGGGCRPGSLR 
ELFPCLLAEPNMEEEVAALRA 


4844 


35212 


A 


4885 


3 


597 


GTLEPAAEWSVLLGV\HSQDGP 

LDGAHTRAVAAIVVPANYSQV 

ELGADLALLRLASPASLGPAV 

WPVCLPRASHRFVHGTACWAT 

GWGDVQEADPLPLPWVLQEVE 

LRLLGEATCQCLYSQPGPFNLT 

LQ1LPGM LC AG YPEGRRDTCQP 

SPEPGPMCIS/VSH1QRLRDAVS 

HTWQRGTEPARLGSWERRQRQ 

QQQGPV 


4845 


35213 


B 


4886 


387 


552 




4846 


35214 


A 


4887 


20 


612 




4847 


35215 


A 


4888 


792 


959 


TGLSSSQNPKATKSIPWHNRLL 
PNVDSQVQQNSQAIIYTN*GNS 
ESQYPFSKMDT 


4848 


35216 


A 


4889 


268 


500 




4849 


35217 


A 


4890 


1 


529 




4850 


35218 


B 


4891 


259 


1672 




4851 


35219 


A 


4892 


480 


657 




4852 


35220 


A 


4893 


2 


377 


WCDFSSSLHRSVQALRTFCVTL 
SGAFVRDCTTVLSSTTCEPSTD 
V/CWAMNIVTSVLLLYGSEEEA 
FWLLVALC\ERMLPDYYNTRV 
VVIRTYDQRYEQCVDLYDGLP 
TTLFTTDD WH V WPDLTG LP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4853 


35221 


A 


4894 




251 


TEARKAAAVMPK.TAVLAAORP 
KKAWGVLIPKKSTKRTPKAFA 
GGGCW/TKVGWSKVAKKVPKP 
EASKPKKAAPKTRRYKSTLKTK 


4854 


35222 


A 


4895 


283 


427 


PSVSKESPLNSPASQAGSATFAT 
TPLTPPK/PAATSSVAAAALLPA 
LPR 


4855 


35223 


A 


4896 


111 


1095 


SRGWSRLPVPCCAPALLSPWAV 

NGIRRRGAGDGTRRGGSGCAG 

AHSAGLVASGPESWIPGPVPPG 

AEPPRRGDSGLARCPAPGHPSR 

ASPQRPAEGFDALAAPSRVPGD 

SRQLSRNNTRSRCEGRGGKTPP 

AWAGVHRHGPPPAAPPGRARV 

HGHRLRGGLGPGGGKRGLPGC 

CPRAADPRGRP/GETSRSGERGP 

PGRSAPLSLQPRHRTGLET/RQP 

SPLARSRPGLGPRPSARRPSRPA 

PPPPPPELHRG APQRG R V ASQT 

RPGARARPAADTHSSLKSPASQ 

AG S A AF ATA PLTPQK PQLRAP 

WQPLHSFRPGRGVTSRLRTAPP 


4856 


35224 


B 


4897 


243 


452 




4857 


35225 


A 


4898 


3 


353 


RRYLSPKYIKMFVLDEADEMLS 
RGFKDQ1YD1FQKLNSNTQVVL 
LSATMPSDVLEVTKKFMRDPIR 
ILVKKEELTLEGIRQFYINVERE 
EWKLDTLCD\LSAMHGDMDQK 
ERDVIMR 


4858 


35226 


A 


4899 


3 


410 


NLQEWKLDTLCDLYETLT1TQA 
V1F1NTRRKVDWLTEKMHARDF 
TVSAMVCLPAASLLWVCPSEV 
SYLKPGFLEPRCLPGLLHICFLF 
QHGDMDQKERDVIMREFRSGS 
SRVLITTDLLVSRGN**QRQKG 


4859 


35227 


A 


4900 


1 


235 


MLSYVLEVTKKFMRDP1WILVK 
K.EELILESIHQFCINVEQEKWK.L 
DTLRDLYETLT1TQAWIFTNTR 
RKCCSKVREI 














XlQWVCPPn U/VI HTF Cr\\ VPTI 
INoIN VilKc-c. WrwLlJ 1 Lv^UL. Y c 1 L 

TITQAVIFINTRRKVDWLTEKM 
HARDFTVSAMHGDMDQKERD 
VIMREFRSGSSRVLITTDLLVSR 
GN**QRGTRGVEAGHTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4861 


35229 


A 


4902 


2 


879 


AQFPTRLDLKATQALVLAPTRE 
LAQHIQKVVMALGDYMGASC 
HACIGGTNVRAEVQKLQMEAP 
HilVGTPGRVFDMLNRRYLSPK 
Y1KMFVLDEADEMLSRGFKDQI 
YD1FQKLNSNTQVVLLSATMPS 
DVLEVTKKFMRDP1R1LVKKEE 
LTLEGIRQFYINVEREEWKLDT 
LCDLYETLTITQAVIFINTRRKV 
DWLTEKMHARDFTVSAMHGD 
MDQKERDVIMREFRSGSSRVLI 
TTDLLARGIDVQQVSLVINYDL 
PTNR\ENYIHRJGRGGRFG RKGV 
A1NMVTEEDK 


4862 


35230 


A 


4903 


1 


1764 


MASLEEGIYSLKINSKRSSYNS 

MNPQFTAGSEGQNETEEPNKFQ 

SRKGRPQDSGSSLSLSVLQEILG 

DDIPKV K.EEA VI SSQSDLG ECPY 

CGERPARNATIFAPQKEKESAP 

EMSSSCDKRVTVN PPEKFSEGR 

PKTQNTLICEKCSQPSNFLDDY 

NPHV1IQKRLSNQSRVICEKSSP 

PLNVPDNYNSHSV1QKHKEKM 

AIERPSSGSDWSDVGGTTVIFSE 

EKPFSLCLPVVSEPPYYATDYT 

TFPPHYSPWHDYTSSWFSSTKS 

SCYPSLGSSSNTLQAGKSSCSSS 

SRSNNN 1 FQGERSSHQSFLSDYS 

TSFPVSSENTSRDLKMTEEGRS 

KNSSLFYYSRNVEAEAKEERVY 

QEETLGHPYGGRASSFPPRTIW 

QPEQPGFIDTHCHLDLLYSRLPF 

KGTFTKFRKIYSNTFPKEFQGCI 

SCFCNPQNLSDNLWEDQLKDD 

LVWGVFGCRPHFAHYYNNYQE 

RS1LKALRHPKAVAFGEMGLD 

YSSKCTTHIPEQQKVFKRLLRL 

AVSLK\KPMMIHCREADEDLLG 

ILK.KYVPSDHKMYQHCFTGSYP 

VIKPLLSCFPNLYVGFMAILTYS 

SAEQARETVKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Iinknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4863 


35231 


A 


4904 


125 


820 


VLAPNYHITFRNLSSVSSPVTSA 
EPVLQAGQARELSFSSLHPASPL 
LVPSTPALTLHAFNALVLFPSFP 
LEKAAKRERPKSKIQITARVGK 
MRRTWSPHTTISAGGSVNGAST 
LKNSLVWEAKPADTTNPTPPTT 
HPNPGPTPPTNTNRHPPPHHPLT 
N TPAPPHQPPATTP/SPQTQTPN 
YCPNTDHTTPTHDTPNPVPPTR 
RTPPNRTGICRTNTSQNYRLVSP 
APKIHWEA 


4864 


35232 


A 


4905 


407 


757 




4865 


35233 


A 


4906 


5 


426 


GKTSTKSQNASSPPKDHNSSPA 
REQN/WIENEFNELTEVGFRRIT 
SLEKNINDLMELKNTARELREA 
YTSINSQ1NQVEERISEIEDQLNE 
IKHEDKIREKRMKRNQQSLQEI 
WDYVKRPNLRLIGVPESDIENG 
TKLENTL 


4866 


35234 


A 


4907 


1 


2267 


MTGQFQDVVREEARPLPNRIM 

RLRFNHFATECSWDHLYVYDG 

DSIYAPLVAAFRCEVENRYQGN 

PLRGTCYYTLLIDYQFTFSLSQE 

DDRYYTA1MFVATPDEETPPIRG 

RQTAHTGELQLTSGGYPSGMK 

LPEEGTGERNRITINKKDVHTET 

PSKGHQHQRPKVDKSTKIKKN 

QRKKAENSKNKNASSSPEDHN 

SSPAREQNWMENEFDELTEVG 

FRRWVITNSSKLK.K.HVLTQCKE 

AKNLEKRLGQLLTR1TSLEKNV 

KELMELKNKAQELCEAYTSINS 

QIDQAEESISE1EDQLNEIKHED 

KIREK.RMKRNKQSLQEIWDYVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDI VQDN FPSL ARQANIQIQE 

ILKTPQRYFSRRATPRNIIITFTK 

VEIKGKMLRAVREKDHSAIKLE 

LRIKKLTQNCTTMWKLNNLLL 

NEYWVHNEIKAEINKFFETNEK 

KDTTYQDLWDTAKAVFKGKFI 

ALNAHRRKWERSRIDTLTSQLK 

ELEKQEQTNSKASKRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

EKINKIDRLLARPIKKKREKNQI 

DTIKNDKGDITTEPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPTTSSE 

IEAIINSLPTKrCSPGPDGFTAKL 

YQRYKEEVVPLLLKLFQTVGK 

EGPLPNSFYWANIILIPKPGRHT 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


liod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4867 


35235 


C 


4908 


605 


760 




4868 


35236 


A 


4909 


94 


400 




4869 


35237 


A 


4910 


1 


1538 


MPIQMQYPQYKLVENKTQPPVI 

YQY WPPADLQYRPPPE VKY RP 

QVVCPVPNSTAPYQQPTAVVF 

NPTAPPSGQGIIAQNTDLVEWF 

FLPHSTIKTFTLYLDQMATLIGQ 

ARLR1IKLCESDSDKIIVPLNKEQ 

VRQAFINSGAWQIGLADFVGII 

DNHYPKTKIFQFLKLTTWILPK1 

TRHKPLENALTVFTDGSSNGKA 

A YTRPKERLIETQ YH W AQRAE 

LVAVITVL\QDFNQSINIVSDSA 

YVVQATKDVETALIKYS1DDQL 

NQLFNMLQQTVRKRNFPFYVT 

H1RAHTNLPEPLTKANEQVDLL 

VSSAFLEAQELHALTHVNATGL 

KNKFDITWKQAKNIVQHYTQC 

Q1PHLPTQEAGVNPREQHFTGK 

K.NSPHEGKLIWWKDKKNK.TW 

EIGKVITWERGFACVSQGENQL 

PGW1PTRNLKFYNEPLGDAK.KS 

ASA ETK.N PQLS1 1 DSPG 1CAPGCL 

MPTTQNWLVEVPTVSATSKFT 

YHMVYPPAPKRQRPARTGITND 

DGSFVKKGDM 


4870 


35238 


A 


4911 


1 


759 


FRMVIRCLPQRELDCDRGNWT 
ATSAELTG1KWRRYNFGGHGD 
CGP11S VPAQDDPI LLSFI RCLQA 
NLLCVWRRDV*PDC*ELWIFW 
WGDEPNLVGV\YIMNCRLWKK 
DSGKMAFPMNVGRC/FFKA1HN 
LLERCLMDKNFVRIGKWFVRP 
YEKDEKPVNKSEHLSCAFMFFL 
\HGESNVCTSVEIAQHQPIYLIN 
EEH1HMAQSSPAPFQVLVSPYG 
LNGTLTGQAYKMSDPATRKLIE 
EWQYFYPMVLKKKKK 


4871 


35239 


A 


4912 


' 


539 


MRHPCDGNSLYFDH1SVNMLA 
VMLYYGFGRVSIGKTGLRGVQ 
RHLWPLPLDASSTKTVSSSHSD 
KGEIFSPFPCSLINCNNFEMRNT 
TKCLMDKNFVR1GKWFVRPYE 
K.DEKPVNKRVTSQEIWLFDEYA 
GVSLPCFAVERCALLPLCLLPR 
LM1SISSTSRQPQYISRRGLKAK.I 
SWVV 


4872 


35240 


A 


4913 


198 


620 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4873 


35241 


A 


4914 


63 


1267 


RNRILRMEFFDWFWAFWSWLL 
NMTRSQNAKDSSSNSMENTDSP 
WCELFRELCKINALDVPDSLLV 
RGNEFSASVHNTFDHM WRTKE 
RYEAGWLLLSSADRVMK.ENDE 
LRDSVSWLQKQILSLKSAKIAL 
SGSLISYRERAEIVEKQTQTLIM 
RVADLQQKGYINSPALCHNL1W 
RDLDHFSFPYDITLFHYIDD1ML 
IGSSEQEVANTLDILKGQRFVLT 
VIDTYSRYWFASPECNASA/KT 
TIHGFTEC1IHYHGIPHSIASYQG 
THFMAEEPGWXSKNQGVEVTPF 
T1TPSDPVATFLLPVPMTLRSAG 
LEVLVPEGGTLPPGDTTMIPEN 
WMLRLPPGHFGLLLPLSQQAK. 
KGVTVLAVVIDPDYQDEISLLF 
HNGAIISDGNGVIL1GLLQWFST 


4874 


35242 


A 


4915 


2 


2210 




4875 


35243 


A 


4916 


1 


2036 


MDTFLDTYTLPRLNQEEVESLN 

RPITGAE1VAIINSLPTKKSPGPD 

GFTAEFYQRYK.EELVPFLLQLF 

QSIEKEGILPNSFYEASIILIPKPG 

RETTKKENFRP1SLMN1DAK1VN 

K1LAKRIQQHIKKLIHHDQVGFI 

PGMQGWLNTCKS1MV1QH1NRA 

KDKNHM1IS1DAEKAFDKIQQPF 

MLKTLKKLGTDGTYFKJVRAIY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPFLFNIVLEVLARAIR 

QKEIKGIQLGK.EE VILSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKTNVQKSQAFLYTNNI 

QTGSQIMSDLPFTIASKRJKYLG 

IQLTRDMKDLFKNYKPLLTEM/ 

KTKKWKNIPCS/WELEKTTLKFI 

/WNRKRAR1AKSILSQKNKAGG 

ITLPDFKLYYKATVTKTAWYW 

DQNRDIDQWNRTEPSEITPHIY 

NYLIFDKPEKNKQWGKESLFN 

KWCWENWLA1CRKLKLDPFLT 

PYTKINSRWIKDLNLRPKTIKTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATQAKIDKWELIKLKSFCT 

AKETI IRVN RQPTK WEKIFTTY S 

SDKGL1SRIYNELKQ1YKKKKQP 

HQKDFAYHFTVFVFYFGAFLLE 

AAATSLHDLHCNTTITG/HATPE 

**PV*HKRSSLTiTYLCRSG*IIW 

WCDPHTHS 


4876 


35244 


A 


4917 




1359 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4877 


35245 


B 


4918 




948 




4878 


35246 


A 


4919 




981 




4879 


35247 


A 


4920 




3747 




4880 


35248 


A 


4921 




1875 




4881 


35249 


A 


4922 




2238 




4882 


35250 


A 


4923 




3924 




4883 


35251 


A 


4924 




1068 




4884 


35252 


B 


4925 


62 


389 




4885 


35253 


B 


4926 




3663 




4886 


35254 


A 


4927 




1474 


MAVSTTVRVDMPCCAVMLYC 
WGRSGKEQQPDEALKGKGFTV 
CFEGLRFGQKPGSYFSLDQIGH 
VEIQMITPPWRGTTLSTKRGGR 
KRGKTESDREHNLAPPKGRDTP 
KKEGAHVRGGPLSGTPPTEKK 
GKARSPRYGDTHRGEGLNKTH 
RAPQNFSESPEPT1NKIDRPLAR 
LI RKKREKNQIDTIKN DKG DITT 
NPTEIQTTIREYYKHLY ANKLE 
N LEETDKFLDTYTLPRLNQEE V 
ESLNRP1TGSEIEAIIN S LP\TKK S\ 
PGTDG FTAKFYQRYKEEL VPFL 
LKLFQSIEKEG1LPNSFYEASIILI 
PKPGRDTQKKENFRPISLMNID 
AKIVSKILANRIQVHIKKLIHHD 
QVGFIPGMQGCVGSSARAIGQE 
KE1KGIQLGKEEAKLSLFADDTI 
ECLENP1VSAQNLFKL1SNFSKV 
SGYKIHVPKSVSFLYTNNIQAES 
QIKNAIPFTIASKRIKYLGIQLTL 
EVKELYNKNYKTLLKEIRDE 


4887 


35255 


A 


4928 


419 


1002 


CYQRWKVLKKSSGPLARL/IKK 
REKNQIDAIKNDKGDITTDPTEI 
QTTIREYYKHLYINKLENLEET 
DKFLDTYTLPRLNQEEVESLNR 
PlTGSEIEAIfNSLQTKKSPGPDG 
FT AKL YQRYKEEL VI Y RFN A I P I 
KLPMTFFTELEKTTLKFIWNQK 
RIRJAKSILSQKNKAGGITLPDF 
KLYYKATVTKTAWYW 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4888 


35256 


A 


4929 


1 


2502 


MFFETNENKDTTYQNLWDTFK 

AVCRGKFIALNTHKRKQERSKI 

DTLTSQLKEPEKQEQTHSKASR 

RQEITKIRAELK.EIETQKTLQKIL 

QKINESRSWFFEEINKIDRLLAR 

LIKKKREKNQ1DAIKNDKGD1TT 

DRTEIQTTIREYYKHLY ANKLE 

NLEEMDKFLDTYNLPRLNQEE 

VESL\HRLITGSEIEAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPF 

LLKLFQSIEKEGILPNSFYEANII 

LIPKPGTDTTKKENFRPISLMNI 

DVKILNKILANRJQQQIKKLIHH 

DQVGF1PGMQGWFNIHKSINVI 

QH INRTKDKN HMIISIDAEKAF 

DKIQQPFMLKSLNKLVLEVLAR 

AIRQEKEMKG1QLGKEEVK.LSL 

FADDMIVYLENPIISAQDLLKLI 

SNFSK.VSGYEINVQKSQASLYT 

NNRQTESQIMSELPFTIASKRIK 

YLG 1QLTRDVKDLFKEN YKPLL 

NEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAILIKLPM 

TFFTELEK\TTLK.FIRNQKRACIA 

KS1LSKKE\KAGG1MLPEFKL*Y 

KATVTKTVWYWCQNRYIDQW 

NRTEPSEIIPH1YNHLIFDKPDKN 

KKWGK.DSLFNKWCWEHWLAI 

C R K L K.LDPFLTP YTK IN S RW I K 

DLNVRPKTIKTLAGHLGNTIRDI 

G LG KDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETAIRVNR 


4889 


35257 


A 


4930 


1 


4187 


MG DFNTPLSTLDRSMRQKVNK 
DSQELNSALHQADLTDICRTLH 
PKSTEYTFFAAPHHTYSKIDHIV 
GSKALFSKCKRTEIITNCLSDHS 
AIK.LELRIKKLTQNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETN EN KDTTYQN L WDTFKA V Y 
RGKFIAFKAVCRGKFIALNAQN 
RKQERSKIDTLTSQLKELEKQE 
QTHSKASRRQEITKIRAELKEIE 
TQKTLQKMSESRSWFFEKTNKI 
DRPLARLIKKKR 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4890 


35258 


A 


4931 




1818 


MSSRGPCTLETL1NPSPSVADDI 

PHLRPKPVYITTT RDN EN I Y ST K 

IPYMAARVVFIKWIVTFFLEKK 

YLTATQNTKNGVDVLPKIIQTV 

GGGAVQERAPELDGGGPTEQD 

KSHSNSSTLSDRRLSNSSLCSIE 

EEHRMVYEMVQRILLSTRGYV 

NFVNEVFHQAFLLPSCE1AVTR 

KVVQVYRKW1LQDKPVFMEEP 

DRKDVAQEDAEKLGFSETDSK 

EASSESSGHKRSSSWGTH\NSFT 

SAMSRGCVTEEG/TIQMLKAGV 

QALLQPVLCVFPLIPLPPLCNQA 

ARPAVVSIPLGDLLPWLSVLGG 

PADQWHLSYLK.PEGSSAYACIL 

EALESAGKGLWK.VSAVGRKP 

WTRGRSDRKGTVGHQVQFLFF 

KDEGRVDSRJLTLMVAWIRPNV 

LCVY1SRELWDDFLGVLS\SLTE 

WEELINEWANIMDSLTAVLAR 

TVYGVEMTNLPLDKLSEQKEK 

KQRGKGCVLDPQKGTTVGRSF 

SLSWRSHPDVTEPMRFRSATTS 

GAPGVEKARN1VRQKATAKRS 

QSISNCVHLSEALPATKSVPLLL 

HTLYKNKALKAALGQPVGKAD 

QLVVAGSPSVCCVEDQWGRSN 

LEAMVLWLYCIPPDGDVLYL 


4891 


35259 


C 


4932 


96 


278 




4892 


35260 


A 


4933 


1 


261 


KLRLPPGHFGLLLLLSQQAKKG 
VTVLAGVIDPDYHNEISLLLHN 
GGKKKTRPAEMLAEGKGNTE 
WVGEEVSHQYQL*PHDQLQKR 


4893 


35261 


C 


4934 


36 


385 




4894 


35262 


A 


4935 


1 


2349 




4895 


35263 


A 


4936 


207 


561 


QLA EPPHWIPGTRKDAQCLVGL 

pr.pwpnuiPUT nni i u/pivi?\/t 
rvjr WK^nlrrlLuuLLWrl YKV 1 

QKAASFEWGPE*EKALQQIQPS 
VQA ALPLGP* DL ADPMVLEVS 
MADRCAGWSLWQAP1GELQQ 
KPLGFWSKALP 
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SEQID 

NO: 


SEQID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


4896 


35264 


A 


4937 




1375 


MSTTQLDTMGAESLCNMETVQ 
VEDEGIQKLKEIRMVEWITPFRP 
THPSCEGPEDIPLTNALQNTFVR 
AAPASLK.SPVVALLLSPVGYRT 
HAVVISPVPECRFGIDILSSWQN 
PHIGSLAGRAHQKQFVGSWQG 
QQYAFTVLPQGHINSLALCHNL 
IWRDLDHFLLSQGITLVHYTDD 
I MLIG SN L ADPM VLE V SM AD RC 
AGWSLWQAPIGELQQKPLGFW 
SKALPSS A DN YSPFERQFF AC Y 
WALVETECLPTGHQLTMQPEL 
PIMNWVLSDPSSHKWVHGQSG 
HGGRDSGYSWTQQHGLPLTKG 
DLSMTTAECQIFQQQRPILSPRY 
GTIPWGDQPATWRQKWQRFVL 
TGIDTYSRYEFAYPACHASTKT 
TIHGLMEFLIHHHGIPHSIASDQ 
GTHLMAKEVRQWAHAHGIHW 
SYHVPHHPEVAGL1ERWNE\GL 
LKSQLQHQLVNRLRRELQCWL 


4897 


35265 


A 


4938 




324 


INCLRNCKT YQ A/RKP L WF YN T 
SLKFFLNKP/MLADVVFEIQGTT 
VPAHRAILV/ARCEVMAAMFN 
AG1FQAMCLLICAE/MYQVSRL 
QHICELFII/TQLQSMPSRELASM 
NL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4898 


35266 


A 


4939 


108 


2304 


VAAAYPPPASPPWSPARSLAGA 

APAPLCVGPAAVEAREGDAAG 

D ER1 AG EL A A RG PRE A V S RC F S 

PSRRPALGFEIMSIH1VALGNEG 

DTFHQDNRPSGLIRTYLGRSPL 

VSGDESSLLLNAASTVARPVFT 

EYQASAFGNVKLVVHDCPVW 

D1FDSDWYTSRNL1GGADI1VIK 

YNVNDKFSFHEVKDNYIPVIKR 

ALNSVPVIIAAVGTRQNEELPCT 

CPLCTSDRGSCVSTTEGIQLAKE 

LGATYLELHSLDDFYIGKYFGG 

VLEYFM1QALNQKTSEKMKKR 

KMSNSFHG1RPPQLEQPEKMPV 

LKAEASHYNSDLNNLLFCCQC 

VDVVFYNPDLKKVVEAHK.IVL 

CAVSHVFMLLFNVKSPTDIQDS 

SIIRTTQDLFAINRDTAFPGASH 

ESSGNPPLRVIVKDALFCSCLSD 

ILRFIYSGAFQWEELEED1RKKL 

KDSG DV SN V1EKVKCILKTPGKI 

NCLRNCKTYQARKPLWFYNTS 

LKFFLNKPMLADVVF\EIQGYG 

QCPAHRA1LWAPCEVMVAAMF 

NGNLHGKAKSVL1PVYGVSKET 

FLSFLEYLYTDSCCPA\G1FQAM 

CLLICAEMYQVSRLQH1CELF11 

TQLQSMPSRGTGHPWNLD1S/V 

DLL*KGPSFHHSWIAFSTWAYF 

HFHCYLTYLIFQFKRPGIFRDLF 

S/EGRNGSFLFGKRHRWGPSNM 

LLGRQL AG 1TGKYYFTSPGN VG 


4899 


35267 


B 


4940 


1 


3117 




4900 


35268 


A 


4941 


1 


1162 


MRVCARACVRTRTRMCVYAH 
TCVCVRTYAYVRVRVRVHVRA 
RVRVCAYARTRVRNSLSILPF1Q 
LTL ATPI HHIHQEEFNIRGI VPVL 
RRVKPDLAIG1DITPSCDTPDLH 
DYSEVRTNQGVGITCLNYHGRG 
TLAGLITPPRL1RMLEQTALEHN 
IPVQREVAPGVITETGYIQLFLP 
GWEIGFSPLALLLAFLCSTSPGF 
GDPDGLGVIAYQDTVRPNAAT 
AISELNALAVKGVILTGDNPRA 
AAAIAGELGLEFKAGLLPEDKV 
KAVTELNQHAPLAMVGDGIND 
APAMKAAA1GIAMGSGTDVAL 
ETADAALTHNH LRGLVQMIEL 
ARATHAN1RQNITIALGLKG1FL 
V TTL\M TGLWLAVLADTGATV 
LVTANALRLLRRR 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4901 


35269 


A 


4942 


1889 


3387 


QWA1KQFKHAEKENPYLFGGG 
HLRA1FR*SGFQ*RQLHTMHWG 
AS/QQAEHP/LAQPSTRAQLRTP1 
P/TA DS/QRAL VGSG MKPRLNG 
ERVLICAAGKHPADAFTGLINE 
LESAGQTVVLVVRNDDVLGVI 
ALQDTLRADAATAISELNALGV 
KGVILTGDNPRAAAAIAGELGL 
EFK.AGLLPEDKVKAVTELNQH 
APLAMVGDGINDAPAMKAAAI 
G1AMGSGTDVALETADAALTH 
NHLRGLVQMIELARATHANIRQ 
NITIA LG LKGIFLVTTLLGMTGL 
WLAVLADTGATVLFFPRLFEAR 
NSQVGNGETNQTRFRLCAAPG 
GTF1ADFTAGTGRRARPRRNRR 
RVVVSFDFHQNMRRFLMEIVA 
ARFVVSKVAAHFRTFHYGGVIF 
I SREN V I WRGFESI FDHLEQRFR 
LLFT1DNPVGVKNFVAAVLGVR 
LGKH1QFDVVRVTTKLCES1LQI 
VNFIFRQSQAKTQVSVDQRLTA 
LPQQINAGNRSRLMVGKQLLCI 


4902 


35270 


B 


4943 


1 


2104 




4903 


35271 


C 


4944 


1 


1215 




4904 


35272 


A 


4945 


3 


268 


YF.FNRPYPEIQRSGISVKLLEPLL 
FAATSDSQLSKTEISSIK1NSETV 
PVYQLRYNGNNALMFATYQD 
KMLVFSSTDMLFKDDQQDTEA 


4905 


35273 


B 


4946 


1 


1725 




4906 


35274 


A 


4947 


1 


1437 




4907 


35275 


A 


4948 


2 


736 


QCPYPY1AATGRILVVTHLICLA 
PQIVENQVTYPLTTTMLSVPGA 
KTVRGFSQFGDSYVYVIFEDGT 
DP Y WARSRVLE Y LNQ VQGMLP 
AGVSAELGPDATGVGWIYEYA 
LVDRSGKHDLADLRSLQDWIL 
KYELET1PCVSEVASVGGVVKE 
YQVVIDPQRLAQYGISLAEVKS 
ALDASNQEAGGS\SI\ELAEAEY 
MGGTCSAHGRALSRGVLWCRF 
SAIVRGPPRGMFCGAGAAPNLI 


4908 


35276 


A 


4949 


531 


632 




4909 


35277 


A 


4950 


532 


609 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4910 


35278 


A 


4951 


1 


525 


LGVEATA\1GDFGK\AAEKLPVP\ 
VELAQACAHAVMK.SGIDLAVS 
YCMQVNHGFAQPLEFLLGGLD 
KVPVLLVF1NGVATPLPGFQRT 
RMLGEAIGRFTSTPQYAGDTVN 
DEDISNT1RALFATGNFEDVRVL 
RDGELRKFPTCESDDNFRPVTF 
SVN Y V I RHDWVG 1 RRV VPEN E 


4911 


35279 


A 


4952 


1 


2769 




4912 


35280 


A 


4953 


1 


681 




4913 


35281 


A 


4954 


1 


1230 




4914 


35282 


A 


4955 


1 


774 


MLRTSDRPPYQYPKRCIPLSVL 
EVLRCARRWSLRPYKQLARAY1 
/ERYRHDRVDIEREKRGRLNQEI 
RGLVEQTNASLLNENANKDSK 
AHERGD1HYHDLDYSPFFPMF1M 
CMLIDLKGMLTQGFKMGNAEI 
EPPK.SI STATA VTAQI IG S VHI YG 
GTTINRIDEVLAPFVTASYNKH 
RKTAEEWNIPDAAGYANSRTIK. 
ECYDAFQSLEYEVNTLHTANV 
EGLTGDDG1AVEALKKNSQKPR 
MSASHNCELVSLRGRQYT 


4915 


35283 


A 


4956 


1 


1278 




4916 


35284 


A 


4957 


461 


1002 


SLSTKGYAAAKWCSTACAGS/T 
LLL1VLLWVFIPKGFFPGQDNGI 
1QGTLQAPQS1SFANMAQLQRQ 
VADV1LQDPAVQSLTSFVGVDG 
TNPSLNSARLQINLKPLDERDD 
RVQKVIARLHTAVDKVPGVDL 
FLQPTQDLTIDTQGSRTQYQFT 
LHATSLDALNTWVPQLMEKAQ 
QLPKLS 


4917 


35285 


A 


4958 


1 


291 


MNPVDRPLLDIGLTRLEFLR1SG 
KGLA\GLTIAPALLSLLGCKQED 
1 DSGTVGLINTPKG VL VTQRAR 
CTGCHRCE1SCTNFNDGSVGTF 
FSRJK.PH 


4918 


35286 


A 


4959 


1 


306 


MKNFE VLQPLQNS LSG LPL W V 
SERJLQQ1NQLTHYEPVIGIMGK 
TGAGKSSLCNALFAGEVSPVSD 
VAGCTRDPLRFRLQ1GEHFMTI 
VDL\PGVGESGVRD 


4919 


35287 


A 


4960 


2666 


2775 




4920 


35288 


A 


4961 


9 


308 


GDLDGSRHRAFLCHLPVELKTA 
LMFPVTLTRALMETAY/ATAVS 
A/NFRTESRGAH/SRFDFPD/RDD 
ENWL/CHSLYLPESESMTRRSV 
NMMPKLRPAFPPKIRT 


4921 


35289 


A 


4962 




1132 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4922 


35290 


A 


4963 


1 170 


1352 


RNLPDAAGQSCAGEIRLYRQQT 
QRSRLQRWLHLACFRRCNLHR 
RELDATA*QHVRSCRWR 


4923 


35291 


A 


4964 


1 


312 


MRKLTALFVASTLALGAAMLA 
HAADTTTAAPADAKPMMHHK 
GKFGPHQDMMFKDLNLTDAQ 
KQQIREIMKG\QRDQMKRPPLE 
ERRAMHD1IASDTFDKVKAEA 


4924 


35292 


A 


4965 




205 


KDHIKGVLEAQNSLSTQVSLFF 
* SFFG *NSNMRNLIQI YRSL/CTK 
AI*LMNFKRHKNQLVINYLSRS 


4925 


35293 


A 


4966 




915 


MTGVATARARGLRRPLSVGQV 
PPFARL WKG VQTVERHM L ANI 
GTGSQHPGCGFQLINQNSVIVF 
A AGEVNGF TSGDVQCLKMRSG 
DMNDIQRRQRLLPDGNKFGEIQ 
TTIREYYKHLYANKLEDLEEM 
DKFLDTYTLPRLNQEEVESLNR 
PITGSEIEAVVNSLPTKKSPGPE 
RLTAEFYQRYKEELVPFLLKLF 
QTTEKEGLLPNSFYEASVLLIPK 
PGKDTTKKENFRPISLIVTNIDVKI 
LNK1LANRIQQH1KKLIHHNQV 
GF1IGVQGWFNICKSTNVIYHV 
NRTNDKNHM1SIDTEKAFD 


4926 


35294 


A 


4967 


1 


1338 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coilon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4927 


35295 


A 


4968 


1 


1928 


PPLVIHRQTGSGEDLQQTPTDL 

QLRVLTIRRKTNKQKGHPHQNP 

ISSRRHEITK1RAELKETETQKTL 

QKKSMNPRSWFF\ERINK1DRLL 

ARL1KKKREKNQID\AIKNDK\W 

DITHRIPTEIETI1\REY\YKHLYT 

NKL\EN\LEEMDKFLDTYTLP\R 

LN\QEEVESL\HRLITGSEIEAITN 

SLT\TKKSPGPDGF\1AAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

F\YEASI1LISKPGRDTTKKENFR 

PISLMN1DAK1LNKILANQIQQHI 

KKLIHHHQVGFIPGMQGWFN1L 

KSINVIHHINRTKDKNHMHSIEA 

EKAFDK1QQPFMLKTLNKLGID 

GTYLTYLKIIRAVYEKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNVVL\EVLVGAIRQEKEIKG 

IQLGKEDVKLSLFADDMIVYLE 

NPIVSAQNLLK.LISNFSEVSGYK 

1NVQKSQAFLYTNNRQTESQIM 

SELPFTIASKR1KYLG1QLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKN1PCSW1GRINIVKMAILPK.T 

LNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAP 

KSTGTNGHQASGLPRF*RIAFCS 

ALVKSKRKLYQGYLPGQTDRR 

EEGVSWCPGGP 


4928 


35296 


A 


4969 


2 


237 


QPVEDTWLSTPAAPMVDSLIAR 
VRVMARGNAITLPVCGRDVK/F 
TLE VLRGDS V E K.TS RV W\SG 1ET 
YQELVTEDALDDL 


4929 


35297 


A 


4970 




1752 




4930 


35298 


A 


4971 




723 




4931 


35299 


A 


4972 




1701 




4932 


35300 


A 


4973 




1446 




4933 


35301 


A 


4974 




403 


M KLMETLNQC IN AG HEMTKA I 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYT1EQI 
NHMRDVFGTRLRRAEDVFPPV1 
GVAAHKG\LALKGLRVLLVEV 
RHRV 


4934 


35302 


A 


4975 


1 


1374 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4935 


35303 


A 


4976 


1 


2259 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLAL/KGLRVLLVEVHKRWS*N 

DEGYRHCTV* * *\HPEARKITRR 

WRIGEAADLVGVSSQA1RDAEK 

AGRLPHPDMEIRGRVEQR\LV1Q 

LNKLIICVMCLVRDCDVLKTYF 

HR*SGLLPIKVAFTKP/HVSVHL 

AQDLALKGLRVLLVEEPPSAPN 

LGIGTINVVCAADVLIVPTPAEL 

FDYTSALQFFDMLRDLLKNVD 

LKGFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

VRETDEVGKAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKFT 

LEVLRGDSVEKTSRCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQ1RKSDGTLQEHDG1 

CEIHVAKYAE1FGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKGYESFPWF1KRAHSPSRG 

LYSVHINPYLIPFFIGLQNRFTQF 

RLSETKEITNPYAMRLYESLCQ 

YHPLTIEKVMKPLITSNTVTDEI 

ERANVFKMNGKWYLFTDSRGS 

KMTIDGINSND1YMLGYVSNSL 

TGPYKPLNKTGLVLQMGLDPN 


4936 


35304 


B 


4977 


1 


1744 




4937 


35305 


A 


4978 


1 


2367 




4938 


35306 


A 


4979 


1 


1215 




4939 


35307 


A 


4980 


1 


946 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGQAPCMK\LTMRS 

SSSSAPSPWML 


4940 


35308 


A 


4981 


1 


1572 
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NO: 


SEQ ID NO: 

sequence 


hod 


SCO ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4941 


35309 


A 


4982 




1617 




4942 


35310 


A 


4983 




550 




4943 


3531 1 


A 


4984 


1 


3818 




4944 


35312 


A 


4985 


607 


3777 




4945 


35313 


A 


4986 


671 


3091 


ARCQRVPGRPVPDLLRCLPRAT 

TPAPSPAPGLVVRRLAAPVPAA 

APVPAAAPVPAAAPVPAAAPVP 

AAAPVPAAAPVPVAAPVPVAA 

PVPAAAPVPAAAPVPAAAPVPA 

AAPVPAAAPVPVAAPVPAAAP 

VPRFQSPNQTASTSDSPHIGQLP 

HQTVP1SDSFHTGQSPHRTDSTP 

DSPHTGQLPHRTVPTPD/ELPHR 

TVPTPDSFHTRQSPHQTASTPDS 

PHIGQLPHQTVPISDSFHTRQSP 

HQTASTQDSPHTGQIPHRTVPT 

PDSFHTRQSPYRTASTPDSPHIG 

QLAHRTVPTPDSFHTGQSPHRT 

DSTPDSPHTRQLPHQTVPISDSF 

HTGQSPYRTASTPDSPHTRQLP 

HQTASTPDSPHTRQSPHRTVPT 

PDSSPHQTVSTPDSPHTRQLPH 

QTVPTPDSFHTRQSPHQTVPTP 

DSPHTRQLPHQTASTPDSPVTPD 

SPHTGQSPHQFPHQTVPTADSP 

H TRQLPHQTV PTADS PTPDSFH 

TRHSPHQTASTPDSPHIGQLPHR 

TVPTPDSFHTRQSPHQTASTPDT 

PHTRQLPQQTVPTADSPTPDSF 

HTRQSPHQTVPTPDSPHTRQSP 

H RTVP TPDSFHTRQYPQRTVPTA 

QTASTPGSPHTKQSPHQTVPTP 

DCPHTGQSPYQTVSTPDSPHTR 

Horny 1 Acs 1 rUarnlutjLrnl^ 1 

Ao 1 LUorrilUKrlr KV^IJVlAr I rtbr 

HARQLPCQMAPTPDSPTLDGPH 


4946 


35314 


B 


4987 


1 


891 




4947 


35315 


A 


4988 


157 


1990 




4948 


35316 


B 


4989 


1 


2157 




4949 


35317 


A 


4990 


1 


378 


MSIKGTYLKVIKAIYDKPTASSI 
LNGENLKAFLLRTGTRQGCPLY 
KINVYKSVALLYTTNDQGENQI 
NNSTPYTTAPRKIKY1GIYLTKE 
VKDLYKENYKTLLKEVIDDT/R 
WKHIPCSWMGRINIV 


4950 


35318 


A 


4991 


1 


392 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4951 


35319 


A 


4992 




1570 


ETDFAFVGQAGVQWCDLSSPQ 

PLPPWVQA1LLPQPPRQGCWSG 

IPKWSGISEDVQVWKNCKLDL 

AAATGKNCLGQGEEALLTQMR 

TGNQREVSDWWEEFVYLRSRN 

PLMVNSNYYMMDFLYVTPTPL 

QAARAGNAVHALLLYRHRLNR 

QEIPPVRGPQWVRDGGVVLWP 

LGHVGPGRQLTA HGFI -QTLLM 

GMRPLCSAQYEKIFNTTRIPGV 

QKDY1RHLHDSQHVAVFHRGR 

FFRMGTHSRNSLLSPRALEQQF 

QR1LDDPSPACPHEEHLAALTA 

APRGTWAQVRTSLKTQAAEAL 

EAVEGAAFFVSLDAEPA\GLTL 

EDPAASLDAYAHALLAGRGHD 

RWF\DK\SFTL1VFSNGKLGLSV 

EHSWADCPISGHMWEFTLATE 

CFQLGYSTDGHCK.GHPDPTLPQ 

PQRLQWALPDH1HSS1SLALRG 

AK.1LSENVDCHVVPFSLFGKSFI 

RRCHLSLDSFIQ1ALQLAHFRDR 

GQFCLTYESAMTRLFLEGRTET 

VRSCTREACNFVRAMEDKKKT 


4952 


35320 


A 


4993 




1027 


MPAKSPGQDVLGTDN1KIDVFK 

QTNQKSHTGEKPYECPECGKAF 

SEKSRLRKHQRTHTGEKPYKC 

DGCDKAFSAKSGLR1HQRTHTG 

EKPFECHECGKSFNYKS1LIVHQ 

RTHTGEKPFECNECGKSFSHMS 

GLRNHRRTHTGERPYKCDECG 

KAFKLK.SGLRKHHRTHTGEKP 

YKCNQCGKAFGQKS\QLRGHH 

RIHSGEKP\YKCNHCGEAFSQKS 

NLRVHHRTHTGEKPYQCEECG 

KTFRQKSNLRG\HQRTHSGEKP 

YECNECGKAFSEKSVLRKHQR 

THT\GEKP\YNCNQCGEAFSQKS 

NLRVHQRTHTGEKPYKCDKCG 

RTFSQKSSLREHQKAHPGD 


4953 


35321 


A 


4994 


154 


331 


IPAAATCMGSLLGG*ETPGLWA 
RRSVKSRGLFPGLPSPSRASVRS 
LLLLPAWAAFLEGIVDTRPTAW 
RAFPWTLFLSVFCQFLDFPETSL 
DSQKLSLDTPSF 
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SEQ ID 

NO: 


SEQ ID [NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oMast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4954 


35322 


A 


4995 


657 


1455 


PEPKJPAAVAPPPESPLPAGDSEG 

CLQPGHLL\PASPRLPRPRQAAS 

LAHRPEKSAPGADCPSGRRAGR 

PWTCGGLSGPAAAPRPCPLAPA 

FAPAFLALGAQR\GPGPEQGGH 

ERQAERPGRRSRRTRAYSARIY 

LPVAAEWPMGPGPEPGAGGRR 

RGEVPGPGAQRSPARRRRGGPA 

AVSSGGRGVGGLRGAVLFQHP 

EQQQRPVGLAGLGAQQPAHV 

WRYGPLST/PPALGPPAAARGP\ 

GRRLFLPFSFSPSAGAPGAASRP 

SPRRSP 


4955 


35323 


A 


4996 




415 




4956 


35324 


B 


4997 


8 


211 




4957 


35325 


A 


4998 


1 


563 


mdpnheeipdlpek.efrrvk.sk 
nhmtisidaekafdniqhrfmi 
ktlsk1giqgthfn\i 1 ka1ydkp 
tasiilngenlkafplrtgtsivl 

EVLARAIRREKE1KGIQIGKEEV 

KLLLFADDM1VYLENPKDSYRK 

LLEQIKEFSKVSRYKINVQKSIA 

LLYANSDQAENQ1NNPTSFTIA 

AKNK1K 


4958 


35326 


A 


4999 


667 


960 




4959 


35327 


A 


5000 


317 


1157 


EFRMDPAIALVLALSLTVPKLT 

VPDSPLRLYRSFCTSACTSNLV 

VHFA*KEKWPDV*LYTDSWAV 

ANGLAGWSGTWKKHDWKIDD 

NEIWGRGMWIDLSEWSKTVK1F 

VSHESAHH1T*KSSAEEDFKNQ 

VDRMIHSVDTTRPLSPATPVITQ 

WAHEQSGHGDRDGGYAWAQQ 

HG L PLTKA DL AM VTA ECPICQQ 

QRPTLSP* YGTI PRG DQPATW W 

QVDYIGPLSSWKGQRFVLTGID/ 

TSGYEFAYPARSSANST1RGLM 

ECLIHHHGIPHSIASNQLYS 


4960 


35328 


A 


5001 


2 


15246 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4961 


35329 


A 


5002 


1 


951 


MALALNRYL/CLAVLPLITKCA 

PLFAG/TEHRAIMVDSMLHTVY 

R/LSRGRSLTKAQRDV1ED/CLM 

SLC\RLLRRLVFDVPILNEFA/K 

MPLKLLTNHYERCWKY/Y CLPT 

GWANFGVTSEEE/LHLTRKLFW 

G IFDSLAH/K.KY/DPELYRM AM 

PCLCAIAG/ALPPDYVDASYSSK 

AE/KKATVDA EGN F D PRP VET/L 

NV/IIPEKLDSFINKFAEYT/HEK 

WAFDK/DKEIYRWPIKESLKAM 

1/AWEWTIEKAREDLDPREGYN 

PQPPDLSAV/TLSRELQAMAEQ 

LAENYHN/TWGRK.KK.QELEAK 

GGGTHPLLVP/YDTLTAK.EK.AR 

DREKAQSY 


4962 


35330 


A 


5003 


273 


478 




4963 


35331 


A 


5004 


2 


622 


GAPRSLSEKERQLMGMINQLSS 
FREQLLHAHYEQKKLAASQIEK 
QRQHMKLGKQ\QQEQIARQQQ 
RLIQQQHKINLLQQQIQQLYAA 
QLAAMQVSPGGKLPG1PQGNL 
GAAVSPTSIHTDKSTNSPPPKSK 
TCCLLLWEDEHSASIPEVTNQQI 
HLHLASS1TDHGGKVIWERCLE 
ESGKGVTGFPDWSPRWGRIPPE 
GSKEGFTKE 


4964 


35332 


A 


5005 


3 


512 




4965 


35333 


A 


5006 


1 


642 


MHAQTYAHTDTRAQPCTSMEK 

QVSLKPTEEAHKKERKPQKPG 

KYICQYCSRPC/AKPSVLQKHIR 

SHTGYG\CEMYPHGLEMERJPG 

EEFEEPTEGESTDSEEETSATSG 

HPAELSPRPKQPLLSSGLYSSGS 

HSSSHERCSLSQSSTAQSLEDPP 

PFVEPSSEHPLSHKPEDTHTIKQ 

K L ALRLSERKKHQ VI DRLG SG I 

LAGLSWQLLPQGEAL 


4966 


35334 


A 


5007 


341 


1020 


TLNRRQGCCLGSWLTRSNGILL 
FEISRPTYLPILL1LFLV1CR/HKL 
KMSVLNMVVRHDPGSTESAKA 
KEELIFRCRSRHFRASPLFSQHA 
AADKHKFQRFLTADMALAVTV 
YAPTTFPPSSLLLFKQKSNGMH 
NLI ATGHLLLVDPNRMVIKRVV 
LSDPPFKICTKMAVVCYMFFNR 
EDVQWFKPVELRTKWSRRGH1 
QEPSGTHGRMKCSFDRKLKSQ 
NTELMNLYK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4967 


35335 


A 


5008 


1 


847 


EKAQALEDLAGFKDPAPGHTE 
ESMTHDKTTKIPCKSPPELVDT 
ATSSKK.WPRACGQKVEVKEEL 
LAVGK.LTQTSG ETTHTNKEPEG 
EGKGMKAFK.QPAKQKLDPENV 
TGSRRLPRVPKEXAQPLEDLAS 
FQELSQTPGHTEELANGADSFT 
SAPKQAPDSGKPLKISRRVLQA 
PKVEPVGDLVGTR/D/PVKSQSK 
SNTSLPPLPFKRGCGKDGSVTG 
TK.RPHCMPAPEEIIEELPASKKQ 
R/VVAPRVRGKSPEPLVIMKRSL 
RTSAKR1EPAEDLNSNNMKTNN 


4968 


35336 


A 


5009 


9 


1094 


1RHEEESMTDDKTTIIPCKSSPEL 

EDTATSSKRRPRTRAQKVEVKE 

ELLAVGKLTQTSGESTHTDKEP 

VGEG K\GTKAFKQPAKRKLDA 

EDVIGSRRQPRAPKEKAQPLED 

LASFQELSQTPGHTEELANGAA 

DSFTSAPKQTPDSGKPLKISRRV 

LRAPKVEPVGDVVSTRDPVKS 

QSKSNTSLPPLPFKRGGGKDGS 

VTGT\KRLRCMPAPEEIVEELPT\ 

SKKQRVVAPRARGKSSEPVVIM 

K\RSL\RTSAKRIEPAEELNSND 

MKTNKEEHKLQDSVPENKGISL 

RSRRQNK.TEAEQQ1TEVFVLAE 

RIEINRNEK.KPMKTSPEMD1QNP 

DDGARKP1PRDKVTENK.RCLRS 

ARQNESSQP 


4969 


35337 


A 


5010 


1 


459 


MAKPWRALCILLRSLDSFLQLS 
ASLTCFGFMHNTYKNRPWGVL 
RSSTERSPRKGTAGDMRAGGRF 
NAPL1GQDLLFKEHFASKALDT 
CTN I ARSAKTQGGPVAAILLLL 
AFGPC1FNLRVKFVSSRIKA1KL 
QM/RLTIYRGPLDRPAGPSTGL 


4970 


35338 


B 


5011 


1 j 


687 




4971 


35339 


C 


5012 


194 


418 




4972 


35340 


A 


5013 


17 


396 




4973 


35341 


A 


5014 


1 


70 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4974 


35342 


A 


5015 


1 


994 


MCFVKVVKNK.AYFKRYQVKF 

RRRREGKTDYYARK.RLVIQDK 

NKYNTPKYRMIVRVTNRDMICQ 

1AYARIEGIM1VCAAYAPELPKA 

YGVK\VGLTNYAAA\YCTGLLA 

GPAGFFHRFGMDKFYEG\QVEV 

TGDEYNVESIDGQPGCLHPAY 

WDARPLPRTSPLAIKVFWLP*R 

GAWDGGLVLFPPQYPNRFPWL 

WIPESQGNLNARRYHREGTIHG 

PR1VAGLHAPTLMEEDEDANYK 

KQFVRQYVKNS\VTPD\MMEE 

MYKKAHAAIRNENPVYEKKPK 

KEV\KRKRWNR\PKMSLAQKK 

DRVAQKKASPLVRAQERAAEKL 

NQTJFYKDFSDIAN 


4975 


35343 


C 


5016 


27 


308 




4976 


35344 


c 


5017 


68 


307 




4977 


35345 


A 


5018 


388 


1485 




4978 


35346 


A 


5019 


3 


1940 


RDRMILLKMEQEIIDFIADNNN 

HYKKFPQMSSYQRMLVHRVA 

AYFGLDHNVDQTGKSVII'NKTS 

STRIPEQRFCEHLKDEKGEESQ 

KRFILKRDNSSIDKEDNQSVCS 

QESLFVENSRLLEDSNICNETYK 

KRQLFRGNRDGSGRTSGSRQSS 

SENELKWSDHQRAWSSTDSDS 

SNRNLKPAMTK.TASFGGITVLT 

RGDSTSSTRSTGK.LSK.AGSESSS 

SAGSSGSLSRTHPPLQSTPLVAG 

\VAAGSPGCVP\YPENGIGGQVA 

PSSTSYILLPLEAATGIPPGSILL 

NPHTGQPFVNPDGTPAIYNPPTS 

QQPLRSAMVGQSQQQPPQQQP 

SPQPQQQVQPPQPQMAGPLVT 

QS1PAKKELNAFRVRNQEQRDT 

GTLHEGSGKISRMVLGWEPLSP 

YAPDRDDVATQFGQMTLSRQS 

SGETPEPPSGPVYPSSLMPQPAQ 

QPSYVIASTGQQLPTGGFSGSGP 

PISQQVLQPPPSPQGFVQQPPPA 

QMPVYYYPSGQYPTSTTQQYR 

PMAPVQYNAQRSQQMPQAAQ 

QAVLEVLSPLVSTVMPPKLAVL 

VMAGFRLRLELSESVLLQALW 

WSDHLSSFSELLCRLPDVLPEPS 

LLPLEYDHQKDAQGQDYLTCM 

VLVTLLLESPTGIQEDDSNEISVI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4979 


35347 


A 


5020 




1353 


GDAYALVLRVTLYCGKCHXNE 

VVLAP1FEILSTESIQDQI.PYSV 

MLMSMLAITEGRRSFSVSVENA 

CSMYVTTVQVK.EVNQMHISPN 

SCNAIHPRDH1LE1SGTPTHTLQ 

VEELEDAISQMSQTLLLL1EHDP 

VSRSPAQLRLDAWLSPHTQNA 

GHPHALSTLDTKDNLEGTLRRC 

SLRLSNSISKSPSPSSPKEPLLLS 

RDISC WESLCCSSTYSKQN FRSC 

DLIHGEVLGKGFFGQA1K.VTHK 

ATGKVLVMKELMRCDEENQK 

TFLTEVK.VTLPSNLLPPGHDLL 

QTGAREQTGILK.TGGLSVPGGA 

GHPAACRAGGVGPHCEHAVRP 

DPRLTPLALAQPPAGGCSTASIA 

PLFSIPAVSRVFRASRGLAACLE 

AEQAGRTILTCEVCKLVVGLSL 

DSQQQLSSV LCG WLCLSCPQL 

WSLNRHPQHQHHLVEMQNLKS 

HPRPGETESAL 


4980 


35348 


A 


5021 


1 


588 


MEYPDGGS 1'LDLLEPGPLDETQ 
1IT1LREILKGLDYLHSEKK1HRG 
VKAANVLLSEHCEVKLVDFGM 

agqladtqtkrntfvgtpfwi 

apennpptleenyskplkefve 

aclnkelsfrptakellk.hkf1l 

rdtkktsyltel1drykrwra 

kqsqedsssedsnsetdgqds\g 

gsdsgdwiftiqekdpk.nl 


4981 


35349 


A 


5022 




1380 


GPRASPPRADRRGPAVPSQEVA 

VLSAMAHSPVQSGLPGMQNLK 

ADPEELFTKLEKIGKGSFGEVF 

KGIDNRTQKVVAIKIIDLEEAED 

EIEDIQQEITVLSQCDSPYVTrCY 

YGSYLKDTKLWIIMEYLGGGS 

ALDLLEPGPLDETQIATILREILK. 

GLDYLHSEKK.1HRDIKAANVLL 

SEHGEVKLADFGVAGQLTDTQI 

KRNTFVGTPFWMVVPEVIKQAG 

YDSKADIWSLG1TAIELARGEPP 

HSELHPMKVLFLIPKNNPPTLE 

GNYSKPLKEFVEACLNKEPSFIP 

TAKELLKHKFILRNAKAKTSYLT 

EL1DRYK\RWKAEQSHDDSSSE\ 

DSDAEUDGQASGGSDSGDWIF 

T1REKDPKNLENGALQPSDLDR 

NKMKDIPKRPFSQWLSTIISPLF 

AELKEKSQXACGGELGGPLKEL 

RGAIYLAEEACPGISDTMVAQL 

VQRLQRYSLSGGGTSSH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4982 


35350 


A 


5023 


1 


346 


MAGEKVEKPDTKEKKPEAK.KA 
DAGGKVQEGTGRYSRSAMYSR 
KAMYKRKYSAAKSK.IEKK.KEK 
VLATVTKPVGGDKNGGTQVFV 
QIITYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4983 


35351 


A 


5024 


67 


599 


SAAKSEMAGEKVEKPDTKEKK 
PEAKKVDAGGKVKKGNLKAK 
KPK.KGKPHCSRNPVLVRGJGRY 
SRSAMYSRKAMYK\RKYSAAK 
SKVEKKKKEKVLRNLLQNQVG 
GDKN\GGTR/VGLNFRKMPRI\Y 
PTEYDVPVRKLLSHGQKNPFSQH 
V/REKLRASITPGTILIMLTGRHR 
GKRVVFLN 


4984 


35352 


A 


5025 


101 


202 


PVPGTSSCTDRYHYK.KH**KJN 
TKLVSKYILNM 


4985 


35353 


A 


5026 


2 


562 


LRTVPDLPGRRFRAMRTGQRR* 
PELPPDMNSLEQAEDLKAFERR 
LTE YIHCLQPATG R WRMLLI V V 
SVCTATGAWNWLIDPETQKVS 

r r 1 ctLs WIN Mr r r 1 ioUl 1 LlLiLvrr f\ 

G1HKRVVAPSUAARCRTVLAEY 
NMSCDDTGKL1LKPRPHVQ*QS 
SLIVMGLRJAFLR1SDTAKSHKG 
FLLRLDM 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coJon Tor peptide 


codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4986 


35354 


A 


5027 


1 


2090 


MGAVFFMLFSWWITSGHIQLLC 

TRRRATVSTHQEFVVTVSPFSL 

GLVVSGCLDADTAMPGSAEEQ 

FQWQSQDGQKDIEDELTTGLEL 

VDSCI RSLQESG ILDPQDYSTGE 

RVIHFGKTLGLSSEDYSIMEKG 

QMVKEVTVTPQVSVLKANETM 

ASALCGQEGHDDPLLLTVQMS 

TGNHYIKDNSLFPWVKWPSLLS 

QSALQLNSKPEGSFQYPASYHS 

NQTLALGETTPSQLPARGTQAR 

ATGQSFSQGTTSRAGHLAGPEP 

APPPPPPPREPFAPSLGSAFHLPD 

APPAAAAAALYYSSSTLPAPPR 

GGSPLAAPQGGSPTKLQRGGSA 

PEGATYAAPRGSSPKQSPSRLA 

KSYSTSSPIN1VVSSAGLSPIRVT 

SPPTVQSTISSSPIHQLSSTIGTY 

ATLSPTKRLVHASEQYSKHSQE 

LYATATLQRPGSLAAGSRASYS 

SQHGHLGPELRALQSPEHHIDPI 

YEDRV YQKPPM RSLSQSQGDP 

LPPAHTGTYRTSTAPSSPGVDS 

VPLQRTGSQHGPQNAAAATFQ 

RASYAAGPASNYADPYRQLQY 

CPSVESPYSKSGPALPPEGTLAR 

SPS I DSIQKDPSKYPILCDGGNPF 

CALVYRPSSRERASSL/LKSMCY 

Q*NRLYPKFRRVLGSGFEGMQ 

RRPCASKGIKGRFCGSSLEQDC 

EHGGQHPCYPKLVPTLWNPHQ 

REGNQKNSERV 


4987 


35355 


A 


5028 


123 


3825 




4988 


35356 


A 


5029 


1 


593 


MQVCSSGGRILRVSGTERQLRR 

EGGRFCLGRGVRNLREGGALR 

APFTAPSLTA LPPDIVDIKPAN\ 

M EDLTE VTTA S E S H PHHCNLF V 

YSSSKGFLRLCDMRAAALCDK 

HSKHPCDDIGPIQIIQGHLRTSR 

GWMI1LPALQSTFRCRMDEQNL 

RAFLAPRLCDFSTSQPQPGSPEQ 

PVMSGLISPWTKPSRSSVFSM 


4989 


35357 


A 


5030 


1 


894 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4990 


35358 


A 


5031 




3115 


RQ1CSMASELGARDDGGCTELA 
K.PLYLQYLERALRLDHFLRQTS 
AIFNRNISSDDSEDGLDDSNPLL 
PQSGDPLIQVK.EEPPNSLLGETS 
GAGSSGMLNTYSLNGVLQSES 
KCDKGNLYNFSK.LKKSRKWLK 
SILLSDESSEADSQSEDDDEEEL 
NLSREELHNMLRLHKYKKLHQ 
NK.YSKDKELQQYQYYSAGLLS 
TYDPFYEQQRHLLGPKKKKFK 
EEKKLKAKLKKVKKKRRRDEE 
LSSEESPRRHHHQTKV 


4991 


35359 


A 


5032 




1522 


MVAQASGQT1REAEVGGSLTA 

QEVEATS1LLSDESSEADSQSED 

DDEEELNLSREELHNMLRLHK 

YKKLHQNKYSKDKEWMSQLA 

ALNYYLAGGDEQKLLDLSYSPP 

QNRQPAMAKAHNNNNNNNNN 

NNNNHNKNPKRLLDERELLTY 

STATQSFDTRNTRSFDEDAKES 

RAAALRAANKSGTGFGESYSL 

ANPSIRAGED1PQPTIFNGKLKG 

YQLK.GMNWLANLYEQRLERL 

RFLQLEQEHTCPQEGRAERLRG 

QPLKLWALLHF1MPTLFDSHEE 

FNEWFSKDIESHAENKSAIDET 

KLKKVKKKRRRDEELSSEESPR 

RHHHQTKVFAKFSHDAPPPGT 

KKKHLSIEQLNARRRKVWLS1V 

KKELPKKTLYTQDAPFHVV1TS 

NQL VVQD VKYFQRVKWQYM V 

LDEAQALKSSSSLTRSNARYPL 

VSSQRKIHDQQVTTDKSSKMDP 

KEEEY1PAKHEMENTKLQFYLS 

AIGEKQWRWKILLQFQCRNRL 

LLTGTPIQNTMAE 


4992 


35360 


A 


5033 


1 


974 


MGFHHVARAGLELLTSGMCCY 

FAQDLRPEQSIKASLQRIILRKY 

EKCGHHNLQLKKGYKSVDEYK 

VHKGSYNGFNQCLTTTQSKIFQ 

CDKYVKDFHrCFSNSNRHMTEK 

NPFKCKECGKSFCVLSHLTQHK 

RJHTTVNSYKLEECGKAFNVSS 

TLSQHMRIHTGQKHYQCGEM\ 

GIAFNKSSHLNTHKIIHTGEKSY 

KREECGKAFN1SSHLTTHKIIHT 

GENAYKCKECGKAFNQSSTLT 

RHK11HAGEKPY1CEHCGRAFN 

QSSNLTKHKR1HTGDKPYKCEE 

CGKAFNVSSTLTQHK.RIQQQQQ 

QTIKQTKNLLNN1MNKKLWV 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hid 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codun, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4993 


35361 


B 


5034 


22 


684 




4994 


35362 


A 


5035 




1338 




4995 


35363 


A 


5036 




596 


MGMTDMGKSKK.KSQGPPSFPP 
GGAPPPAIGAPAGRERPPGTGD 
PFNQRPCDNLKTCHTSHGSVM 
AETAVINHK.K.RKNSPRIVQSND 
LTEAAYSLSRDQKRMLYLFVD 
QIRKSDGTLQEHDGICEIHVAK 
YAEIFGLTSAEASKD1RQALKSF 
AG KE V VF YRPG EDAGHEK.GYE 
SFPW/FIKRSPE*RRGKFPFTQM 
GQD 


4996 


35364 


A 


5037 


787 


1692 




4997 


35365 


A 


5038 


289 


1338 




4998 


35366 


A 


5039 


982 


1347 




4999 


35367 


A 


5040 


1 


780 




5000 


35368 


B 


5041 


148 


334 




5001 


35369 


A 


5042 


2 


545 




5002 


35370 


A 


5043 




732 




5003 


35371 


A 


5044 




1110 




5004 


35372 


A 


5045 


1 


1170 




5005 


35373 


A 


5046 




870 




5006 


35374 


A 


5047 


1 


1254 




5007 


35375 


A 


5048 


614 


1236 


TARVAAARRRCQCWGSGACGS 
ALTLPRTSSLTLTETPIVQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
IRDKLMERRNRRTGRTEK.ARIW 
EVTDRTVRTW1GEAVAAAAAD 
GVTFSVPVTPHTFRHSYAMHM 
LYAGIPLKVLQSLMGHKS1SSTE 
VYTKVFALDVAARHRVQFAMP 
ESDAVAMLKQLS 


5008 


35376 


B 


5049 


1 


1281 




5009 


35377 


A 


5050 


2 


893 




5010 


35378 


A 


5051 




1416 




5011 


35379 


B 


5052 


49 


768 




5012 


35380 


A 


5053 


1 ^ 


792 




5013 


35381 


C 


5054 


1 


1461 




5014 


35382 


A 


5055 


887 


1203 


RPEKAR/IWGVTDRTVRTW1GR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKS1SSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLK.QLS 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5015 


35383 


A 


5056 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKX 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLLVTAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


5016 


35384 


A 


5057 


1040 


1477 




5017 


35385 


A 


5058 




1422 




5018 


35386 


B 


5059 


1 


1404 




5019 


35387 


A 


5060 


353 


870 


AWSSPRSRCPLHSRTPSLPRVEG 
QAHIGPGL/HRYQQGHQDLFIL 
RSDLPSQVFIRDKLMERRNRRT 
GRTEKARIWEVTDRTVRTWIGE 
AVAAAAADGVTFSVPVTPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLKQLS 


5020 


35388 


B 


5061 


1 


1612 




5021 


35389 


A 


5062 


2 


429 


WGHWASPRLWWAWGSPGPAG 
LKPPGTV A ASTG FSQWLLY1ETI 
SRTPVELELKNSKVRKDVLS/R 
GPHSLYLVQDAQLEHAMEIAK 
VSVQALQAYRAPPPRMEQAN P 
KTPPDANLYKKGPSPSPRRANT 
TRLGSRATKT1HPDS 


5022 


35390 


A 


5063 


508 


1007 


PPLAQKQA V ASQSHSPCGGFH R 
RWFRMRLTGE1MK1ITCFKLVP 
EEQD1VVTPEYTLNFDNADAK1 

Cr*M7TM XT A It? A \ A CAI ATHnnClA 

ALTVGG\SLLQNSKVRKDVLSR 
GPHSLYLVQDAQLEHALPLDT 
AKALAAAIEKIGFDLLIWTSSR1 
QAVALASPLSNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5023 


35391 


A 


5064 


1 


1670 


MN1EFFDPPRIVSGLTLNR1NIQH 

PFHLTGIRYCIDERQRTVNDVL 

QAHAGRVLQQYLPAPATATFR 

CQSRNRTENPQFLVCQWAGED 

Q1TQLLQEQWRVLIVMIFRTHN 

HMAGPRRWFRMRLTGE1MKIIT 

CFKLVPEEQDIVVTPEYTLNFD 

NADAKISQFDLNAIEAASQLAT 

DDDEIAA\LTVGGSLLQNSKVR 

KDVLSRGPHSLYLVQDAQLEH 

ALPLDTAKALAAALEKIGFDLL 

1FVKGTCLVLLVAFGLVTTHFQ 

PCLFGVQNGEQETVQILLVGVV 

GGMERAERIIIPFTLAINNQPTT 

RLTKTIAQGMPAIIQRNIPNPRJS 

LQPAPTPRHSANPATMQPHAQ 

ATPTPKPHTRTYPTRPPHPQRSA 

TPGTQRTPTPGPQTARDRAPKP 

DHTRPQTAHTAHHTSNDPQQR 

HRTRQRHTNKQHPHPAPPRLPT 

LPQNNKRQKPAESDTRKHHTP 

HMRQPTAHAETTARNTQAAQH 

CHTQNTPQANRHATGDRPEHH 

QARDRTRIDPKPNPDPRTITGHT 

KGTTYAHKHTPLATHHMTRPT 

TGHRHGTHH 


5024 


35392 


A 


5065 


548 


924 


GLLRPRFSVNSPI IFNTWLLSAN 

S1NWR*YGFMPSLL1LLL*LNPM 

GRYSGASLVSRRMASTTLPGHS 

1AMRQPVCG1FALTRA11SI/AM 

WDFHVEDFMPERMALNLVLNS 

APLPK1FPARWMKFS 


5025 


35393 


A 


5066 


33 


424 


CRFDESFWCDA\HAIFVAPTLY 
AYDFYADKTLVPLTDALANTW 
QKQFPLDYGKGRLWGSVAFVI 
G S A LTG KL VTMFD YR VI L ALLT 
LGVASMLLGFLIRPTIQPQGASL 
QQESTGWSAWLALVRQNWRF 
LA 


5026 


35394 


B 


5067 




265 




5027 


35395 


A 


5068 


142 


609 


CLFRQVSAPHITRVCITRSAAT1 
QT1DLNNLDTGD*LQPAFPPVW 
LISPGPFHPTPSVTRVPLEKEIRT 
FAQRLSVLHGINAPEFFDKPLFS 
SLVLTLRDEGY1SDSGDAEPAE 
TMKVYQLQTNIVIIHKCFKAGF 
TLAVGNQFLLINKQRASHQN 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of IhsI 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5028 


35396 


A 


5069 


983 


1387 


LVWKVIPWRPAWKITLCVLNS 
CRRACLFAPATTANRLQAVC/ 
WLQSANPSlNRGTLEKESRTVA 
QRLSVLHGINAPEFFDKAVFSSL 
VLTLRDEGYISDSGDAEPAETM 
KVYQLLAELITSDVRLTIESATQ 
GEG 


5029 


35397 


A 


5070 


1 


1815 




5030 


35398 


C 


5071 


1 


354 




5031 


35399 


A 


5072 


1 


678 


MTDKQQGEKQKQKTEDKTK.T 
KQKQRKNKTDKRRKTKTERNT 
QRTPERQTNTNQTRTKQ/RRPD 
TGVTQADTRQDTSARR\LMRQP 
RSAAAWMAALRGARDPKLITM 
VPHSKISRSIVRKGLPMTETQRR 
TETSKN Y RPREQQTRN RQQQD 
PRQQRTVQTHQQEERRETKDN 
NTHTKPHETLARRHRRHNIHAL 
AAADLVIEAASEVWKSKKRSL 
HSWRKFAPTNA1DH 


5032 


35400 


A 


5073 


93 


729 


SADPRNRRDTRAAKFTRDAGK 
TDC*NL*THIETPDPGDRYSRAG 
SCG PG/PLKRRLN V WKSKKRSL 
HSWRKFARHKRY*PLTLRQSLY 
TAIAAEIKNPERVAGLHFFNPAP 
VMK.LVEVVSGLATAAEVVEQL 
CELTLSWGKQPVRCHSTPGF1V 
NRVARPYYSEAWRALEEQVAA 
PEVIDAALRDGAGFPMGPLELT 
GPDWAGPPFCCHLFGV 


5033 


35401 


A 


5074 


145 


1038 


SILRLRQKRKQLTAYDFADNCD 
KALY*RNHRLIREILALVCAHD 
RQK.1C/YLPSLAGFL*LKNEINRL 
S V RG W/SRRRSFSVR*/PFTNTD 
RARSHFYQFVI1DELQSLFQSHA 
DRRNQNNGFVSTGSTHVGQFL 
TGQAVYSQVVRAAMNTDNLTF 
VN FCTVTEEQLTAILQTEQRER 
DRFTLTVRDQYAVLTLTHFTRT 
YVVVVAEGGVQQTSTGSHGHE 
LRTEANQTTAWDHVVETYAAF 
TV WIH VFQ V A LTF AQRLH Y RT 
LMLFFNVQSHVFIRLLFTTVDFT 
EDNFRTGYRQFETFTTH 
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SF.Q ID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5034 


35402 


A 


5075 


39 


4329 


YAPATFSAATQPTPK.KINNPVP 
RNSAMHWQTRIQAQANGYWL 
EREQWLAVGEQWFWRMEWSG 
PHRAA AG RLCH HHGNDAT WH 
RG*FHLCFRPCV**RIEQPQEGY 
AIIMETTPPGTGVNFIFVSDPAF 
DKGYAFDFFCLEPMSHAPDDH 
HRPEGGDLIALAPGESTTSEMS 
LRVPVANCAVTTASLDSYYGE 
AMAIGERAPVALLDFAASARL 
AVGEALTNIAATQIGDIKRIKLS 
ANWMAAAGHPGEDAGLYEA 


5035 


35403 


A 


5076 


1 


625 


MRASGTDEAVVLVPPIRMTLEQ 
ALEFIDDDELVEGAAAAFEALE 
M M G SG RDREI \R Y G EG S P\ WFDI 
\VLPCGGG1TLTLHKLR\SAQPLL 
\AVLNRLEQK-KPVGLRYDPQAQ 
SLVCLPTQTRTGWNLNGFEASI 
THRALRTSRYDGQYYCQGPRT 
LT1RRTVIMTGSSDPHDTTDSNN 
DRVLGPSRYDGQYYCQGPRTL 
TIRRTVFMTGS 


5036 


35404 


A 


5077 




516 


ATLSCEVVLENLAASPVVTTLE 
YTLFDGERWVHSSAIDHLAIEK 
LTSASLAFTVEQPQQWSAESPY 
LYHLVMTLKDANGNVLEVVPQ 
RVGFRDIKVRDGLFWINNRYV 
MLHGVNRHDNDHRKRRGVGM 
DRVEKDLQLMKQHNINSVRNA 
HYRKRRNKEVRTKKK1ESIEEK 


5037 


35405 


A 


5078 


3 


678 


ASYYCTRMDLELVAVCDSRLS 
QRQ ALAEK YGN A S V WDDPQA 
MLLAVKPDVVSVCSPNRFHYE 
HTLMALEAGCHVI\QAREM/CD 
TARKLGKVLAYDFHHRFALDT 
QQL REQ VTNG VLGEI YVTTAR 
ALRRCGVPGWGVFTNKELQGG 
GPLIDIGIHMLDAA\MYVLGFPR 
/SVEDSLCGTIELHSGCILWLETS 
FALNIREHAIMNIRFCGDKAGA 
SVFPAHIYTATQR 


5038 


35406 


A 


5079 


2 


294 


YSFMV/PIFGGRRWTVFSTAILI/I 
PCVWLGIAVQNPNT/PFGIFIVIA 
LLCGFAGAN/FASSMGNISFFFP 

IVArVl^O A\r V r Ar/IAJ V 1NO V rl^A 

DGSVMSLAMPH 


5039 


35407 


A 


5080 


1 


834 




5040 


35408 


A 


5081 


2 


135 


QYASALVSTAIALLLV\CLAFLY 
PAAN\SE1HL\GVLSIFWGDPDG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5041 


35409 


A 


5082 


1 


324 


MQGGYNIHPLIDALDDAKLAPI 
AAKALSHTLLMFDNFYDVEEK 
AKRGNEYA\QVMQSWAD/AEW 
FLNRPALAEK.LTVTVFKVTGET 
NTDDLSPAPDAWSRPDIPLHAL 
GC 


5042 


35410 


A 


5083 




866 


MGLAQAKLLIEAPVNGGRNYN 
GPKVAKFLVGGASLNDVYLHQ 
HDKYRYDRYHLIRNREKTHMM 
PEWVTQNIMNGRGVNRLDDVN 
RPKSPE I KN DI RLFRQELRDA A Y 
HFQGDADNDQLSVTPLVGLGK. 
SSLLIKYTIFHRMRWAEQNLSICS 
SSFNRPAIFVRNIIQLLREGKKV 
EITVGDKHENDFYIPEDEPFICIIG 
ALPYLYEFNLRRFLSRLQYYVN 
TDQLVVRVW\KEDDN\TYHL\K 
GWWGDDKWMVITG\NKLDPR 
AWRLDLENAILIHDPQLELAPQ 
REKELE 


5043 


35411 


A 


5084 




3483 


VMFFFLPGLLMASWATRTPA1R 
DILSVSIAEMGGVLFGLS1GSMS 
GIL/SLGVVSETLWDT*C/HSWS 
RCPAH*SG**Y*/VLALWLTSPL 
LFAVGLGVFGASFGSAEVAINV 
EGAAGEREMNKTGLPMMHGF 
YSLGTLAGAGVGMALTAFGVP 
ATVH1LLAALVAQIAAWYKAL 
QEQIPDFIPRAPQRQM1ADVAK 
TLAGEEGRHLA1EAPTGVGKTL 
SYL1PGIAIAREEQKTLVVSTAN 
VALQDQIYSKDLP 


5044 


35412 


A 


5085 


1 


848 


MLVGKVVVSEGASFRTHGAVD 
TSKAYVSLENSGWTIIADITTTN 
QNTLLNLANLAMSDANVIMMD 
EPVTRSSVTASAENFITLTTNTL 
SGNGNFYMRTDMANHQSDQL 
NVTGQATAGDSLTLVTTGGGD 
AAFTLGNAGRVFDIGTYEYTLL 
DNGNHSWSLAENRAQITPSTTD 
VLNMAAAQPLVFDAELDTVRE 
RL\GSVKGVSYDTAMWSSA1NT 

KINIMV i 1 UAULKAV^AIrv I Vrirlrv 

QNRLIHFSLNGSTFNVYRHFRR 
TKTCPKDAETNGKEQGRCQPE 
CQT 


5045 


35413 


B 


5086 


75 


1777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5046 


35414 


A 


5087 




860 


MKAPGLPADQQFFADLFSGLV 

LNPQLLGRVWFASQPASLPVGS 

LCIDFPRLDIVLRGEYGNLLEAK. 

QQRLVEGEMLFIPARAANLPVN 

NKPVMLLSL VFA PTWLG LSFY 

DSRTTSLLHPARQIQLP\SLQRG 

EGEAMLSVALTLFSRSPLEQNIIQ 

PLVLSLLHLCGSVVNMPPGNSQ 

PRGDFLYHS1CTWVQDNYAQP 

LTRESVAQFFNITPNHLSKLFAQ 

HGTMRFIEYVRWVRMAKARMI 

LQKYHLSIHEVAQRCGFPDSDY 

FCRVFRRQFGLTPGEYSARFQG 


5047 


35415 


C 


5088 


86 


601 




5048 


35416 


A 


5089 




870 




5049 


35417 


A 


5090 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 
QTQCCAQATVQG LEGTRS WSQ 
SGTSSLSPWSHTSLRRRRK.EEG 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE/EEEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEAKTQ 


5050 


35418 


B 


5091 


1 


552 
















LTLN SH M A PAL1P1LAMSA PM T 

PMK.N/LSQVHAQGLV1RDLPLIA 

SNFRNTEDLSSYLKRHN1VAIA 

D1DTRKHAACAVPNTLVARGL 

RKHLKRVAAPQHWIAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5052 


35420 


A 


5093 


2 


1902 


LKYPMK.RVGKRGEGKFERISW 
DEALDTISDNLRRILKDYGNEA 
VHVLYGTGVDGGNITNSNVPY 
RLMNSCGGFLSRYGSYSTAQIS 
AAMSYMFGANDGNSPDDIANT 
KLVVMFGNNPAETRMSGGGVT 
YYVEQARERSNARM1VIDPRYN 
DTAAGREDEWLPIRPGTDGAL 
ACA1AWVLITENMVDQPFLDK 
YCVGYDEKTLPANAPRNAHYK 
AYILGEGPDGIAKTPEWAAK1T 
SIPAEKIIQLAREIGSAK.PAYICQ 
GWGPQRHSNGEQTSRA1AMLS 
VLTGNVGINGGNSGVREGATG 
SAVGEVVFNTSMTGYQEILTD\ 
LPI\PSNRYS\SYP\ILAMSAPMTP 
MKN/LSQVHAQGLVIRDLPLIAS 
\NFRNTEDLSSYLKRHNIVAIA\ 
DIDTRKLTRLLREKGAQNGCIIA 
GDNPDAALALEKARAFPGLNG 
MDLAKEVTTAEAYSWTQGSW 
TLTGGLPEAKKEDELPFHVVAY 
DFGAKRNILRMLVDRGCRLTIV 
PAQTSAEDVLKMNPDG1FLSNG 
PGDPAPCDYAITA1QKFLETDVP 
VFG1CLGHQLLALASDVEKNVV 
M ITAQN H G F A VDE ATLPANLR 
VTHKS\LFDRYVTGHSSHR*TG\ 
FSFQRHPEASPGPHDA\AP\LFD 


5053 


35421 


A 


5094 


8 


456 




5054 


35422 


A 


5095 


377 


1228 


KQARGRLCPAKPQGWSCPRPW 
QPTFC/GQCDLKVRPGV1GDHF 
GALKFDCPTGFRTCLGRITPLFL 
PSSP1WNGCIFPIPVPGGDCGEG 
VQIRSLSCMVHSGSISHAAGRV 
EDALCGEMPFQDS1LKQLCSVP 
CPGDCHLTEWSEWSTCELTCID 
GRSFETVGRQSRSRTFIIQSFEN 
QDSCPQQVLETRPCTGGCSPQA 

Kr A AlKl^L 1 r ALKArr o Y U 1 l^uU 

VCGCEKGYTEIMKSNGFLDYC 
MK.VPGSEDKKADVKNLSGKNR 
PVNSKIHDIFKGWSLQPLDP 


5055 


35423 


A 


5096 


1 


519 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5056 


35424 


A 


5097 


1 


743 


MCPAIDAVLVYVNRKWTNLSD 

PMPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

L VPATFLSA EL ALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTLEMFAAR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRRGN/YT 

GFITSYLEEAYIPVVNDVLQVG 

LPLPDFLAMNY 


5057 


35425 


A 


5098 


2327 


3435 


KTTTLEDNLGNTIQDIGPGKDF 
MMK1PKANATKIKIDEWDL1KL 
KSFCTAKATTKRVNKQDESLRS 
HYE*WGMLTDCVVMRDPNTK 
RSRGCGFVTYATVEEVDAATN 
ARPHKVDGKVVEPKRTVSRED 
SQRPGAHLTVKKIFVGGIKEDT 
EGFAFVTFDDHDSVDKIVIPKY 
HTVNGHNCEVRKALSKQEMAS 
ASSSQRGRSGRGGGFGGNENFG 
CGGNFSGHGGFGGSHDGGGYG 
GSGDGYNGFGNDGGYPGGGPG 
YSGGSRGYGSGGQGCGNQDSG 
YGRSGSYDSCNKGGRGGFGSG 
SGSNFGGGGSYNDFGNYNNQY 
SNFGPMKGGNF/GGRRSGP*GD 
GGQYFAKPPNHSGYGGSSSSSS 


5058 


35426 


A 


5099 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
EVDAAMNARPCKVVGRTVEPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFGRGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 


5059 


35427 


A 


5100 


1 


3622 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
G HPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSP VR VDTV R VV EG PRE V E V V 
ASTAAGAPAQRAQSLEPYGTG 
LRALAMPGRPESPPVFRSQEVV 
ETMC P V PA A ATSN VHM V K K I SI 
TERSCDGAAEMKWEDQNIGD 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5060 


35428 


A 


5101 


1 


782 


MRRRLQLDSLLHPPSCFSSTLK 
CGKAAAAACDSSDQIQERLQT 
GHLPCEASHTICPPNHHSQSTLR 
PPLPPP\HNHTLSHHHSSANSLN 
RNSLTNRRSQIHAPAPAPNDLA 
TTPESVQLQDSWVLNSNVPLET 
RFWCCQRFLVFPGLQLQHLTLS 
LPVWSHGALPVSLCIF TWLSSH 
KDTSHFGLRVHLLSLPLEAKYS 
FYPGCPVLEPAPNPLKGPWCLW 
GVGTFRRYCTTFLFNESEPKDL 
VGEKFKSDRLCREAHLQE 


5061 


35429 


A 


5102 




1864 




5062 


35430 


B 


5103 




525 




5063 


35431 


A 


5104 


2 


351 


RPA V G AEKSNPS K.RH RDRLANA 
E\LDHLASLLPFPPDIISKLDKLS 
VLRLSVSYLRVKSFFQVKRQRR 
EIHGRNCQKKRNQNLKDRGWQ 
WQMPKMWMTTRANEGPCRSG 
GPEHWTPRP 


5064 


35432 


A 


5105 


1 


375 


RPLQKQRPAVGAEKSNPSKRHR 

DRLNAELDHLVASLLPFPPDIISK 

LDKLSVLRLSVSYLGVKSFFQG 

QGLAVADAEDVDDHTGERRP 

MSFRRPRALDTQALRRTQFGLH 

LLMVNIAGLIATDRL 


5065 


35433 


A 


5106 


407 


910 


NVTPAHYDEQQNFFAQ1KGY1R 
C1LFPPDQFECLYPYPVH H PC YR 
QSQV*LDNPDYERFPNFQNVVG 
YETVVGPG DVLY1PMYWWHH1 
ESLLNGGITITVNFWYKGAPTP 
KR1EYPLKAHNKVAIMKNIEKM 
LGEALGNPQEVGPLLNTMIKGP 
IQLACQGSRPPAR 


5066 


35434 


A 


5107 


237 


908 


HEKPGRQRETRSQNHHHHHHH 
HHHHQEK1RIQTFTERP*EDTER 
SDCPQ AKKRSPRRNQPC* HLDF 
ELPAARAATQPVNSGARAGRA 
GATVPRHTATLLLLHQRRDYA 
GGSLCDIDRAPDAKQGGKS*ES 
ETDSRFWKGTVC*DHTAGWVH 
GRPTTPHHSSPDSRNGGFQLHQ 
Q1ALAAGWREGASRPKQEPLQP 
GPEQGQRRGRREPVQGKAPSG 
HQSWPAE 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5067 


35435 


A 


5108 


57 


873 


SGLCTAAFHHQMEVVHT*SVSS 
RS* R\PTTPV 1 AQW AH EQSGHG 
GRHGGYAWTQQHGLPLTKAD 
LAMATAECPICQQQKPTLSPRY 
GT1PQGDQPATWWQVDYIGPL 
ASRKGQRYGFAYLARNVSAKT 
TIHGLMECLIHHHGIPHIIASDQ 
GTHFVAKEVRQWAHAHGIHW 
FHHVAYHPEAGGLTEWWNGL 
LKSQLQRQLGDNTLQDWGKVP 
QKAMYALIQCPIYGIVSPIARIH 
RSRNQGVKVEMAPFTITPSDPL 
AKCLLPVLVTLRSAGL 


5068 


35436 


A 


5109 


1 


311 


Q1TMQPELPIMNWVLSVPSSHK 

MGHAQQH\QEVAQMPRVSTPA 

TLPSLPQPALMAPWTVPYDQL 

MEEEKARARYAGT1QKWTAAA 

LQPLSRTSLKDSGEGTSK.W 


5069 


35437 


A 


5110 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

G HQVTMRPELPIINCVLSDPCSH 

KVGHAQQHS11KWRWYIHDWA 

EGTSK1.HEEVAQ1PMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RA WFTDG SA R H AG ATQK WTA 

VALQPLSGTSLQDSSEEKSSQW 


5070 


35438 


A 


5111 


1 


582 




5071 


35439 


A 


5112 




635 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5072 


35440 


A 


5113 


2 


1538 


FFPIGFWRQHIPRLSVLLQHIY* 

VT*KAASFEWGPKQEKAL*QV 

QAVVQVALPLGPYDPADPMLL 

EVSVADKDAGCSLWQAPIGES 

QWRSLGFRSKALPSSADNYSSF 

ERQLLACYWALVETECLTLGH 

QVTI*PELPIMNWVLSDPSSHKV 

GHEQQHSIIKWRWY1CDWAVV 

GRESTTNGLAGWSETWKKHH 

WEMGEKQIWGRSMWMELSEW 

SKTVKIFVSYVSAHQCVTSTEE 

DFNNQWDGMTCSVDTTHPLSL 

TTSVIAKWAHEQSDHGGRYGG 

YAGAQQHGLPLTKADLAMTTA 

ECP1CQQQRPSLSPQYGTISQGD 

QPATWWQVDYIGPLPSWKGQR 

FVLTVIDTYSGYGFAYPEHNTS 

AKTTVNGPMECL1HRHGIPHGI 

ASDQGTRFTAKEVWQWAHAH 

GIHWFYYVPHHPEAAGL1GWW 

NGLLKSQLQCQLGDNTLQGWG 

KVLQKAVCALNQHPIYGTVSP 

VAR1HGSRNQGVEVEVAPFIITS 

SDRLAKFLLPVSSTSCSAGL 


5073 


35441 


A 


5114 


488 


966 


ILVGSKGQSVCPGPSSSGTRGSS 
SPGVAVSNKAAATVGPQ*VTQ 
QEGGPGSRQRTRAGSPELVPAG 
PSAVEGEEGSWTPGGPQVPRKR 
SAAPSRQR*HWLRCTPA*QRRG 
DWPRAAGRCHAARPPAAGSRA 
PTKISARPTRISRLGPRAASKAQ 


5074 


35442 


A 


5115 


197 


421 


KLKATMNSFHKS*SCALVSTRP 
CSPRGDPRATLTTIPALVEPPCG 
TQDPKM A A E APQRPG KRLGRN 
LLTRRRPT 


5075 


35443 


A 


5116 




5649 


LLEKLRQRIHDKAVALERAIDE 
KFSALEEKEKLELRQLRLAVRER 
DHDLERLRDVLSSNEATMQSM 
ESLLRAKGLEVEQLSTTCQNLQ 
WLKEEM ETKFSR WQKEQESIIQ 
QLQTSLHDRNKEVEDLSATLLC 
KLGPGQSEIAEELCQRLQRKER 
MLQDLLSDRNKQVLEHEMEIQ 
GLLQSVSTREQESQAAAEKLVQ 
ALMERNSELQALRQYLGGRDS 
LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQIPSRDDST 


5076 


35444 


A 


5117 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
LVEGLCSEQGRRG*TLASSSER 
KPLENER 
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SEQ ID 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5077 


35445 


A 


5118 


248 


621 


TDEPSLLSHTFCPKGALLSACSG 
ACPLSSGTQAGMPPSTEALQPC 
RGLTVPHQ/LG*RPQGMLWWK 
ALAADWSVEWQKGRRGLGKA 
LSVTSRTGRLLCR*GSAEAAAS 
PLAASPRRSSRALGAGIP 


5078 


35446 


A 


5119 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
LVEGLCSEQGRRG*TLASSSER 
KPLENER 


5079 


35447 


B 


5120 


125 


994 




5080 


35448 


A 


5121 


1 


550 


RRYRPRRVQDPGGPAEAERGPP 
RRLLNARVHVCRAEASERAPGP 
CGRVSAHVERARDPRLE*QLED 
KAAPRQDFTQQLRGPEKQHRM 
VWQEKEDMHKQLVEASETLKS 
QAKELKDAHQQQKLALQEFLE 
LNELMAELYSQKQKVWDKEEE 
MEVAMQKADMMWQEI*RSK.K 
LRKRMLFSQMRWL 


5081 


35449 


A 


5122 


135 


638 


GSFPGPAPLGQTLVTLGLAWQS 

SGWILRGWLVPPRAKCSPRGQ 

ALA1CLSLRGLGARSTWAETRP 

QGPRGSLASLCPAHMDLSIWKT 

GDGGPRSAFSKVHQGSLNTFG 

VDTAARRLSQARTAPSPSV\SAP 

SSA A APASAG PPPAPG APPTPA 

QALRPAPPSPRPAER 


5082 


35450 


A 


5123 


193 


610 


VGELLPFRFKISLRPFLALCLSSL 
GPCRQPHSGSVPA*NPLLGPRA 
KSSPHSGCGLAPFAIPELLRRLP 
LEGSAHCPAPEGAASPPTSWDS 
ADPPCRETS1FAPPRVVLTPGPS 
APQASPSQPLLFLTPRWDRLPES 
VL 


5083 


35451 


A 


5124 


2446 


2630 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFK.GFS 
CLSLPGSWYYRHGPPRLG 


5084 


35452 


A 


5125 


3 


710 


EDG D WDQRRGGE AG DQDQRR 
GGEDEDQDQRRGGEDGNRDQ 
KRDGENGDWDWKREDENK.DQ 
DEKREGEDGNQDQRRGGEDGD 
QDQRRGGEDGNQDQRRGGKD 
GDQDQGRGGEDGDQDQGREG 
EDGDQEQRRRGEDGE* DQRRG 
GEDGGQDQKRGGEDGNQDWS 
REG EDRD* H WRRGG E VG E * DQ 
RRGGEDGE*GQRRGSEDGDWD 
RSRGGEDGDQDQRSVGHLCHS 
QGPPASGCVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5085 


35453 


A 


5126 


506 


882 


RCSGQGGFDGNKGTKALPTISA 
DTTRCWRTLRVTQMTCRFRRF 
KAFFIGIMSCGRTGR1LFPPCSS 
MSWIPCRAKNS*GNVISQSPSK 
NR/WQIMMVIQLLNFYLPGDFV 
SFRIMLK.GNWEVTRTRG 


5086 


35454 


A 


5127 


107 


1327 


ERRKRAVGGFDLVLGEQPSDK1 

FR*VIV*GLALWLPLSKSFVIPP 

AELAINPSAKCKTDMTVMEDA 

VEVR*VWLQD*GLDSLEVLLDS 

FGPVRDCSKDNGGCSKNFRCIS 

DRICLDSTGCVVGLPCKLVVDS 

SGCYDRHIGVDCSDGFNGGCE 

QLCLQQMAPFPDDPTLYNILMF 

CG * V ELP ARPLDGRSCQ L ITETC 

PEG SDCGESRELPMNQTLFGEM 

FFGYNNHSKEVAAGQVLKGTF 

R*TSYT*N*YQQLPDGLVVATV 

PLENQCLEEISEPTPDPDFLTGE 

CAFSTLFGYPVLQHWKVRSVM 

YHIKLNQVA1SQGEHCCRLSCD 

GATSRADFVALLDQFGNHYIQE 

A1YGFEESCSIWYPNKQVQRRL 

w/i cvcnicir,r\t/u a pu/hii ctc 
WLt i cUlaNUtwnAL wyiLs 1 r 

PWIVISLHNCLP 


5087 


35455 


A 


5128 


3 


23 


FYSAFLVADKVIVTSKHNNDTQ 
H1WESDSNEFSVIADPRGNTLG 
RGTT1T*VSIPPSL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


5088 


35456 


A 


5129 


1 


2462 


MRALWVLGLCCVLLTFGSVRA 

DDEVDVDGTVEEDLGKSREGS 

RTDDEVVQREEEAIQLDGLNAS 

QIRELREKSEKFAFQAEVNRM 

MKLIIHSLL*NKGIFLERLISNSS 

CVALDRLSLISLTDENALSVNE* 

LTVNMKCDKEKNLLHVQHTGV 

GMT\R£ELVKN\LGT1AQIWDQ 

ASFLNKMP*SHRKMGPVNLPEL 

IGPVWVSGFLFPPSLVADKVIVT 

SKHKQPIPQH1WGVWTPNGIFL 

*LLDPRGKHS*DRGNRQFTLCP 

♦KEEASDLPWNLDTIKNLRQKN 

IHSF1KLFLIYVW\SSK.TETV*GA 

PWGEEEAAKEEKEESDDEAAW 

EEEEEEKKPKTKKVEKTVWDW 

ELMND1KPIWQRPSKEVEEDEY 

KAFYKSFSKESDDPMAYIHFTA 

EGEVTFKSILFVPTSAPRGLFDE 

YGSKKSDYIKLYVRRVFITDDF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRK.KL 

VRKTLDMIKKIADDKYNDTFW 

KEFGTNIKLGVIEDHSNRTRLA 

KLLRFQSSHHPTDITSLDQYVE 

RMKEKQDKIYFMAGSSRKEAE 

SSPFVERLLKKGYEVIYLTEPVD 

pvtihai pppnrik'PTTOTvivAk'pr: 

C I dl^AL-r Cr UUlSJvr^lN VANCU 

VKFDESEKTKESREAVEKEFEP 
LLN WMKDKA LKDK1 EKAVVSQ 
RLTESPCALVASQYGWSGNME 
RIMKAQAYQTGKD1STNYYAS 


5089 


35457 










RWGLAMFPSLDNKSETLSQKK 
KKKDLCPH1SFEMDLTTADAR 
WVQDAATRLLATTRCPPNSRG 
SR**ISWRAGCCPGGWAGPHW 
GHDGCL*PSCVSSS 


5090 


35458 


A 


5131 


3 


477 


GRLPRHRGGEPGAAQPAGRQP 
RGGAAATAAGAPRAGGGAAA 
GNARRCREAAARDPHHGEGSG 
PEPSQCEGAAHQRAGRAQGD* 
GGSGATGEGGRRGHDSHNPLG 
RVRGSTLPPS**N*VGL*VPSWP 
QCGPAHPPGQHPALQEIHQRLP 
LESGGHRVV 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ll>NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5091 


35459 


A 


5132 




446 


RTGSWGWSASQQRHRKDRGL 
DSAGSGWVSHILPVPAPPPADA 
RPSASRWRRQGSHPLPGRTECP 
SVQPLCLPPPAGHHRNHSIASPS 
QTPPPRSLPGSQDKSLFLPRDRR 
TGEGEGHMN*APLSAPGTSCRS 
GGSTSWLPEILGPTQ 


5092 


35460 


A 


5133 


352 


588 


DIFKVGGCFLFK.RLRCQQRFFL 
L1FSSSTQSA*RVSNGPYH*EIK 
MAVYYGELRKNGLIQESCDN1Q 
PRQGSFNMDSMQ 


5093 


35461 


C 


5134 


13 


144 




5094 


35462 


A 


5135 


587 


1078 


LSQRFPLSSRJKLQRLSLQNG1P 
Q1KELDYLFRTNSNQINFNLLSH 
RVRARPPAPPGRPNPSPGPDRPP 
EPPARAGSSRRGPGEPPRRQPQ 
RRFRRRGPDRPGRLSRGL*RRR 
ARPASPQPRQHHSRGPAGRPGV 
APRRPAGLAAAAERLTARGAA 
ASPAIPRA 


5095 


35463 


A 


5136 


44 


455 


HLRNRTR/PSQITPH1YNHLIFDK 
/PLFN1WWWENWLAICRKLKLD 
PFLTPYTKINSRW1KD*NIRPKSI 
KNLEENLGNTIQHLG/IGKDFM 
TKTPKAMATKAKID1WDLIKLK 
SFCTAKET11RVNRLPT*WEKIF 
A1YP 


5096 


35464 


A 


5137 


101 


861 


LIGYQPKMSRTRRIHSR1LPERIK 

YLGSQL1RDVKDLLKENYKPLL 

NE1KEDTNKWKN1PCSWIGR1SI 

V KM A I L/PQAICG KL KLDPFLTP 

YTK1MSRWIKDLNVGPTTIKTLE 

ENLGNT1QAIGMGEDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTI R VNRQPTE WENIFTI YP 

SDKGLISRIYKELNQIYKKKYTR 

NP1KK*VRDMNRHFSKEDIYAA 

HRHMKKCSSLLDIREMQ1KTTM 

RYHLTP1 














LKSFCMAK.ETTIRVNR*PTEWE 
N1FAIYPSEKGLIYRIYNEATNK 
DLVRRSGPLKTPKKKSQLTVLN 
LVTFKRTPALSEEKESAQVLWQ 
FKKPECVLTSKRVH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5098 


35466 


A 


5139 




1278 


MNIDAKILNKILANRIQQH1KK.L 
IHHDQVGFIPEMQGWVNICKSI 
NI1QHINRTKDKNHMIIS1DAEK 
AFDKIQQRFMLKTLN KLG I DGT 
YLKIIRAI YDKPTAN 1 1 LNGQKL 
EAFPLKTGTRQGCPLSPLLFNIV 
LEVLARAIMQEKEIKGIQLGK.E 

T7\/VI CT T7 A nr»\4I\/VI C\TDT\/C A 

c, VKLoLrAUUMI V YL,ciNrlvoA 

RNLLKL1SNFSKVSGYKINVQK. 
SQTFLHTNNRQRESQIMSELPFT 
IASKRIKYLE1QLTRDVKDLFKE 
NYKPLLN 


5099 


35467 


A 


5140 


1 


430 


GGVFFLRTPTDCCGMLQGAAG 
STGFYASEARPRGPACSLDRGS 
SSLLSWGLHQDPLFPAAKQHRR 
EAGRADQNSPRPRLSTG*QTPT 
L*RRPAAATGRRRAQPPRATSV 
SAPASPPCPRARPPHHARPPRVL 
ACQP*ATAPGP 


5100 


35468 




514] 


i 


— 




5101 


35469 


— 
A 


5142 


3 


1336 


















5103 


35471 


A 


5144 




1368 




5104 


35472 


B 


5145 




838 




5105 


35473 


A 


5146 




962 




5106 


35474 


A 


5147 


19 


87 




5107 


35475 


A 


5148 


41 


831 


GLQNPKHQSSQLVDLKMKKSL 
LQCMFQYLIVLQ*YLK*YLGTQ 
LTRDVKDLFKENYKPLLKEIKE 
DTNKWKN 1 PCS WIG RJM VKM A 
ILPKDPTTAQLSPRG STAQKGH 
WRPCPLPPRGVPRSPRGPTSHP 
HHDPCPGGAPVRNTGSERWQR 
K.LRSGPKSDWAGRAQAPSLGE 
GGAK.NGKSHPGSHRAFSLPRAP 
RRLGPGSQPGRFRGFLKQARGR 
AGEGHSAILLAPESPNAQVSNV 
TSATYRSNLSGLPRPCSVVLLG 
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SEQID 

NO: 


SEQIDNO: 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 


location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5108 


35476 


A 


5149 




2233 


M KA El KTF F ETNEN KDTT YQN L 

WDAFKAVCRGKFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QK.ALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTT1REYYKHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAIINSL 

PTKNSPGPDGFTAEFYQRYKEE 

LRIKYLGIQLTRDVKDL\FKENY 

KPLLNEIKAEDTNKWKNIPCSW 

VGRINIVKMAILAQGNL*IYKFN 

A 1 SIKLPFTFFIGL/EKN LTFKFIW 

\NQK.RS\R1AKSILSQKNKAG\GI 

TLPDFQT1TYKATVTKTA\WYW 

YQNRDIDQWNRTEPSEITPHIYT 

IL1\F\DKPEKNKHGGKASL\FIK 

W\CWVENWLA\1CRKLKLDPFLT 

PYTTINSRWIKDLNLRCQIIKTL 

EENLDNTIQDTDIGKDFMTKTP 

KAMATKAKIDKWDLIKLKSFC 

TAK.ETTIRVNRQPIEREKIFAIYP 

SDKGLISKIYKELKQ1YKKKNK 

QPHQKVGEGYEQILLKRRHLCS 

QQTH ESMAHHH WPCREMQINT 

TMRYHLTPVRMAIIKKSGNNRC 

u/T?nrnpir,Ti i urwwnrvi \/ 

WKULutlU 1 LLrIC W VvfLKLV 

QPL WKS V WRFLRDLELE1PFDP 
AIPLLGIYPMDYKSCCYKDTCT 
RMFIAALFTIAKTWNQPK.CPTM 
IDW1KKMWHIYTMEYYAA1K1D 


5109 


35477 


A 


5150 


1390 


3491 


DLLTRTACAVPGWGCSSRATC 
QARGWRLLSSPPHPSGVQPLLC 
HLPYPPSPFSLLSNLTPFLRAFPR 
SLETS*KWART/WPGAVAHAC 

INrooLULiKOK W 1 1 LiKbrtliNL 

TNMEKPCLY 


5110 


35478 


A 


5151 


310 


445 


YLTK1WPGAVAHTCNPSTLGGR 
GGWIT*GQEFETSLANMVKPHL 
Y 


511 1 


35479 


A 


5152 


44 


1132 


PQVIHPPRAPKLLELQEPPRWIH 
DLNQDTPSALCQH*RTC*HRAE 
GVSWFKSWIHLGGSCNSSSLGA 

rvOvjWll Ov^nrc i 1 tNtvlAKr rl 


5112 


35480 


C 


5153 


183 


323 




5113 


35481 


B 


5154 


504 


2474 




5114 


35482 


C 


5155 


66 


269 




5115 


35483 


B 


5156 


2414 


3096 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5116 


35484 


A 


5157 


9 


239 


HHHYCQHHHHHHHHHHHHHH 
LPAPCRNLRV*PVCFRYKLWFH 
YGKQHLLFLDFLLSHSEWCEM 
VSHCGFDLHFSDD 


51 17 


35485 


A 


5158 




387 


TDTK.PLSCSSCPPRGKKPVSHR 

U\J KK WuKKLiVUDru 1 CALWo 

AG ALQF* KPRSRGGRTSKMTSG 
PSAEKGGG*AGRKPGRRHFGRR 
VLRHSCVLPVARELWGRHGPC 
GWRQKNVPWKWSELLPVVAP 


5118 


35486 


A 


5159 


1 


277 


M PPPPPPSESPGPGPVGS RLPPG 
PAVTGNEKELRGNP*VGLAPPR 
PRFRASRREGVTGKVHRPNRLQ 
LRAPPKG*SDQRGQNVPPSEAK 


5119 


35487 


A 


5160 


1 


3285 




5120 


35488 


A 


5161 


3 


194 


IPLSLQSKEVGQQLQDDLMKVL 
NELYSVNQMGCLAL*QAEGSSI 
WQLAAIVHQQQN*TPSWGQ 














VQAPGKCHAQMPAPAAPVPLG 
RSRNPGRLASAVPVSSLLRJFLPF 
LQP1PPSD1LPLSFEAVPSSPAAE 
SGLHPCTRRRKRARPSC*VPGL 
LLSPQPMPPPHVWRKGIL 


5122 


35490 


A 


5163 


1 


794 


FRGFLDRGDCAALPCTYPHSPC 
SH*GGNCLPSLLTRPCVKA*PQ 
MSGRKSSMRRWRRQSRLTAGT 
SS*TPTSSTMC*ALVGSSTWNC 
MLQAGSTAPGAGTPGSRPTWS 
SSSTCSWTAPSGRARCACASSS 
SCAMSAARRGWTSPACWRRTS 
RAWWTTSSPACASSATASVAA 

hta OTVtfD A A PTTrrTA CCC ADD 

alAalWrAAKI luu 1 AbiaAKr 
ARRASCTGSPARSCWRRRRPPT 
PSPGRPAPPSRRTRRAQAGTSA 
LSPGACFGPRSCC*SSTCSSLSV 














KIO^vJ Vr V VMl> V tuurlN Viol V 

LEYLRDTPPVPVVVCDGSGRAS 
DILAFGHKYSEEGG*VKVFLWC 
THKWKEDPM 


5124 


35492 


A 


5165 


1 


1326 




5125 


35493 


A 


5166 


2 


337 


Y S VTMTPGKLRTLCE I D WPALE 
VGWSSEGSLDRSLV*KVLCPEL 
VPSGGFLVSLTSRMKPQTLTGS 
VKVLKDGMSGVCSFRCSDVSR 
VSSFWWVRGLAGWSTTLLRKL 


5126 


35494 


C 


5167 


339 


548 





WO 01/075067 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5127 


35495 


A 


5168 




413 


SQAFLPAASRRERPPEPVDPKA 
TDPRSGTRRLPPRLPCQWTTPE 

MCUTQOT XII CD A ppI/C DXI D A A T 

Q*NPSGASPRERPHARAQEDRN 
GEC*EGNGSRPDLEEEASTPRA 
SPTPSD*PLWLHPPRPLVLETPL 
LQL 


5128 


35496 


A 


5169 


3 


479 


FLHSTHIYWAHSMHELLKTAV 
VSISGQCTSLNTESGIWGGVPE 
NAR/CPPAEGTVPASLQPRDPPR 
LPGSH/ASLPSASPPSRHVTWPP 
EP/EAAGPKPS*IRCRWPPAGAT 
TKANPKESG RL VESMLPLPKSR 
SAPVTFSAFACSGLPERVHEVF 
RVGK.LR 


5129 


35497 


A 


5170 


81 


329 


QSVSSPSWFPQFPVQVQKVPCY 
QVYRGDLVV*KHVAPPPSLPSS 
FSGHVRHDCFPFAFHDDRKFPE 
ASPAMLPVSSLGPHYL 


5130 


35498 


A 


5171 


335 


467 


MPSTPTARK.PESPEALARVESIA 
CLPSPAPVPHECSPQASEETG 


5131 


35499 


A 


5172 




2424 




5132 


35500 










CLTKNTS ATR EKQ VTELHRRSK 
LQPEPAKTKALQTVI E*KDITLC 
*VKEHLY1VACWALRLHLVFLP 
TK AG I SPALMKVS YPGKPLTLK 
QLGRLV1LQEQ 


5133 


35501 


A 


5174 


44 


286 


GVQNGVEEL1LVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

EGTE*TQGPPRTPSLQTQGPQRT 

PSLQTQGPPNTPSL * TQG PLRTL 

SLQTQGPPNTPSLQTQGPPRTPS 

LQTQGPQRTPSLQTQGPPNTPS 


5134 


35502 


A 


5175 


206 


384 


KRVFAHQADGRARSGFISSAGP 
GSQAGPGQGTG*QREDVEAAG 
QPGSTAEGVRT*SDPG 


5135 


35503 


A 


5176 


270 


818 


RNERKPSQRTAVGLGAGQLQP 
GQPGVQSEEPGPLEAGCAAGV 
LPGPAEQDREGIYSK*KRVFAH 
QADGRARSGFISSAGPGSQAGP 

U^U 1 U yKcU V cAAu^rUj I A 

EGVRT*SDPGSSHPAAAAFYEN 
IQDGEALGRCGAKRTATAAP*Q 
RG*EGF*AGPTAAEKNEEGPPP 
VFSLFNSHL 














LTSLFSAISTKAKVSPLCSARAC 
SPSPAARAALGSPGFTC*GAGV 
APTPVPVAAPAPATAPATAVAA 
AATTTVVSAAMFTRRATRAAA 
ATGAWGFVAGAPWPLQT 



610 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5137 


35505 


A 


5178 


20 


1341 


MRRCVAAPLAHRW*QKLGLPG 

CTPTVCSFLSPQPPPRARSSSAT 

LSSGAPRRAATPQPQTTPPSSVQ 

PCAATPCARGGRPAPAGVTWP 

TTRPSMA*RTS*ASTTAPRMAP 

PRSHACARSHRPETARSARTAP 

RSAITRRAFTSTRPPPTTRTVAS 

SGTHTSGLSPTASRLARCRAPG 

RSSTUT*TCRSPTRLCCPAQRPL 

PPASSPSSSRTSRSVWTRRCTRL 

RWTSSRPPSWMALRTVGTSTGP 

TA*RSLRRCQASTWRSRPSTSA 

PPSWCARWAAT*PLPSACQRK 

WSMLWRTGTARVSTSACGAAP 

STSRSTSRPSTPMLRAPVPAGW 

QPPALHPQPPRPSHTRQPWPSA 

RRSCRWRTCTTRPASSTSSPRA 

T*TSHWPPTTRWRMSRCSTPTK\ 

TNCTCMRGLGTCQAGRLRGCP 

WPPGPSWAPWSRSWPCSLCSA 


5138 


35506 


A 


5179 


47 


598 


ASGPASIVVLRQQF1KFFLDE1CS 

LEERVWCRKLCLLYILWK.EPR 

AVQAKSRCSDIRRELYRPVSLA 

GLSGDFLRAGRYSAHTVNGAW 

SAWTSWSQWA**SRGLLLALH 

NMLK.IIIAFCSLQVATRJQSTF1S 

SWHLSPSLLGSRSFSLYMSFGS 

VLCPLFISHDTSSYSTKSFQSFSC 

LGVW 


5139 


35507 


A 


5180 


236 


690 


LQNWSYLAEQCWNGGFIYLIM 
LRRFKHKAHSTYNGNSSNSSEP 

ut 1 r l Li LuUKl Ats.MjrvK 1 Kls.r 

GV1SRPPANKAPEESKGSAGCE 
VSSDPSTELENGPDPELGNGHV 
FQLENGPDSLKEVAGPHLERSE 
VDRGTEHRI PKTDA PLTTSN 


5140 


35508 


A 


5181 


2 


480 


WPFWAMVQRPSSAILCGPATLP 
PNCRGACCARCRATGALSAYP 
A1HRPATRPPAPPAPGPLTSPPPL 

CWfYMCMDriDI PC a odcd^.da a dd 
o V I^InoJN r L/rLr oAKr ur A ArK 

UADUCDCn DAI XI QAPf^CCAI 

MAKrlor jcLrAL 1 LoAKUooAL 

CTKLKVEAAA*SCSASAWNWR 
LLPRNHVDSRCQPEPDGARARD 

9^£L 


5141 — 


3~5509 


— 


5182 





153 




5142 


35510 


A 


5183 


3 


239 




5143 


3551 1 


A 


5184 


1 


394 




5144 


35512 


A 


5185 


1 


435 




5145 


35513 


B 


5186 


84 


2068 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


5146 


35514 


A 


5187 


149 


832 


DAGLSWREATRPGAPLHRPGC 
QDASTQMTRPGDPGSSALFPLP 
SP*PEREELPMSSRRSPKPELPG 
EACSRRPPTRPRPRTATRGPPLN 
GRLPRARLPVSAGAGALGGGR 
CRRRVAPRRVTPRLATRPSGVA 
PRGSG*AATTKLSLAFGVTPLA 
LTPWSRTPFRKREERPPF*YPRP 
ATPEASPAHVENFRSNQTRYTS 
AE* SGQQLERPSIAE1SAQATVE 
PRSTI 














AEAQGGAEAEGHGGGGGPAPS 
QGCPARAAGARGWQPAPSPQK 
P\TPSDTTPPP\RTQPPVTQPCHP 
VTQPPVTQPPVTQPRHPMKIPPP 
G 


5148 


35516 


A 


5189 


15 


549 


PRH KEPESQ A PG RRA PQ A A A Y 
QQAASPAR*QGGSCSRCPPG*A 
VEAAPAP*GQALGCVSQGPA*V 
GPTRSPHPTAGLSRPHGPPSVRS 
TGWSPSSRPLQAQEAPWPVAPT 
H 1 PPPLDPGQPHSCG LG AGCQP 
RAPAARAGHP*EGAGPPPPPWP 
SASAPPCASAQPVLWLRFPRET 
KT 


5149 


35517 


A 


5190 


' 


2445 




5150 


35518 


A 


5191 




708 


FSEGRNRFLNVGPTRFSTSRQTL 

MW1PDSFFSSLLSGRISTLRDET 

GA1F1DRDPAAFAP1LNFLRTKE 

LDLRGVSINVLRHEAEFYGITPL 

EKIKMEYCFSVCMYS*QVCFE 

MFLVRRLLLCEELERSSCGSVL 

FHGYLPPPGIPSRKINNTVRSAD 

SRNGLNSTEGEARGNGTQPVLS 

GTGEETVRLANT1DSKYVAND 

DWLIFQYVDEEDLMNA1KDFSS 

VTKERTTFTDTHL 














YGGTATVQRWAESRHVPFPPS 

QEQNANKICSVCQEEKDSADSY 

GEIPWWQGPERCWPVRLMLAT 

LGDYKWVLTGIGTDS*LGFTIPT 

DHANAFSAKEIPQ 



612 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5152 


35520 


A 


5193 


1 


734 


MISEVIVIQMLFLHAFSKVFSAL 
IKNNKKPLQDAQ1KWKAISGLS 
GGMRRSECNRERDQVTRTQCR 
DISQK\RGPGD*GMATSKNGAM 
A*QLGPGCQGDASTGNAEFGES 
AHAWSGGGRVPGVTGPDREEV 
GRSWQGTSCGGGTSGCGRLQ* 
DGVASRGRW/DPARPREQRAG 
VRQLAAPLGGP*SRRPWEPPGG 
SSCGRYLFAISSWSGVTVAQEG 
QRKRGSGK*RTERSGPGLGRRL 
PPLLLTV 


5153 


35521 


A 


5194 


3 


449 


EGQRSSSPATALSSSGPPSLKM 

ATSKNGAMA*QLGPGCQGDAS 

TGNAEFGESAHAWSGGGRVPG 

VTGPDREEVGRSWQGTSCGGG 

TSGCGRLQ*DGVASRGRWDRR 

DRASSGRESGSWLHHSGARSLG 

APGSRPVEAPAAGSEAKTPG 


5154 


35522 


A 


5195 


606 


841 


CTVGFALPVFY*GFSH*CSSG1L 
V*NSRFLLCLCQALVSG*CWPH 
KMS*GGFPLLLLTG1VSEGMVP 
ASLCISGRJQL 


5155 


35523 


A 


5196 


620 


930 


IPFJSFSCLIALARTSNTMLNRSG 
ERGHPCLVPVFKGNASSFCPFS 
MILAVGLS*IALIILKYVPSIPNL 
LRVFSMKGC*ILSKAFSASIEI1M 
WFLSLALF1 


5156 


35524 


C 


5197 


1 


819 




5157 


35525 


A 


5198 


591 


815 




5158 


35526 


A 


5199 


187 


387 


FFKT1CFMRVRVKRPPNRLCVS 
NMAVYFTWVQAGLHCESYPEH 
L*WSCRLPRRLGGVRL*PLEGE 


5159 


35527 


A 


5200 


1 


1 197 




5160 


35528 


A 


5201 


119 


375 


1 LD1SPLSDE* IAK.IFSHSVGCLFT 
LMVVSLAVQKLFSLIISHLSILA 
FVAIAFGVLDVK/CLVHAYVLN 
GIA*VFF*GFYGFRSNI 


5161 


35529 


B 


5202 


1 


1053 




5162 


35530 


A 


5203 


2 


157 




5163 


35531 


A 


5204 


12 


176 
















1 VLtUKbrKARWlr u U 1 

SIPIPSFWWFSSNLSHSFVCRSPP 
SSSPGGLPMCTCVSKFPWAVW 
PFSRY 


5165 


35533 


A 


5206 


61 


308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


*=Stop codon, /=possible nucleotide 


5166 


35534 


A 


5207 


487 


898 


DFAEVAYQLGISSGVCRTTDFH 
EPRMLLSDRSSGSFVTII\SVFLS 
FSSLKCL*SPLVHDALHQAFHP 
GKSRLRFLGSMACCMSKFTCPP 
TLSTVPSSTPFSFSCSLIKTRSAT 
LL1CLWSISLRFRLHSWSSAFRV 


5167 


35535 


A 


5208 


9 




IPQHIYPPKTKPGR1*ISE*TNNR 
L*NCGNDQ*LINQKESRTRWIH 
SR1LPK.TNREPNHE 


5168 


35536 


A 


5209 


1 


1989 




5169 


35537 


B 


5210 








5170 


35538 


A 


5211 


929 


1209 


IPFISFSCPIALARTSNTMLNRIC 
ERGHPCLVPVFKGNASSFCPFS 
M1LAVGLS*IAL1ILRYVPSILNL 
FRVFSMKGC*TLSKAFSVSIEII 


5171 


35539 


A 


5212 


242 


642 


FSLKRSFTSLVSW1PRYFILFEAI 
VNGSSLMIWLSVCLLLMYRNA 
CDFFPLILYPETLLKLLISSSSLY 
LW*NSAVNLSGPGLFLVGRLL1I 
ASISEPAIGLFRDSPSSWFSLGR 
VYVSRNLSISSRFSSLFV 


5172 


35540 


A 


5213 


747 


885 




5173 


35541 


B 


5214 


115 


1267 




5174 


35542 


A 


5215 


209 


322 




5175 


35543 


B 


5216 


1 


332 1 




5176 


35544 


A 


5217 


390 


655 


CLFPVHYPRLHAMMHQMKNP 
VLVLG1GGFILGILGV1GGPVSLF 
KGS*KLLGL1ETGKISLDHPVPG 
GTPTKMALYEHFMNTKEFG1E 


5177 


35545 


A 


5218 




221 




5178 


35546 


A 


5219 


798 


914 


FVFLWDRW*YPLYHFLLCLFDS 
SLFFSLLVLLAVYQFC 


5179 


35547 


A 


5220 


12 


460 


YLCMLHEVLVLCFSVPSGHFSF 
SLN*LF*LAVPVTFYQG\LSFLA 
QA*ASQVDFRQLCWQQEFQAS 
GS*LAGLHGSGIH*ARPLGSWL 
QLPFQESEWFCLSGVPGATVVS 
/CTF**SPF*LV*DGISLWF*FAFL 
* WPVM MSIFFMCLLA A 


5180 


35548 


A 


5221 


3 


508 


AERNGSRQGVGAGAGDHEVLQ 
LLPDKWKQKILCPVQLLRGAW 
SNYYSPDANRQP*VQGNAHLF 
AECWPHGEDSQPTVPTSQGRM 
LAGPARHLPHPHVPSPSGSLRG 
SDSEDTH*GTVAGSGCLHCLAP 
GHLHPGWPPSRVLPIPDRSVHQ 
GPGRKAPPTPPRVTPLFT 



614 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location nf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5181 


35549 


A 


5222 


584 


1052 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
QHHYHHHHHHHHQHHHHHHH 
HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGHRC1*LT 
GIEAA*CHSL*PYQKDACHHFE 
EHSPPP*RPPHLPRHHLHPQPSS 


5182 


35550 


A 


5223 


1614 


2308 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
QHHYHHHHHHHHQHHHHHHH 
HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGHRCI*LT 
G I EAAVWS* PLTLSKRC VSPLR 
RAQSSSVTSSTSAQASSAPPEKK 
*L*PERPYSSPHPASVADLQMC 
LPLNRITGQTNRPLHRAILLRW 
MRSCNLLTCTVLSNVSFSFSELS 
YSRNTMCRG 


5183 


35551 


A 


5224 




407 


SVGL1LPSSLQHHYHHHHHHHH 

QHHHHHHHHLHQRKLAPPLC* 

ADLPTCAPHQG1RPFGGFPQTS 

GSPGLPVYAEEQGTERLSLQGT 

GCGCQAGLLCWGPPVASTSVG 

FSLESSVSPEQVPLSPGPAGTDA 


5184 


35552 


A 


5225 


1 


1287 




5185 


35553 


A 


5226 




1315 


STMALLHSGRVLPGIAAAFHPG 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQ1AAKNLDKEYLPIGGLAEFC 

KASAELALGENSEVLKSGRFVT 

VQT1SGTGALRIGASFLQRFFKF 

SRDVFLPK.PTWGNHTPIFRDAG 

MQLQGYRYYDPKTCGFDFTGA 

VEDISKIPEQSVLLLHACAHNPT 

GVDPRPEQVVKEIATVVK.KRNL 

FAFFDMAYQGFASGDGDKDA 

WAVRHF1EQGINVCLCQSYAK 

NMGLYGERVGAFTMVCKDAD 

EAKRVESQLKILIRPMYSNPPLN 

GARJAAAILNTPDLRKQWLQEV 

KGM A DRIMGH AGLQL VSNLQG 

REG\STH\N W ATH SPTKLGM FC 

FHRG*KLEQVERLIKEFS1YMTK 

DGRISVAGVTSSNVGYLAHAIH 












, , 




5187 


35555 


A 


5228 


1485 


1883 




5188 


35556 


B 


5229 


117 


641 




5189 


35557 


C 


5230 


1 


552 




5190 


35558 


B 


5231 


250 


378 
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SEQ ID 
NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5191 


35559 


A 


5232 


3 


1117 


TPDPGQGCSEGGIVHETRPSPQP 

LCQGSCAVGCSPLGLLR*RMM 

ALGKIPPGHRGPAFLPAVESAH 

VVPGLPGLTRETLPAPLGPHRPP 

QPPQGPLSTAPPAPLVSPLGPHV 

PGLPGPPPGCPSPLPLRPCPPPS 

WLRPHRPVQPWWGT*GSGWRP 

RCRPGAAGRNPGLPRACCRGL 

CRGPH*RPGGPRPGHSGPRTSS 

WGRTMGNRPRPSASAG**PRHR 

RTSAERPGSPPQQSASRTGGRS 

PLSHPGSWWGVMGPPGLWAG 

APSMWG*GPGSRVAGGSGRRP 

TSPRPPHYPPHPPGTWPSGAQS 

GRR*QAQTPGAATEG*GGWGL 

PPKPWCPQDQFLGVQDWVLPP 

NGARVGGTWAWKRESVLVPG 


5192 


35560 


C 


5233 


229 


522 




5193 


35561 


A 


5234 




972 


MTAEYYKLKQVVTPIAAAVPD 

VVSLLEQINISLCTWYAVIDLG 

NACFYIPVHKAHQKQFAISRHG 

QQYTFTVLLQ/RRDLDLFSLPQ 

DITLWHYVDG1MLIGSSEQEVA 

STLDLLVRHLHARGWEINLTKI 

QGLATSVKFLGVQWYGACRD1 

PSKVKDKXLHLAPPTTKXEAQH 

LAASFEWGPEQKGLQQVQVAV 

QAALPLGLYDPADPMVLEVSV 

ADRDAVWSLWQAPIGESQWRP 

LGFQNKALPSADNYSPFERQLL 

ACYWALVETEATPV1TQRAHE 

QSGHGGRDGGYAWAQQHGLP 

LNKADLAVATAKCPISQQQRPI 


5194 


35562 


A 


5235 


3 


246 




5195 


35563 


A 


5236 


3 


841 




5196 


35564 


A 


5237 


1 


746 


RDLDLFSLPQDITLWHYVDGIM 
LIGSSEQEVASTLDLLVRHLHA 
RGWEINLTKIQGLATSVKFLGV 
QWYGACRD1PSKVKDKLLHLA 
PPTTKKEAQHLAASFEWGPEQ 
KGLQQVQVAVQAALPLGLYDP 
ADPMVLEVSVADRDAVWSLW 
QAPIGESQWRPLGFQNKALPSA 
DNYSPFERQLLACYWALVETE 
ATPV1TQRAHEQSGHGGRDGG 
YA WAQQHGLPLNKADLAVAT 
AKCPISQQQRP1LSS 


5197 


35565 


A 


5238 


1 


483 




5198 


35566 


A 


5239 


1 


1908 




5199 


35567 


B 


5240 


1 


2718 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=p»ssinle nucleotide insertion) 


5200 


35568 


A 


5241 


522 


693 


LDFFLVFLQQFLPRPSSSEI*MLP 
GFPAAAYGPVAAAAVAAARGS 
GRKVYGTGDSQA 


5201 


35569 


A 


5242 


1 


225 


MGRNQSRKAENSrCHESTYSPP 
KLDHSSSQAMEQSWTENGFEKL 
GFRRKE A L Y YLDLT ASCQSQ E L 
FQKWVSLCCPD*S*TYSPPKDH 
SSSQAMEQSWTENGFEKLGFR 
RKEALYYLDLTASCQSQELFQK 
WVSLCCPD 


5202 


35570 


A 


5243 


1 


1129 


PWISAPVPVDVVEGAMDSVTV 
LSFGGLMLYFC AG WPPARRWC 
FPESISCGSMERDQWWGLQVA 
KRAGLAGGQSGRTVLRERVRIE 
IASTHIALAARHSDWRCCRNGR 
YPARGPAALQNFQRYTGIQHV 
HR1GMAERMWCDRNRERHTVS 
SSGGNRLPNPGPDRSCDNLKTC 
HTSHGSVMAETAV1NHK.KRKN 
SPRIVQSNDLTEAAYSLSRDQK 
RMLYLFVDQIRK.SDGTLQEHD 
G1CEIHVAKYAEIFGLTSAEASK 
DIRQALKSFAGKEVVFYRPEED 
AGDEKGYESFPWFIKRAHSPSR 
GLYSVHINPYLIPFFIGLQNRFT 
QFRLSETKEITDPYAMRLYKASL 
CQYRAFVNGGGEEKARGKPIL 
CRYGVGM 



617 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5203 


35571 


A 


5244 


1 


1753 


MVDSL1ARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RV WSGN ERDQELLTEDALDDL I 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELHDEQMAALYRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAEN1SHLHIHAEDTFLPFY 

LGKKDDVTYAIKPTCWPGLDII 

PSCLALHGIEIELMGKFDEGKLP 

TDPHLMLGLA IETV A H D YDV IV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDIKGFEPDVRILLTKYSNS 

NGSQSPWMEEQIRDAWGSMVL 

KN VVRETDEVG K A V IN H KKG K 

NSPRMVQSNDLTKAAYSLSRD 

QKRMLYLFVDQ1RKSDGTLQE 

HDGICE1HVAKYAEIFGLTSAEA 

SKDI RQ A LKSL AGKE V VF YRPE 

EDAGDEKGYESFPWFIKQSEE/P 

QSGNFYTDTLGMAEFRRGGLR 

ATAGPRLSRTRDCQGTEKVHG 

K 1 Vr 1 Vis. 1 Vr/WV rrvKl J l\.^>rc>L-K 

NRWP*KMQKLSVCTASSPGQQ 
LSTVRVTQREICFPVVRREVLLL 
IGTLTQTRKGQISVRA 


5204 


35572 


A 


5245 


337 


1977 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5205 


35573 


A 


5246 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

E1HVAKYAEIFGL I'SAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

H1NPYLIPFF1G\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLK1DW1IERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEK.KNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDV1 VI DSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLK.GNSN 

GSQSPWMEEQ1RDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGA WRNALS1WEPE 

CNE1SIG VSLDQDGGSNSVLRK. 


5206 


35574 




5247 




1383 




5207 










nil 






fff^ — 




ll^l 








5209 


35577 


B 


5250 




3345 




5210 


35578 


A 


5251 




1959 




5211 


35579 


A 


5252 


3 


2356 




5212 


35580 


B 


5253 


334 


1710 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5213 


35581 


A 


5254 


1 


1302 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQ1 
NHMRDVFGTRLRRAEDVFPPV 
NVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSG 
DNHTLRDPHYVEDKGHKYLVF 
EANTGTENGYQGEESLFNKAY 
YGGGTNFFRKESQKLLQQSAKK 
RDAELANGALGIIELNNDYTLK 
K VM KPL ITSNTC DNLKTCHTSH 
GSVMAETAVINHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRKSDGTLQEHDGICEIH 
VAKYAEIFGLTSAEASKDIRQA 
LKSFAGKEVVFYRPE/EDAGDE 
KGYESFPWF1KRAHSPSRRLYS 
VH1NPYL1PLLYRVPNRVTQFRL 
SETK/E1THPYAMPLYESLCQYS 
















5215 


35583 


A 


5256 




1323 




5216 


35584 


A 


5257 




1557 




5217 


35585 


A 


5258 




2259 




5218 


35586 


A 


5259 




2418 




5219 


35587 


A 


5260 


- 


1218 


MKLMETLNQCINAGHEMTKA1 
A I AQFNDDSPEA RKITRR WRI G 
EAADLVGVSSQAIRDAEKAGR 
LPHPDM E I RGRVEQR VG YTIEQI 
NHMRDVFGTRLRRAEDVFPPV! 
GVAAHKERNQN1SRY1SNRLAR 
RECHDSPEEGTGNTRSKERLQG 
RLPSRGLTESQEHLLDTRKQFW 
FEDFKDGLGPILKCDNLKTCHT 
SHGSVMAETAVINHKKRKNSP 
RJVQSNDLTEAAYSLSRDQKRM 
LYLFVDQ1RK.SDGTLQEHDG1C 
EIH VAKYAEIFG LTSAE ASKDIR 
QALKSFAGKEVVFYRPEEDAG 

L/tlvLi 1 tarrWrllVKArlciroKUL 
i oVrUlNr Y LIrrr lOLl^iNlvr I l^r K 
LSETKEITNPYAMRLYESLSAS 
NYQRMPDFRRRFLQV\CVMEI1M 
KQTSMRLSYI 


5220 — 


3558*1 


— 


5261 




202! 




5221 


35589 


B 


5262 


1 


1653 




5222 


35590 


A 


5263 


1 


1446 




5223 


35591 


A 


5264 


1 


1788 




5224 


35592 


A 


5265 


22 


1893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


5225 


35593 


A 


5266 


1 


2144 


MEKKITGYTTVDISQWHRKEHF 
EAFQSVAQCTYNQTVQLDITAF 
LKTVKKNKHKFYPAFIHILARL 
MNAHPEFRMAMKDGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDKVLMP 
LAIQFFDMLRDLLKNVDLKGFE 
PDVRILLTKYSNSNGSQSPWME 
EQIRDAWGSMVLKNVVRETDE 
VGKDTGVRSKISGVIKMPMGV 
AVVNCCTYGSDYRVWLASWM 
MSQWLHYPEWYRKENKHKFY 
PAFIH1LARLMNAHPEFRMAMK 
DGELV1WDSVHPCYTVFHEQTE 
TFSSLWSEYHDDFRQFLHIYSQ 
DVACYGENLAYFPKGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDKVLMP 
LA1QFFDMLRDLLKNVDLKGFE 
PDVRILLTKYSNSNGSQSPWME 
EQIRDAWGSMVLKNVVRETDE 
VGKGQIRMGTELEFFRLSETKEI 
TNPYAMRLYESLCQYRKPDGS 
GIVSLKIDW1IERYQLPQSYQRM 
PDFRRRFLQCDNLKTCHTSHGS 
VMAETAV1NHMKRKNSPRIVQ 
SNDLTEAAYSLSRDQKRMLYL 
FVDQIRKSDGTLQEHDGICEIHV 
AKYAEIFGLTSAEASMD1QHAL 
KSFSGKEVVFYRPEEDAGDEK/ 
GYESFPWFIKRAHSPSRGLYSV 
H1NPYLIPFFIGLQNRFTQFLLSE 


5226 


35594 


A 


5267 


1 


1167 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAV1 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAE1FGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVHINPYL1PFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSGIVSLK/ID 

WI1KRSQLPQSAFYQPFMGLRR 

ESFYFRWERRTLGPLKSFSVKR 

GTEAGKFRLAALLVRL 


5227 


35595 


A 


5268 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5228 


35596 


A 


5269 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQK.AYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

K1RRKNGPVSATFTSDGKIRLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRIVQSNDLTEAAYSLSR 

DQKRML YL FV DQIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGK.EVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVH1NPYLIPFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSL/KIDW/IIE/ 

RYQLPKVPSPEARKITRRWRIYV 

KQRPLGFLLRLSEMPRK.QGDY 

RTR1WKFEDGLSNVLV1QLNKLI 

1CVMCLVRDCDVLKTYFHR 


5229 


35597 


B 


5270 


1 


1668 




5230 


35598 


A 


5271 


1458 


2675 


CDNLK.TCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRM LYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGLYSVH1NPYLIPFFIGL 

QNRFTQFRLSETK E 1 TN PY AM/R 

I PLH * LFR* TLRQTK PDN SAG KC 

VKI**HTQNQRSGRSQNDF*RR 

GI 


5231 


35599 


B 


5272 




i 317 




5232 


35600 


A 


5273 




987 




.?, 233 


35601 


A 


5274 




571 




5234 


35602 


A — 


5T7I 




iMil 


















5236 


35604 


A 


5277 


387 


3466 




5237 


35605 


A 


5278 




6721 




5238 


35606 


A 


5279 




1651 




5239 


35607 


A 


5280 








5240 


35608 


A 


5281 


1 


231 


NHLAVRRLTELSGGQRQRAFL 
AMVLAQNTPVVLLDEPTTYLDI 
NHQVDLMRLMGELRTQGKTV 
VD*VRDLNQVSRYC 














CLRI LCP YPY J PLTEKTL A * PA L 
YTLELTADMAETCKQFLPEFSL 
TFSFQRGWEKETEYAEVLERNF 
ERDRQLTYTAHGPHKADLRIQE 
SGVPYNE1LVTL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


5242 


35610 


A 


5283 


1 


273 


TNSSVGPGDRLL*QTAAPHRGK 
LKVFFGACAGVGK.TWAMLAE 
AQRLRAQGLDIVVGVVETHGR 
K.DTAAMLEGLAVLPLKRQAYR 
GRHISEF 


5243 


35611 


A 


5284 


66 


1200 


H1LPAGHPTLRHSLFPHQQGRSS 

VQSALGAASGNGLKLVGRFEW 

G PSRRARSG YPDATG YDQVPKPI 

SAAVKEFFGSSQLSQFMDQNNP 

LSEITHKRRISALGPGGLTRERA 

GFEVRDVHPTHYGRVCPIETPE 

GPNIGLINSLSVYAQTNEYGFLE 

TPYRKVTDGVVTDEIHYLSAIE 

EGNYVIAQANSNLDEEGHFVE 

DLVTCRSKGESSLFSRDQVDY 

MDVSTQQVVSVGASLIPFLEHD 

DANRA LMGAN MQRQAVPTLR 

ADKPLVGTGMERAVAVDSGVS 

GGVVQYVDASRIG1K.VTKTRCI 

RVK.QVSTSTTLPLFLMESNPLF 

WMAVLVSAGILGQWPIGRLAD 

KFGRLLVLRVQVFVVILGS1AM 


5244 


35612 


B 


5285 


1 


862 




5245 


35613 


A 


5286 


1 


579 


DPRD*RLKVAK*MVTLFGPQFV 
RELQQRGFD1FLDLKFHDIPNTA 
AHAVAAAADLGVWMVNVHAS 
GGARMMTAAREALVPFRPDAP 
LLIAVPV*RS1KASDLVDLGMTL 
SPADYAERLAALTQKCGLDGV 
VCSAQEAVRFKQVFGQEFKLV 
TPG 1 RPQG SEAGDQRRIMTPEQ 
ALSAGVEYMENGRPGTQSVK 


5246 


35614 


A 


5287 


484 


978 


G1VRIPHRLADIKCWRAVLYNY 
THYSYQAN LCCANLE* ADLSGS 
VLDCANLQGVKMLCSNAEGAS 
LKLCNFEDPSGLK.ANLEGANLK 
GVDMEGSQMTGINLRVATLKN 
A KLKNCN LRGATL AGTDLENC 
DLSGCDLQEANLRGSNVKGAIF 
EEMLTPLHMSQSVR 


5247 


35615 


A 


5288 


3 


504 


YRLSQSSSKSLVSRSWLNMRFIS 

SVMFMEPTSSSENRFTSPSCSE 

MSSSEATLRSFFLGTTSPCRSM 

VP.I rvl Vk'QQAQQQVQQPQQHVRI 
V LiL.^L V I\jo^ooo V o5r oorl V rvL 

SQSSSKSKVSRLAGT*EGSEKRS 
FREEK.VPCLRLGLPESTLYAHC 
SV*SRTHVFSGTSHHSSKVAVG 
MSIVQMRKL 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5248 


35616 


A 


5289 


2 


442 


HVIWHMPRKTSKCRQLLCSGA 
SRNADTAARQSTCSSHRPPGKIP 
SLGPRRVPGCSSVPSSRGEQSTG 
SPAAPRCGDVTHTEASQEEQP* 
LRGTHGPASTPEQGTAK.AKVR 
DRRAVVHPGKTGIPSAAG*KGR 
GRPGEPPGAAVQVE 


5249 


35617 


A 


5290 


151 


1185 


YVDQVTHITESPLPSVSYSFAFG 

SLISAVDPVATIAIFNALHVEED 

TEKGHVRLTPASPSTFFFFFSTE 

EKYAPGSCCRKAAVL*LLHISH 

QLSLDSPSLTVV1YVLKH1DLRK 

TPSCRHCEI*VGDHTAVLSVLFS 

PSLG1MA1LFSGIVMSHYTPREA 

SP*SCCLFTVSSHTVCCHPGLRG 

AIPYALSLHLDLEPMEKRQLIGT 

TT1V1VLFTILLLGGSTMPLIRLM 

GLPGGAPRWCQLVAVGPPFLP 

AQGNTVESEHLSELTEEEYEAH 

YIRRQDQLSLFN*N*SCLWPSPC 

LPPPP*TPHTKHPVASPPFHGPA 

PDALTA WLCLSTQDLHHGRIQ 

MKTLT 


5250 


35618 


A 


5291 


5 


198 


VCGRQQSLEAGL*GAATPFAVF 
PRPWSAVRVKEYGYTRLHILN 
GTH1H1QQVSDDQAFAQCHPP 


5251 


35619 


A 


5292 


137 


308 


HLERTGPNLPPGARLATRPTTR 
LPAASPRGRD1APLPIP1SFYSETE 
AKGEAPY1EPE 


5252 


35620 


A 


5293 


612 


1078 


RPPEKKERGRRVRGRRGGGGK 
RRRRKRKKRKGSKGREDAAAA 
AAAAQSPRTRAPAPD*ERRPQP 

ADCAP APDPP1 I DA PDDCUDA C\\I 

PPDSASPWAAAAGLALPPPQCP 
GGGARPLRLLPQPPAPGGTAR 
WEPRRPRPAAAPGLLQSPGPLP 
RQS 


5233 


35621 


A 


5294 


515 


817 


1 M DUI DCMI I 1 M C U/J LTX V A *C 

DDCPTDCKT.*] CruX/I/" LI A I l/ - D I v 

DA/ITn 1 C\\-\C\V\ I^PrMCDVXfCT TI 
r VI I CLLl^nUrLlvrllNor Y 

r VLivrlJIvr I JVL Vl^L'LIvJLlIN^I V 

LP1HPMVSQA 


5254 


35622 


A 


5295 


1 


95J 




5255 


35623 


A 


5296 


1 


1077 




5256 


35624 


B 


5297 


87 


1423 ■ - 




5257 


35625 


A — 




% 


Wi 










mi — 








5259 


35627 


B 


5300 


1 


235 




5260 


35628 


A 


5301 


2 


2144 




5261 


35629 


A 


5302 


1 


855 




5262 


35630 


A 


5303 


845 


1057 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5263 


35631 


A 


5304 


1 


933 




5264 


35632 


A 


5305 


1 


954 




5265 


35633 


A 


5306 


1 


1603 


MEAEKFHQMPSVSRRTRKASG 
VIQSKSENLRTRGANSHALK.RL 
KPV1TRLLQHGLLK.PINSPYNSPI 
LPVLKPDKPYKRFLAFYGWSPR 
SLIVDSCSK.LEQHSTLSRVILV1Y 
KGFCRFRNHHQTGFSPAGANQ 
RGPLAATLSGPGGEGQSAVACL 
TGEKKNHPGAQYANRLSPRVG 
RFINAAGTTGFPTGKRAVSATQ 
LMDFADFGTTITQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQSSQLS 
SLRLTLPDRLRSPLDHHGRRAS 
GNSHSGSPKPPSCLPLISPHLNP 
QVWD1STPSLATDHMPITIPLKS 
N\TLTPLNLKCQYPIPQHALKRL 
KPVITRVLQHGVLKPTNSPYNS 
PILPVLKPDKPYKLVQDLRLINH 
IVLLPIHPMVPNPYTLLSSIPPST1 
HYSVLDLKHAFFT1PFI IPSSQPL 
LAFTW\TDPDIHQAQQ1TAWAVL 
P\QRFPRTGPHYFNQAQISSSSV 
TYLGIIL1KTYVLSLP1VSD 


5266 


35634 


B 


5307 


1 


874 




5267 


35635 


A 


5308 


144 


539 




5268 


35636 


A 


5309 


1165 


1639 


PH PAVASRRG RAG PGGLSAPER 

TPSSELSPLSKGDLRKTHRTFSP 

Q*GDLRKTHRTFSTR*GDLRKT 

HRTFCTR*GDLRKTHRTFSTR* 

GDLRKTHRTFSTR*GDLRKTHR 

TFSTR*GDLRKTHRTFSTR*GDL 

RKTHRTFCTR*GDLQKTHRTFS 

TR*GDLRKTHRTFSTR*GDLRK 

IHKlr b 1 K UULKIs.1 HKIrL IK 

GDLRKTHRTFSTR*GDLRKTHR 
TFCTR*GDLRKTHRNFSTR*GD 
LRKTHRTFSTR*GDLRKTHRTF 
CTR*GDLQKTHRTFSTR 


5269 


35637 


A 


5310 


235 


453 


SHWPWLCSSTSCSSQRSIVSSG 

MARGPFLRKRDLLFPPPPPGSH 

GLELLEIIFHQGISQVHHLLHLQ 

VWL*NLNVPDSSLPAENEATGP 

GFVPPPLAPVRGPLFPV\D\ARGP 

FLRKRDLLFPPPPPG\AM\FGASR 

DYFPPGDFPGPPPAPFASMAFL 

N 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ 10 NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5270 


35638 


A 


5311 


2 


2333 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELV1CAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKR1QSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKL1HAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEK1SHATEELETYRKRAKDLE 

EELERTIHSYQGQI1SHEKKAHD 

NWLAARNAERNLNDLRKENA 

HMRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

Q1TNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFPVAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5271 


35639 


A 


5312 


141 


2788 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELVICAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGL1EEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDEILCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

K.SQ V AE AKMTFQ 1 FPMNEERLK 

1A1K.DALNENSQLQESQKQLLQ 

E AE V WKEQ V SELNKQK VTFE D 

SK VH A EQV LNDKESHIKTLTER 

LLKMKJDWAAMLGEDITDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQ1YIQLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQEN EMKLHR 

KLTVEENYRLEKEEKLSKVDEK. 

ISHATEELETYRKRAKDLEEEL 

ERTIHSYQGQIISHEKK.AHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELKFELLEKDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


5272 


35640 


A 


5313 


217 


447 


FQRMSGL*GYSPPLGGQPAL*E 
CQGAADSAGG\RGLDSERSLGR 
\PAASGPNTALGWQAQPWS*Q 
AGPELPRAEFLQA 


5273 


35641 










TLRN RHRELRTCLSG PG LGLPT 
QVSVVAGGCCVCPSSSQSPVPR 
PPALSAAPWHSHRAGCPPSGGL 
♦PQRPLILWNQPLSNTLLEKELA 
PPPAH 


5274 


35642 


A 


5315 


3 


468 


ALARSPAG*PQSPDGDLCFRHR 
KGERRPAAPAGQCPAGRQRHV 
PAAGRDGKPGRAPGADR*AGPI 
LHLYHLPAPCGGGTPGDSNPRR 
APAQRSE*CTPPPPQ*RNNRKPS 
TRAGLLLPS*HVQLSGGLTLCP 
GDRVS*WPQGVLAAPGPGPCT 
HL 


5275 


35643 


B 


5316 


64 


288 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( ,\=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5276 


35644 


A 


5317 


73 


265 


NGRTSRCFSPGKH*EYCSGTFH 
PLQVVGKIYSNLDKIL*ASRAR 
WGLCSRKPGYWSCTQPPTSS 


5277 


35645 


A 


5318 


125 


461 




5278 


35646 


A 


5319 


298 


593 


lgvevepvtggdavigashdaf 
lqvniesivpehstrckllgk.fi 
riw1kyfrhlvhgggsapvslv 
tgpvhgdsllgpvapepprvve 
parqvrahavvvagplrrgrg 
lgrhrlrarsg*gmpqsvrga 
cgaqghgpagedqrllprerg 
pagqvqqpg v vpglqdpegcl 
rvqdq*pglreqsphrarda*s 

ILSKFE*IFPTTCSGWNVPEQYS 
QCLPGEKHRDWPR*LHHLL*PA 
QLPPPVTTSTGHPSAIEGLETPL 
RSPLTPGPPGKSIIPHHPQSPDCD 
GTDCAAFPENIIRLRSRKICKRG 


5279 


35647 


A 


5320 


1 124 


1835 


HSLHFPKFPSFLFLTLITLGLLM 
AVPPGLITTHQQRQAML*YKPL 
ARLLEPLISFPSWKSILKEITSQC 
SICYSTTPQRLFRPPPFPTHQTR 
GFAPPR/HWQID1THMPQVRKL 
KYLLVLVDTGSKKATVVISSLL 
SDIIPRFGLPTSIQSDNGPAF1SQI 
TQAISLALGIQRTHGLLKTHLT 
NLSHQLKKDWTILLPLSLLR1Q 
ACPRNATGLHSDG/VGPKLLPG 
SPFQLH HTWDSP 


5280 


35648 


A 


5321 


1 


1758 




5281 


35649 


A 


5322 


1 


1967 




5282 


35650 


A 


5323 


76 


1908 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5283 


35651 


A 


5324 


524 


2144 


QSDLSASQHGLFPLATEVRSSG 

AASCPDSDSICPAPTIAPGRATP 

PQANCWASEGTLRYQALPGNR 

APVSQVSQAGGANLCVQQPKK 

HLTNFKSGKRPLFTLFSNLQGP 

RSRPVAFLSKQLDLTVLGWPSC 

LRAAAAAALIVLEALKITNYAQ 

LTLYSSHNFQNLFSSSHLTHILF 

CSPGSFSCTHSLLSLPQLPIVPGP 

DFSPASHIILDTTPDPHDC1SLIH 

LTFTPFPHISFFPAPHPDHA*F1N 

GSSTRPNRHTPAKAGYAIVQVT 

SPPLKTSHFLS1VEIYPQGNNFS 

VFHLLFYYSSGIIQAPLLSLHIKL 

RDLPPPRTGKSALLNMPRVRKL 

KYLLVLVDTGSK.KATVVISSLL 

SDIIPRFGLPTS1QSDNGPAFISQI 

TQA1SLALG1QRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRIQ 

AtrKNA 1 uLn^UucAKwryAn 

HFNFITHGTVPDVFVPILQLLNE 
DFEDPCLGYLPSPEIS1CLEPTSW 
SKDRSCSSGEEGSAGQTVTGDL 
HKAQTPELDQPASLNCPDL 


5284 


35652 


A 


5325 


1 


420 


RTRGGEKE*EEK.QRSRR*RIK*E 
EEEK*RRSRGAGDKG*NERRRR 
KiDr*^ PDVcvcnnnu i? d w t? ruin? u 
n c p c v q u t? c i? xt c n n n c. c. p p v p 

LVSFLPCVFGFFGAPAVVFARF 
RGLRAFCRF 


5285 


3565j 


A 






















Wi 




5287 


35655 


A 


5328 


2443 


2627 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5288 


35656 


A 


5329 


57 


394 




5289 


35657 


A 


5330 


33 


311 


EPPTESRDPAPRLPRSP*SADPP 
WRSQRPQGLTRPPPEPLRPHGS 
PPAHLSLFCQRSCPG PQERPHPS 
TM 


5290 


35658 


A 


5331 


226 


406 




5291 


35659 


B 


5332 


51 


90 




5292 


35660 


A 


5333 


1 


348 


PPSQRV*GWHEMRQGGRQHAQ 

LACDVRPVVYEKVSRDHGLVS 
GQHN/PAPESQGQSTSPPRHTGR 
KQARAGGEKJCVTSDPANTAQH 
NPNTGSRGRP 


5293 


35661 


A 


5334 


109 


380 





629 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5294 


j>5662 


A 


5335 


448 


724 


VUDCDCdl A ACdQTA PTDDCD A 
Wr&K5ALAAULiK 1 Ar 1 1 KorCAO 

PPA R* RAG RESA RGTS* G 1 RPRS 

PPDD A A PPPPPPPP A A AUTCDD 
rrrKAArKDrrKLKAnAn 1 !brvr 

AGS 


529 1 


35663 


B 




1 


]554 




5296 


35664 


B 


53j7 


99 
















7T5 




5298 


35666 


C 


5339 


391 


689 




5299 


35667 


A 


5340 


2 


614 




5300 


35668 


A 


5341 




461 




5301 


35669 


B 


5342 


45 


1148 




5302 


35670 


A 


5343 


215 


849 


IKRLPLMKRMWL*LQPESLEIA 
GILVQ*MIE*QPK.KGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQILE 
EAEWFTVLDLKDAFFCIPLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
FSSPGTLVLQYVDDLLLAKQQA 
TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5303 


35671 


A 


5344 


1 


1035 


MGQVWALVRSTLELFHTDDEE 
EGEYDEVTEEVTEQVYLPAKA 
KVAQEEEVHPYPSAPPHYYFEE 
KEWPDPPDLSFLEDTGRKVVAP 
VTEQHLERLLSVLFRQEFSRLD 
ERDDAVEQLRGVCIRAWEK1TS 
GGEQYPSFSAVKQGPKELYADF 
IAWNLLRQESLKKVISDSAAQD 
IVLQLLAFGNVNLDCQAALRPI 
RGKAHLVDY1KACDGIGAKQD 
SERFAFT1PVVNNLQPAKHFHY 

i;' rn; X't.'M c~ v a v: v o f"CLTn\:f \f \ 
r 1 UUbblNLjJvAo Y bOorvUt^Nt^/ 

PIW1LSRHLKPYHEPDAKEE1PG 

G/CPRTPWLQPCRD*C*GGP*/P 

VTSNTR*TQPPTWGQ1KKLSQM 

V tr-NLKJvAuyL V IM1 V Y WIN 


5304 


35672 


A 


1)345 


1566 


1767 


WAIvtLr^ru 1 rr rvr tvr Vurn 

KSDCSTHLAANPRAPGTLAQGS 
L 


5305 


35673 


B 


5346 




3429 




5306 


35674 


A 


5347 


1 


1776 




5307 


35675 


A 


5348 


1 


933 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5308 


35676 


A 


5349 


1 


1743 


MGKVWAVVRS TLELFHTDDEE 

EGEYNEVTEEITEQVYLPAKAK 

AVK.EREQRGNITATFEPFPFKLL 

KEFKQAINQYGPGSHFVMGLL 

KNVAVSSQMIPTDWDALTQAC 

LTPAQFLQFKT WWAH EASIQA 

ACN AQ AQPQINITTGQLLG VGG 

WAGLDAQVVMQDDAIEQLRG 

VCIRAWEKIPLCGEQYASFSAIK 

QGPKEPYVDF1AWLQESLKKV1 

ADSAAQD1VLQLSAFDNANPDC 

QAAL*PIRGNAHLVDYIKACDG 

IRGNMHKATLLVQAMAGLRVD 

KGNPLLPGACFNCGK.HGHTK.Q 

ERRKKSVSQAARWGKRK.TADP 

E1CPKCKKGKYWANQCHSKFD 

KDGTLISGNAMRAEQDCEWFT 

FTI PAVNN LQPAKHFH RFTDV S 

SNGKASYSGSKGGQARVQLFE 

NASVRATNSDLPQSSLWCRRKT 

SVSVAVLVSATIPISRVQGPSQV 

LGQGEKQTNQN V V PN PYTLLS 

QIPEEAKWFTALDLKDAFFCIPL 

HSDSQFLFAFEDLTDHTSQLTW 

T1LPQGFRDSPHLFGQALAQDL 

GHFSSPGTLVLQYVDDLLLATS 

SEASCQQATLDFLSFLAN 


5309 


35677 


A 


5350 




1085 




5310 


35678 


A 


5351 


1 


3105 




5311 


35679 


A 


5352 


1 


5172 




5312 


35680 












5313 


35681 


A 


5354 


18 


270 


KLSQVCIDLL*1REGERDMYPG 
WAKFPSPYSLKGT*PIAQGVLW 
SFGDFFYC/1PSTLPTPKSWRLFE 
SPFPESLTPVSLVWWPC 


5314 


35682 


A 


5j55 


80 


384 


dhvti Tincnpinpi t htp.a apc 
r\^Y 1 Li I LUoKli^lLfr L,L,JJ I vj/VAr o 

VL1SCPEQLSSRSVTI*G1LGQPV 
TRYFSHLLSCNWETLLFSHAFL 
VMPESPTPLLGR 
















5316 


35684 


A 


5357 


388 


476 


KVCPRPCRTSM/LPIRII*KLPQV 
CLDLL*I1EGEGDMYPG*AKFPS 
PYCLKGT*PGTIAGSWARGVSA 
AASPSYSSPSY 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5317 


35685 


A 


5358 


254 


849 


LQPESLEIAGILVQ*M1E*QPKK 
GTNS1PVSKPSP/GVQKPNGQW 
RQVQDLRLISDAVIPLYPAVSNP 
YTLLSQ1LEEAEWFTVLDLK.DA 
FFCIPLRSDSQFLLAFEDPTDHT 
SQLTWT VFTQG FMDTPHLFGQ 
SLAQDLGHFSSPGTLVLQYVDD 
LLLAKQQATLDLLNFLANQGY 
KLSK.LKAQLCELLVFSSCARMH 


5318 


35686 


A 


5359 


1 


909 




5319 


35687 


A 


5360 


153 


436 


CFCCCVEGNKPRNLQRTTKTPR 
LSVMSPSSCRGRGIWPNPGTC/R 
PSPSL1*SRSRQTWRITTPCQQG 
NKTGQRMNLTN*QEQASEGG* 
*QTPLS 


5320 


35688 


A 


5361 


1 


1632 




5321 


35689 


C 


5362 


1 


675 




5322 


35690 


A 


5363 


604 


1047 


SNNRTDNPTSVAYLSKETDVV 

AKGWPHCLWVVVAVAILVLEA 

IKIIQGKDFTVWTSHDVNGILG 

AKGNSWLSDKRLLRYQALLLE 

GPVLQ1HTCVALNPAIFLPEDGE 

P1KHDYQQIVAQTYVT*EDLLE 

VPLANPDLNLYTNGSSFV 


5323 


35691 


A 


5364 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTG 
TLTQIMGTGVAN1C*PVF*KD*G 
ELGKMNYAMMST1TQGKEENP 
AFLKWLWEALRKYTPLSP 


5324 


35692 


B 


5365 


114 


2309 




5325 


35693 


A 


5366 


413 


1 157 




5326 


35694 


A 


5367 


105 


478 


YGHCCYDHRJCCFFPATEQKVC 
PCAAQG*PL*LRGDDPEMSVYI 
*QLPLYYSSDLLSAANEVQ1LAF 
FQGDVSFFPVATTTDTLSVTFN 
FPFNYQGVNDFDFDFKQFLHSS 
FDFCFGRVFSNFE 


5327 


35695 


A 


5368 


531 


1087 


RLQPPGAPVEDITRPVSAKPRD 
ADRNSTGCYLVLQHQRQTES 
GRQLSGL*GPGCNGVH/ASLYR 
TSAMFAERFGSYSRRSTTAG1PS 
LLRLKSTIRRSDRSRRKAQRKR 
CGQVMPQHRRSIRPLLQPITPSL 
NRNLHRSPHRSRNRWSRLNRR 
LKHHLRRSQNRSRSWK.KKLHR 
RVKPMLCNWVR 



632 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


■Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


5328 


35696 


A 


5369 


544 


1381 


VNPALQVLVVA1TPPPSLPSPSCI 
RVLTRVSNAIAAKPLCLAVCAV 
VEGGRIRALVAVAAWGAGVTG 
GPAGLIACGPVSPSVIRGQFRHA 
G1SFFLYAIGGEMVPAVRRQNH 
TPA*HKRFAKAFQLAHPNAVN 
AEHFAGGDRHLFSHLNQGCVV 
KHHVRRD1TFIGYRFTQFA 


5329 


35697 


A 


5370 


81 


863 


AYGNPVEIAGGARQAGVNFTG 
VFRPRFSRRWRR1SGETCKLWW 
RRWRSAWASINQTFASWSTLIF 
RA1SNP11RKPDAPGVMACPRKR 
CCFT1 RLI WRGC A V VWKRSR/E 
GQLQD1ERHKLN AMGAFA EAQ 
TCRRLVLLNYF/GRRASGAVRE 
LRYLPRSAETVRRFNRCSDCPF 
HHWSCESAVWDGLCGGSDSCC 
GVSRARLFASPVNLPITGEIPER 
GFHPFCGRTTENGK.NHPRNLFI 
WRSNCSVLPVKVMSLCSSTPCP 


5330 


35698 


B 


5371 


12 


273 




5331 


35699 


A 


5373 


145 


336 


SEEEEEDEEEEEEEEEEEEEEEE 
E*EEGESAIICAKVCISVFPRRK 
NELNMA1TPNTIPKLNHW 


5332 


35700 


A 


5374 


294 


657 


VAPGDRHAFHGGGSGLSPELTL 

PQTQCCAQATVQGLEGTRSWS 

QSGTSSLSPWSHTSLACPQKEE 

GEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEAKTQ*KSG 

QKITDSPQKK 


5333 


35701 


A 


5375 


2 


588 


SRPG1TGSTISYGDPGHGAGPPG 
A DLGPARSLKPERA AG AQL A A 
GEARQSGDPGLPGGPGHSLGTA 
PC*VDKGWGHPVSTVHHQRQP 

AGPWEPQPQRGVRVLGGRRDS 
*VGGG*GQHNKALWGPR*PHT 
EQKPDRKLSRIPLRAAGGEKRG 
CGCDRAGCLVLGPPQLPAQGL 


5334 


35702 


A 


5376 


1 


445 


SLSHRAGGGGGVGGGAVCLFS 
PPRTKRESAPESPSRVLGHSPVP 
S*GAPSTRGSVSRILTSGGTHER 
SNGLTCHRNQAGTGPSALRSGR 
P*CLSRANPPGSKRSAGPVHEE 
RT* PCRLSGSAGITQ*DGN*KAG 
PRVPEAPERGCATC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in V SSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5335 


35703 


A 


5377 




313 


QNDEVAFRKLKLIIEDVQGKSY 
LI NrHLiMlNL 1 n Uls.lv] L.MV1 V KK. 

WQTVIEAHVDVKTTNGYLLCL 
FCVGFTKKCNNQIWKTSLF*QQ 
SNMEDFFVLTTGIISHLHEPFLV 
VTDYDQ 


5336 


35704 


A 


5378 


45 


764 


TSFLTTGGKKGS\KKXVVDPFS 

KXD/WL*YVKHRAMFN1RNIGK 

DVGSPRTQGTKIAS\DGLKG\RV 

FEWSLADLQNDEVAFRKPKLIT 

\EDVQGK\NC\LTNFHGMDLTP* 

QKCCSM VKKM/WQTM I * SSPL 

MVKTT\DGLLASVCSCVGFTKK 

\RNNQIRJCTSYAQHQQVRQIRK. 

K.MMEI MTRE VQTN DLK.E V VN K 

LIPDSIGKDIEKACQSIYPLHDVF 

VRKVKMLKRPKFELGKLMELH 

GEGS 


5337 


35705 


A 


5379 


3 


501 


SSARFVSSSSSGGYGGGYGGVL 
TA SDG LL AGN EK LTM QNLNDR 
LASYLDKVRALEAAKILSDMRS 
QYEVMAEQNRKDAEAWFTSRT 
EELNREVAGHTEQLQMSRSEV 
TDLRRTLQG LEIELQSQLSMKA 
ALEDTLAET/EGDVRADSERQN 
QEYQRI.MDIKSRLF.QF. 


5338 


35706 


A 


5380 




716 


AQLKVKFWY WPEAGAGGLRR 
FKHY\YTPFKDCRDKILGATIKN 
SRIVLQ1DNAGLAADDFRTKFE 
TEQALRMSV*ADITGLRRVLDE 
LTLARTDLEMQIEGLKEELAYL 
KKNHEEEISTLRGQVGGQVSVE 

VUaAru 1 ULARlLoUtvlKaLJ I tv 

MAEQNRKDAEAWFTSRTEELT 
REVAGHTEQLQMSRSEVTDLR 
RTLQGLEIELQSQLSRLWGFCC 
PLEGVFWVEGWEGRDPYPRLF 


5339 


35707 


A 


5381 


3 


832 




5340 


35708 


B 


5382 


141 


1067 





634 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


5341 


35709 


A 


5383 




1316 


GVAPSVLRLAMTSYSYRQSSAT 

SSFGGLGGGSVRFGPGVAFRAP 

SIHGGSGGRGVSVSSARFVSSSS 

SGAYGGGYGGVLTASDGLLAG 

NEKLTMQNLNDRLASYLDKVR 

ALEA ANGELEVK1 RDWYQKQG 

PGPSRDYSHYYTTIQ\ELRDK1L 

GATIENSRIVLQIDNARLAADDF 

RTKFETEQALRMSVEAD1NGFR 

\RVLE*S*TLAQEPNLEDAR1EG 

LKEEMAYLKKNHEEEISTLKGP 

KCEAQV\SVEVD\SA\PGTRSSPK 

ILSDMRS\QYEVMAEQ\NRKD\A 

EA\WFT\SR\TER1ETREVAWPHR 

SSFQMSQAPRLLDLAAATPQGS 

*DLSCQSQLEPLKAALGKTPLA 

ENRKAUIFGNPQLAPYPQALDS 

AVI* KPQLG/DIVAKLDSSTGRI 

QEYQ\RL\MDIKFARLEQEIAHP 

NRSLA/LEGQEDHYNN\LFASK 


5342 


35710 


A 


5384 


23 


279 


GCLRGSLERCGTLCK1\SLHEISG 
PESRVQXQPLSSREEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEERKK 
ECSKAQCKHFPLSEVL 


5343 


35711 


A 


5385 


1 


507 


MEKNEKEQEEEEKKEKNSKK.K 
EEEEEEEGGGEEEEEEGEGGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE/EEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKKKKKK 
ft ft ft ft. Is. ft ft ft ft Is. ft ts. IV ft ft Is. ft ft ft ft 

RKKKKKEEEEKVVEEEDEF1WF 
LGNSLYFPSFSHFAWSQIPSRED 
EGERRLRVNSMIMDFTSNTNH 


5344 


35712 


A 


5386 




259 




5345 


35713 


A 


5387 


53 


387 


LEEEK.EEEKEEEKEEEKEEEEEE 
v n ir\ per pcr.cnr.nr.c'c'r.ncr c 

DLDtCtLtCtCCEDtCtttDDtt 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEMIVLKIIVAKQLF 


5346 


35714 


B 


5388 


1 


1446 




5347 


35715 


- — < 


5389 




— 




5348 


35716 


A 


5390 


2^9 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEK1 
FLGHRVGI 


5349 


35717 


B 


5391 


1 


1269 




5350 


35718 


B 


5392 


44 


244 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5351 


35719 


A 


5393 




626 


EEGEVEEEGEEEEEEEEGEGEE 
EEEEEGEGEGEGEGEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEQEEEEEEEEEEEEE 

cpyce a A A A A A A QRT^CP-ITCT CI 

TY WPPCPALRDTLVSNCSLSSL 
CTSGDSFHW*ETTIPAMSSCSH 
QHSLHQLGIIPRQILMRMASLM 


— 


35720 











1 


— 




5^55 — 


~ 


— 






— 








— 


J596 




492 




5355 


35723 


A 


5397 




870 




5356 


35724 


A 


5398 


111 


407 




5357 


35725 


A 


5399 




651 




5358 


35726 


B 


5400 




2427 




5359 


35727 


A 


5401 


571 


966 


SPFTNSRLTIFISFSECGQIAEIYI 
LSQPFMVR1MATEPPIINLQPGN 
FTLDIVSRDHTTAL*PGRQEQNS 

pppppcprcppEppccpccpppp 
ppppppppppppppcpppppppp 

PCPPPPPPpCCPPPPPPpfl/ M V 


5360 


35728 




5402 


-! 







5j6\ 


j5729 


— 


5_03 





~TT 






5 j 62 


35730 


— 
A 


5404 


2 


431 




5j6j 


35731 


A 


5405 


1 







5364 


j5732 




5406 


J 






5365 


35733 


— 




\% 




i% 
























HZlr 


, 













.p^Z — 







51TT 





6^5 




5369 


35737 


A 


5412 


344 


481 




5370 




A 


5413 








5371 


35739 


A 


5414 




501 


















5373 


35741 


A 


5416 


302 


567 


MLCCLEISSTRYPKSSLSSSKFH 
KSLGQGQNAASLFAKT*RESPL 
LQFPASSSSPSETTSAWTLLFISL 
SAFLTKAFNKSLGGSKLSH 


5374 


35742 


A 


5417 


251 


844 


NLGRGSQTSILDFCAPAGLIPCG 
SCQGLGLPHSEATARAVYWPL 
SAMAGVAGTQGTKSLDSSLFA 
K.T*QESPLLRFPTSSSSPSETTSA 

LSHIFVSSSEPSKLSQPLHMPIQ 
ARISSFTSGHTDDSTVLFSVLLK 
LPLPVPSQAFSLKPGSIVMLLSS 
WSDNFNIPS1SDSDA 


5375 


35743 


A 


5418 


1 


1113 




5376 


35744 


A 


5421 


1 


337 





636 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5377 


35745 


A 


5422 


2 


680 




5j78 .. 


35746 




542j 


















Wi 




5380 


35748 


A 


5425 




3319 




5381 


35749 


A 


5426 




612 




5382 


35750 


C 


5427 


46 


168 




5383 


35751 


A 


5428 




663 




5384 


35752 


A 


5429 


10 


417 


1A1MNDTVAIRTRKFMTNRLLE 
RKQMVIDVLHPGKATVPKTEIL 
EKLAQMYKTTPDVIFVFGFRTH 
CGGGKTTGFGMIYDSLDYAEK 
NEPKHRLARHGLYEKKKTS*K 
QRQERTNRMKKVRGTAKANV 
VAG*KPNE 


5385 


35753 


A 


5430 


67 


263 


GKTTG\FGMIY\DCLDYAKXNE 
PKHRRARHGLYEKKKTSRKQR 
KERKNRMKKVRGTAKANVGA 
GKK 


5386 


35754 


A 


5431 


2 


537 


TPG STTTTK FPTASTSEDRSPIM 
ND\TVTIPH*EKFMTQPTYFRGN 
QMVI\DVLSPPGKGDQCPKHRK 
FGK.K.LAQNVPRPTPDWIFVFWI 
QNFIFGGGKTT\GF\GMIYGFPGI 
YAKEK.MNPDHRLCKDMGLVL 
RKEKGPSRKANGKGTARNRIG 
RXVPGGTGKGPNVGCWAKRR 
NEVSSS 



637 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possil)le nucleotide insertion) 


5387 


35755 


A 


5432 




2195 


ARGLSMGH*FP/PHFQCALA*M 

PAPGRGPPPPLPP/CPDAPPACA 

ATMERPF.AGLRVAPRSPVQPGC 

TSVLPVAKRFNARILWLK.RPQR 

QLWSLWRAQATVSLGGFHVM 

LSLQVHRINARVKEAWQLPPRF 

QMMYQKAWVLRQKPAAAVEP 

SQRNSPRAMLGGNVGLEPPPRV 

STRALPSGAVGRGLPPSRPKND 

TATGSLHPELGKAAD1QFHPVR 

AATGASPCKS1GTELPKALGAH 

VLLQCALDVGHGVEGELWSFK 

TRQPSDFS1 FSPPFPPFYSTKPPLS 

SWPIPNEPLGTPPRRGRGGAEG 

LLTSQCS1 11LNGLCFTGGINSNE 

CENVSRKKKMSEEFEANTMDS 

LVDM PFATVD1QDDCG IFFDVW 

KLRVNCQEILANRHPGRAMRK 

VVLTKTSWEGESLAVGKLPLK 

RLVSLDCQLRCLQCECGIL1RQ 

HVVWLERTTGHWHPRSSQSCR 

LNTTSTAL EHCN A F 1 YNTVCSH 

KLKDHSHDNGKSSGFLNPVAA 

PHSC1VMGHLTLLITTSYYTPLT 

KPDTDPTLKKEGLISQDSSSLEV 

LLHTDPLGKRGTPDPRVDDDSL 

GKFPVTNSQARKRILEPDDFLD 

DLDDEYCEDAPKHRGKGCGSA 

HKELDASNLEDQDKPYACDTC 

GKRYKNRPGLSYHYAHSHLAE 

EGEDKEDSQPPTPVSQRSEEQK 

SKKGPDGFALPNNYCNFCLGNS 


5388 


35756 


A 


5433 




580 


FSPL1HL1LSGHSTCFREHRVGG 
KVTDQQDPKAEEFFLVQNKMK 
SLPCLLLSTQTRQPSDFSIFSPPF 
PPFYSTKPPLSSWPVLNELLGTP 
PRRGGGRAEG/PPHFPVG\GPGR 
GAPSPPRRGGWPGGGLTPQPPS 
RTG RL AG RGADPPTSLPDG AA 
G RAG G * PH HLPPG RGGW PGRG 
APHFPVGVAGQRRLFIC 


5389 


35757 


A 


5434 


405 


685 


KVSHVYFYPHRPRNHPISQFFPH 

PSRLS1PQNRHCHHGPS/RNEPL 

GTPPR/PGSWPGRGAPHFPETFN 

HGRRWKGSRHVFTWPEQERE 

WGSATHF 












654 




5391 


35759 


A 


5436 




426 




5392 


35760 


A 


5437 




548 




5393 


35761 


A 


5438 




459 




5394 


35762 


A 


5439 




346 
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WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5395 


35763 


A 


5440 




1248 




5396 


35764 


A 


5441 


1 


1257 




5397 


35765 


A 


5442 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRSLH 
AK.STEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELR1KNLTQNRSTTWKLN 
NLLLNDYWIHDEMKAEIKMFF 
ETNENKDTTYQNLWDAFKATA 
SKTNKEKEKNQIDTIKNDKGDI 
TTDPTEIQTTIREYYKHLYANK 
LENLEEM DKFLDTYTLPR LN QE 
EVESLNRPITGAEIVAIINSLPTK 
KSPGPDGFTAEFYQRYKEELHI 
NRAK.DKNHMIISIDAEKAFDK.I 
QQPFM LKTLNKLGIDGTYFKJ IR 
AIYDKPTANIILNGQKLEAFPLK. 
TGTRQGCPLSPLLFNIVLEVLAR 
AIRQEKE1KGIQLGKEEVKLSLF 
ADDMTVYLENPIVSAQNLLKLI 
SNFSKVSGYKINVQKSQAFLYT 
NNRQTESQ1MSELPFTIASKR1K 

Y LOlv^L I KU V KL/Lr tS.E,JN Y KrLL 

KEIKEDTNKWKNIPCSWVGRIN 
IMKMAILPKVIYRFNAIPIKLPM 
TFFTELEKTTLKFIWNQKARARI 
AKATLSQKNEAGGITLP 


5398 


35766 


A 


5443 


1007 


1719 


TEPKTKTT*LSQ*MQKKPLTKF 
NNPSC*KLS1N/IVLEVLARAIRQ 
EKEIKGIQLGKEEV1CLSLFADD 
M1VYLENPIVSAQNLLKLLSNFS 
KVSGYKINVQKSQAFLYTNNR 
QTESQIMSELPFTIASKRIKYLGI 
QLTRDVKHLFKENYKPLLKEIK 
EDTNKWKN1PCSWV\GRINIVK 
MAILPKVIYRFNAVPIKLPMTFF 
TELEKTTLKFIWNQKRACIAKSI 
LSQKNKAGGITLP 


5399 


35767 


B 


5444 


1 


1020 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5400 


35768 


A 


5445 




1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVA1INSLPTK.KSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QAFLYT1NRQTESQIMSA 

LPLTIASKRIKYLG1QLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRINIVKMAILP/KEL 

E ETTLKF 1 WNQKR A R 1 AKS I L SQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDRDQWNRTEP 

SE1MPHIYNYLIFDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTRINSRW1KDLHV 

RRKTIKTLEENLGNTIQDIGMG 

KDFMSKTPKAMATKAK.1DKW 

DL1KLKS FCTAKETTI RVN RQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKK.HMKKCSSSLA 

IREMQ1KTTMRYHLTPVRMAI1 

KKSGNN/R/CAPGTPERQNHSLS 

WKGS*SQEPSGLAQW1PLPWSP 

AS*DPLA*NSCCQHSCLKSTWD 

AQACARKLRTLIKGYRNCQLE 




35769 












5402 


35770 


A 


5447 




1563 




5403 


35771 


A 


5448 




1449 




5404 


35772 


B 


5449 




1605 




5405 


35773 


B 


5450 




1569 




5406 


35774 


A 


5451 




690 


MSELPFT1ASKR1KYLG1QLTRD 
VK DLFKEN YN PLLN EIKEDTNE 
WKNIPCSWVGRINIVKMA1LPK 
ATVTK1AWYWYQNRDIDQWN 
RTERSE1MPHIYNYLIFKKPEKN 
KQWGKDSLFDKWCSENWLA1C 

KIVLIUjUrr Llr i 1 lVlINoK WIKJJ 

LNVRPKTIKTLEENLG1TIQDIGI 
GKDFMSKTPKAMATKAKIDK 
WDLIKLK\FCTAKETTIRVNRQS 
TKWEIISSLD 


5407 


35775 


A 


5452 


1 


1919 





640 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5408 


35776 


A 


5453 


1 


1416 


MIILIDAEKAFDKIQQPFMLKTL 
SKLGTDGTYLKIIRA1YDKPTAN 
IILNGQKLEAFPLKTGTRQGCPL 
SPLLFNIGLEDLARAIRQEKEIK 
GIQLGKEEVKLSLFADDM1VYL 
ENP1VSAQNLLKL1SNFSKVSGY 
KINVQKSQAFLYTNNRQTESQI 
MSELPFTIASKRIKYLGIQLTRD 
VKDLFKENYKPLLKE1KEDTNK 
WKNIPCSWVGRINIVKMAILP\R 
DIDQW/NRTEPSEIMPHTYNYLI 
FDKPEKNKQWGKDSLFHKWC 
WENWLAVCRKLKLDPFLTPYT 
KINSRWIKDLNIRPKTIKTLEEN 
LGITIQDIGVGKDFMSKAPKAM 
ATKAK1DKWDLIKLKSFCTAKE 
TTIRVNRQPTTWEKIFATYSSD 

RU-LlbUl 1 INcLiS.^! Y iS.ls.rv 1 IN JNrl 
IS. IS. W A is. L) 1V1 IN K n r 3 IS. t, U 1 HA A IS. 

KHMKKCSSSLAIREMDIKTTMR 

Y rll- 1 r V KJVIAI llS-lviLiININKL. WK 

npr;pir;TT 

UtUClU 1 L. 


5409 


35777 


B 


5454 








5_4I0 


j5778 


B 


5455 




"T"t 




541 1 


35779 


B 


5456 


130 









5412 


j5780 


A 


5457 




□95 




5443 


35781 




5458 




J64 




54J4 — 


j5782 


— 










5415 


3578j 


- — 

A 




5460 


2821 




578] 




5416 — 


35784 




^9 











I 


— 






- — - 






544 8 — 


j5786 







5463 








5419 


j5787 


— 






2217 




5420 


35788 


- — 

A 


- 

5465 






2478 




5421 


35789 


— 


5466 









5422 


i£Z22 








2^6~ 




lr~ — 


35791 


— 


— — — 












±L_1 


j — 






2I4I 




_ 

5425 — 


35793 







5470 




— 

— ^ 




5426 — 


35794 


— 






ikr 




— 


H^ll 




-— 












— 


5473 




L527 




5429 


35797 


A 


5474 




1293 . 




5430 


35798 


A 


5475 




1038 




5431 


35799 


A 


5476 




1572 




5432 


35800 


A 


5477 




1290 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5433 


35801 


A 


5478 




524 


MSELPFR1ASK.RIKYLG1QLTRD 
VKDLFKENYKPLLNEIKEDTNK 

wkniscswvgr1nivkmailpk/ 
vk.hr/fsaclqslgrsgttgle 

ALAM*PIWPQEVE*VKFPALPS 
GASSTKGGCVP*QIQVEERLLS 
WKL*QA*TSW\YQRQRRSDSSL 
RERK*PKSIQRNVRRLSYYTP 


5434 


35802 


A 


5479 


2 


1547 




5435 


35803 


A 


5480 




2376 




5436 


35804 


A 


5481 . 




1824 




5437 


35805 


A 


5482 _ 




1071 




5438 


35806 


B 


5483 




1839 




5439 


35807 


B 


5484 




1368 




5440 


35808 


A 


5485 




1884 


















5442 


35810 


B 


5487 




2532 




5443 


35811 


A 


5488 




2373 




5444 


35812 


A 


5489 




2361 




5445 


35813 


A 


5490 




2274 




5446 


35814 


A 


5491 




1686 


MASPGPAPTASPKJHSELLTATR 

EAQRHHPVPRGQDLVTSESFSL 

SFCFSAA1FIFELLGSNSEGVTDL 

RLWLCQPAPRCGEWTYNPLEQ 

CCDDGV1LDLNQTRLCGSSCTF 

WPCFQHCCLESLGSQNQTVVRF 

KVPGMKPDCKSSPITRICAQAG 

VQ1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASQ 

R1KYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVG 

RINIVKMAILPKVIYRFNA1PIKL 

PMTFFTELEKTTLKFI WNQKRA 

LIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRD1D 

QWNRTEPSE1TPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LA1CRKLKLDPFLTPYTKINSRW 

IKDLNVRPKTIKTLEENLGITIQ 

DIGMSKDFMSKTPKAMATK.DK 

IDKWDLIKLKSFCTAKETTIRVX 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNTNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSLSLAIREMQIKTTNQNH\M 

RYHLTPGHG 


5447 


35815 


A 


5492 




1872 





642 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5448 


35816 


A 


5493 


195 


1494 


PPGQHLQRRCLLRVSGFSENAK 

KGMLEVLARAI\RQEKKIKGIQS 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKALGYK1SV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIK.EDTNKWK.NI 

PCSWIGRJNIVKMAILPK.V1YGF 

NAIP1KLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKDKAGGI 

TLPDFKLYYKATVTKTACNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

QAIDQRSSTDTSLSTPAAPMVD 

SLIARVGVMARGNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGV1E1ADG 

SRRRKAAALTESDYRVLGGEL 

DDEQMAALSRLGNDY 


5449 


35817 


A 


5494 


1 


1845 




5450 


35818 


A 


5495 


1 


2109 





643 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nuclfolide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5451 


35819 


A 


5496 




2535 


MKSGHPEKEQDNSDVQETREIT 

1RGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGH PLETQTALCERG RGARSL V 

GNT1MTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKH LH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSV1TGLQIQVFSG 

KEADSVIKRS1GWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLG1DGTYLKIIRAIYD 

K.PTAN11LNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK. 

EDTNKWKNIPCSWVGRINIVK 

MAILPKV1YRFNAIP1KLPMTFF 

TELEKTTLKFIWYQKRARITKSI 

LSQRNKAGD1TLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSE1TLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTK1NSRW1KDL 

NIRPKT1KTLEENLG1T1QD1GMG 

KYFMTKTPKAMATKAKIDKW 

DLIKLKSFCTGKETTIRVNRQPT 


5452 


35820 


A 


5497 


3 


2284 




5453 


35821 


A 


5498 


1 


1245 




5454 


35822 


A 


5499 


1 


1140 




5455 


35823 


A 


5500 


383 


1185 




5456 


35824 


A 


5501 


1 


3159 


MLEVLAWAVRQEKEIKGIQLG 
KEEVKLSLFADNMTVYLENPIV 
SAQNLLKLISNFSKVSGYKVSG 
QKSQALL YTNN RQTESQIMSEL 
PFTIASKRIKYLGIHLTRDVKDL 
FKENYK.PLLKE1KKDTNKWKN1 
PCSWVGRINIVKMAILPKDIIQE 
NFPNLARQANIQIQEIRKTPQRY 
SSRRATPRHI1VRFTKVEMKEK 
MLRAAREKASHHTYSKIDPILG 
SKPLLSKCKRTE1ITNYLSDHSA1 
K.LEFRIKNL 



WO 01/075067 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5457 


35825 


A 


5502 


583 


2515 


MQKKPLTKFNNPSC*KLSIN*LI 

SNFSEVSGYKISVQKSQAFLYT 

NNR/QESQIMSELPFTIASKR1KY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRJNI 

VK.MAILPKAIYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGG1TLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPH1YNYLIFDKPEK 

NKQWG KDSLFNKWC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVGPNTIKTLEENLGITIQDI 

GTGKDFMSKTPKAMATKAK[D 

K RDLIKLN S FCTA KETTIRVNR 

QPTKWEKIFTTYSSDKGLISRIY 

NELKQIYKKKTNNPIKKWAKD 

MNRHFSKEHIYAAKKHMKKCS 

PSLAIREMQIKTTMRYHLTPVR 

MAIIKKSENNSLLAAGGGNRRT 

ANVVAHGFANLLTLDKKTLQEI 

LVHYPDSER1LMKKARVLLKQ 

KAKTAEATPPRKDLALLFPPKE 

ETPKLFKTLLGGTGKASLARLL 

KLKREQAAQKKENSEGGEEEG 

KF.NEDKQKENEDKQKF.NEDKG 

KENEDKDKGREPEEKPLDRPEC 

TASPIAVEEEPHSVRRTVLPRGT 

SRQSL11SMAPSAEGGEEVLTIE 


5458 


35826 


A 


5503 




2463 




5459 


35827 


B 


5504 




1221 




5460 


35828 


A 


5505 


] 


4494 




5461 


35829 


A 


5506 


] 


2825 


MARTSYGQHFFPTLISMNIDSG 

RQNN G IPKLSTS Y SLKPMNTLC 

YLVKRDLEGVLKLRILTWESSL 

DYPGGPSVITKVLIRQKEGQSQ 

RTRYDNGSRGWSDAIAVKRPQ 

AKECGWPLEAGKGKEWILRKE 

C 1 PANTLML AQC PPTLRVGGS V 

CSAWRMIQNSDGERRrCRNRIQL 

QAVRLSKVIHDTFRNFPRFVHS 

RELSKGAEKSSSLKKGLEQVII 

WTKCRQCGESRCTKKVEERKV 

LHNTFISTSTTITTLG 



645 
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SEQ 11) 

NO: 


SF.Q ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5462 


35830 


A 


5508 


1184 


4791 


TSMQKSS1KYWQTESSS TSKSLS 
TMIKWASSLGCKAGSVYANQ* 
M*SSI*TEPKTKTI*LSQ*MQKK 
PL/YK1QQPFMLKTLNKLAQNL 
LKLISN FSKVSG YK1N VQKSQA 
FLYTNNRQTESQ1MSELPFTIAS 
KRIKYLG1QLTRDVKDLFKENY 
KPLLKEIKEDTNKWKN1PCSWV 
GRINIVKMAILPQVIYRFNAIPIK 
LPMTFFTELEK.TTFKFIWNQKR 
ARIAKSILSQKNKAGGITLPDFK 
LYYKATVT 


5463 


35831 


A 


5509 


516 


2233 




5464 


35832 


B 


5510 


286 


4131 




5465 


35833 


B 


5511 




4911 




5466 


35834 


A 


5512 


1080 


3119 


SSGLHPWDARLVQYTQINKCN 

PAYKQSQRQKPHDYLNRCRKK 

AFDK1QQPFMLQTLNKLGIDGT 

YFKI1RAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSLLLFNIVL 

EVLARA1RQEKEIKG1QLGKEEV 

KLSLFADDM1VYLENPIISAQNL 

LKLISNFSKVSGYKINVQKSQTF 

LYNNNRQTESQIMSELPFTIALK 

RIKYLG1QLTRDVKDLFKENYK 

PLLKE1KEDTNKWKNIPCSWVG 

RIN1VKMA1LPKV1YRFNAIPIKL 

PMTFFTELEKTTLKF1WNQKRA 

R1AKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSE1MPH1YNYL1FDKP 

EKNKQWGKDSLFNKWCWENW 

LAICRKLKLDPFLTRYTKINSR 

W1KDLNVRPOIKTLEENLGITI 

QDIGVGKDFMSKTPKAMAAKA 

K 1 DKWDLIKLKS FCTAKETTIRV 

NRQPTTWEK.1FATYSSDKGLISR 

1YNELQQ1YKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMKK\ 

CSSSLAIR\EMQIKTTMRYHLTP 

VRMAIIKKSGNNRIRRHFQPRS 

AMFFCCCPGGEGSGLQWELLL 

AAWTVLPYPCPAATVGRFLKQ 

AQTADHSFLGHVWRVPSSRSW 

TDKE1LSLVVNRQNQEVVQLIG 

GLCGTHTISPTQHPATG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


5467 


35835 


A 


5513 


2494 


4549 


LQT1LQGYSNSK.QHGTGTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKKWGKDS 

LFNKWCWENWLVIC1KLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTIEENLGNTIQDIGMGKDFMS 

ETLKARATKAKIDKWDLIKLK.S 

FC i AKETTIRVNRQPTKWEKIF 

AIYSSDKGLIPRIYK.ELKQIYKK 

KTNSPIKXWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTAMRYHLTPVRMAI 


5468 


35836 


A 


5514 




5582 


MGDFNTPLSTLDRSTRQKVNK 
DTQELN SALHQA DL1DI YQTLH 
PK.STEYTFFSAPHHTYSK.1DH1L 
GSKALLSKCKRTQI1TNYLSDHS 
AIKLELRIKNLTQNMSTTWKLN 
NLLLNDYWVYNEMKAEIKMFF 
ETNEN E DTTYQN L WD AFKA VC 

DT.I/TIA I M A U 1/ D l/ACD C VTr^TT 
KOJvrlALlN AnKKK^cKblVllJ i L. 

TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKE1ETQKTLQKINESR 
SWFFERJNKIDRPLARLIKKKRE 
KNQIDT1KNDK 


5469 


35837 


A 


5515 


3371 


5375 


TDTSQKKTFMQPKKHMKKCSP 

SLA1REMQIKTTMRYHLTPVRM 

A1IKKSGNNRSWYFEKINKIDRL 

LARLIKKKREKNQIDAIKNDKG 

DITTDPTE1QTTTREYYKHLYA 

NKLENLEEMDKFLDTYNLPRL 

KQEEVESLNRPIRGSEIVAIINSL 

PTKKSPGPDGFTAEFYHRYKEE 

LVPLLLKLFQSIEKEVILPNSFYE 

ASIIL1PKPDRDTAKKENFRPISL 

MNIDAKILNK1LANRIQQHIKKL 

1HHDQVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5470 


35838 


A 


5516 


314 


2695 


GSACRDPDPDPLRLVGGGAAA 
PPCSSVSPSAWRQSRPREYYEG 
GRGLHAPDRETALGLGIATSER 
MLGICRGRRKFLAASLSLLCIPA 
ITWIYLFSGSFEDGK.PVSLSPLE 
SQAHSPRYTASSQRERESLEVR 
MREVEEENRALRRQLSLAQGR 
APSHRRGNHSK.TYSMEEGTGD 
SENLRAGIVAGNSSECGQQPVV 
EKC\RRNPLHFHLIADSIAEQILA 
TLFQTWMVPAVRVDFYNADEL 
K.SEVSWIPNKHYSGIYGLMKLV 
LTKTLPANLERVIVLDTDITFAT 
DIAELWAVFHK.FKGQQVLGLV 
ENQSDWYLGNLWKNHRPWPA 
LGRGYNTGVILLLLDK.LRKMK 
WEQMWRLTAERELMGMLSTS 
LADQDIFNAVIKQNPFLVYQLP 
CFWNVQLSDHTRSEQCYRDVS 
DLKVIHWNSPKKLRVKNKHVE 
FFRNLYLTFLEYDGNLLRRELF 
GCPSEADVMSENLQKQLSELDE 
DDLCYEFRRERFTVHRTHLYFL 
HYEYEPAADSTDVTLVAQLSM 
DRLQMLEATCKHWEGPISLALY 
LSDAEAQQFLRYAQGSEVLMS 
RHNVGYHIVYKEGQFYPVNLL 
RNVAMKHISTPYMFLSD1DFLP 
MYGLYEYLRKSVIQLDLANTK. 
KAM1VPAFETLRYRLSFPKSKA 
ELLSM LDMGTLFTFRYHVWTK 
GHAPTNFAKWRTATTPYRVEW 



648 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codnn lor peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5471 


35839 


A 


5517 




2079 


GK.PVSLSPLESQAHSPRYTASS 

QRERESLEVRMREVEEENRALR 

RQLSLAQGRAPSHRRGNHSKT 

YSMEEGTGDSENLRAG1VAGNS 

SECGQQPVVEKC\RRNPLHFHLI 

ADSIAEQILATLFQTWMVPAVR 

VDFYNADELKSEVSW1PNKHYS 

GIYGLMK.LVLTKTLPANLERVI 

VLDTDITFATDIAELWAVFHKF 

KGQQVLGLVENQSDWYLGNL 

WKNHRPWPALGRGYNTGVILL 

LLDKLR KMKWEQ M WRLTAE R 

ELMGMLSTSLADQDIFNAVIKQ 

NPFLVYQLPCFWNVQLSDHTRS 

EQCYRDVSDLKV1HWNSPK.KL 

RVKNKHVEFFRNLYLTFLEYD 

GNLLRRELFGCPSEADVNSENL 

QKQLSELDEDDLCYEFRRERFT 

VHRTHLYFLHYEYEPAADSTD 

VTLVAQLSMDRLQMLEAICKH 

WEGPI SLALYLSDAEAQQFLRY 

AQGSEVLMSRHNVGYH 1 V YKE 

GQF YP VM LLRN V AMKHI STPY 

MFLSDIDFLPMYGLYEYLRKSV 

1QLDLANTKKAM1VPAFETLRY 

RLSFPKSKAELLSMLDMGTLFT 

FRYHVWTKGHAPTNFAKWRT 

ATTPYRVEWEADFEPYVVVRR 

DCPEYDRRFVGFGWNKVAHIM 

LLUV^t Y brlVLrlNA Y MlnmrH 

APSFD1TKERSNKQYRICLKTLK 

bbr l^UM »KK I (j r A A L Is. Y L I A 


5472 


35840 


A 




403 


2757 1 




5473 


35841 


^— 


iMb" 


128 




















5475 


35843 


B 


5521 


25 


1359 




5476 


35844 


B 


5522 


1 


1113 




5477 


35845 


A 


5523 


1 


2526 




5478 


35846 


A 


5524 


3 


555 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5479 


35847 


A 


5525 


1 


1710 


MSQGTTPWGPTPAGTTPESEVH 

RPFPFPVPVPVPETSERSFPVRG 

VCGQAKSGLRRGAARLAPAAY 

LFTRQQTRELIHSACVSISVNTM 

HGLSVA1NSRRCTYYRKYVIDF 

SK.SEIIG1P1SKNIDLTVGTTVTQ 

LQNLNTVGIIGSRGGRGQVAAL 

NCDRQGHLWLFTRVTVHWRM 

GNDRTFWGLLDTVSELMFIPGN 

PKHHCGPPVKVGAYGVTFLGV 

HWCGACQDTPCKMKDKLLHL 

APPTTKKKAQYVVGLLGFWRPI 

YRVTQKAASFEWGPEQDKALP 

QVQAAVQPALLFGPYDSADPM 

VLEASVADRDAVWSLWQAP/1S 

HKMGHAQQHSIIKWK*YICDW 

ARAGPKGTTUPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWK.IGDKEI 

WGRGMWMDLSEWPKPVK.IFG 

SI 1VSAHQWV1SAEEDFNNQVD 

KMTCSVDITQPLSPATPV1TQW 

AHKQSGHGGRDGGYTWAQQH 

G LPLTKTG LAM ATA ECPI 


5480 


35848 


A 


5526 




438 




5481 


35849 


A 


5527 




612 




5482 


35850 


A 


5528 


2 


736 


EK.CAMTALSSKLISQQKAFFAK 

MVVDAVMMLDDLLQLKMIGI 

KKVQGGALEDSQLVAGVAFKK 

TFSYAGFEMQPKKYHNPKIALL 

NVELELKAEKDNAEIRVHTVED 

YQAIVDAEWNILYDXKLEKIHH 

SGAKVVLSKLPIGDVATQYFVA 

UKIJlVirL/AOKVrc,iiL>LK.Kl MM 
a rrrcmTf\/M a i c a rwn d rr\ 

VrfcfciyiOULKYiNrr lUCrlvAiv 
I U 1 rlLKuuAc^rlvltD 1 t-KoLn 
UA1MI VKJvA. 


5483 


35851 




5529 


3 


474 




5484 


35852 


— — 

A 


553 _? 


374 


968 




5485 


35853 


^— 




| 












5l3l 




2T3I 




5487 


35855 


A 


5533 


1 


240 




5488 


35856 


A 


5534 


248 


1034 




5489 


35857 


A 


5535 


1 


1602 




5490 


35858 


A 


5536 


120 


340 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 


5491 


35859 


A 


5537 


2 


408 


DEDDDDDDEEDDDEDDDDDDF 
DDEEAEEK.APVKKSIRDTPA\K 
NAQKSNQNGRDSKP\SSTPRSK 
GQESFKKQEKTPKTPKAGPSSVE 
DIKAKMQASIEKGGSLPKVEAK 
FINYVKDCF\RMTDQEAI\QDLW 
QWRKSL 


5492 


35860 


A 


5538 


194 


1027 


WSFISIHLLSYLSACHHLMEDS/ 

MDMGMRPLRPQNYLFSCELKA 

NKDYHFKVDNNENEHQLPLTTI 

NLGAGAMDELDTVEAEAMNYE 

GSPIKVILATLKMSVQPTVSLG 

G\FEITPPVV\LRLKCGSGPVHIS 

GQHLVAVEEDAESEDEEEEDV 

KLLSISGKRSAPGGGSKVPQKK 

VKLAADEDDDDDDEEDDDED 

DDDDDFDDEEAEEKAPVKK.SIR 

DTPAKNAQKSNQNGK.DSKPSS 

TPRSKGQESFKKQQKTPKTPKG 

PSSVEDI1CAKMQASIEKAH 


5493 


35861 


C 


5539 


212 


367 




5494 


35862 


A 


5540 


14 


1515 




5495 


35863 


A 


5541 


1 


540 




5496 


35864 


A 


5542 


1 


1881 


MDAALDDLIDTLGGPEETEEEN 

TTYTGPEVSDPMSSTYIEELGK 

REVTIPPKYRELLAKPIGPDDAI 

DALSSDFTCGSP*LYPSQVFHLL 

DLLPFSPGYQPRLLQHHLA/AVP 

FKVAGSGGADCILHMEVRDTA 

SDTGAGAAALDSSVFSVGLDGF 

SLMSDRSKSSESSSMSSDSLRGL 

GFSSGSGNSGFPSLSVAGFNLYS 

L1ERRSSSGSACRVPSEADRASS 


5497 


35865 


A 


5543 


1 


930 




5498 


35866 


A 


5544 


1 


183 




5499 


35867 


A 


5545 


1 


555 




5500 


35868 


A 


5546 


162 


499 


FPGSGNMAKDAGLIEANGELK 

\/pinrv\n QPf^kTlVVQT VAVUPQ 

TVNPLGKQLLPKTFGQSNVNIA 
QQVVIGTPQRPAASNTL/VWVG 
SPHTPSTHFASQ\NQPSDSSPW\S 
AGKR 


5501 


35869 


A 


5547 


2 


451 


LVAEFSAADNHILPNESAYDQK 
NIRRRVYDALNVLMAMN1ISKE 
KKE1K WIGLPTNSAQECQNLEV 
ERQRRLERIKQKQSQLQELILQ 
QIAFKNLVQRNR\HAEQQASRP 
PPPNSVIHLPF1IVNTSKKTVIDC 
SISNDKFEYLFNFDNT 


5502 


35870 


A 


5548 


37 


162 





651 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5503 


35871 


A 


5549 


205 


616 


RK.L1IGSQSSIT1AVFGKQNTYIR 
LEPFKINVLEQITKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 
ADAQVRRAVNNYDllVMSNSF 
NGQSEHQVWIGGQFTFIKF\PIN 
SVSIRCRARQEGIMSSPGQQVG 


5504 


35872 


B 


5550 




1407 




5505 


35873 


A 


5551 


3 


416 


MLPARMCCGIVSG*QFHTGNSY 
DHDYEFELGTRS*A*LK.LLFS*T 
LPD*QLPAGSGEGPYHLEGQLS 
YCHRGGEKALAALLSSPTSKTR 
SPSEPDPEQDEQKLRFCKRHLY 
GQQPRSPVE1RLQHVAIAYQTH 
HAYD 


5506 


35874 


A 


5552 


1988 


2137 


L V ITTLLPLACGTAK* E* VN VTS 
FGSRP1CSTSPVLFSGL*GPVKEF 
DT 


5507 


35875 


B 


5553 


1 






5508 


35876 


A 


5554 


1 , .. 


5 92 .. 




5509 














5510 


35878 


A 


5556 


1 


634 




5511 


35879 


A 


5557 


1 


723 




5512 


35880 


A 


5558 




384 




5513 


35881 


A 


5559 




792 




5514 


35882 


A 


5560 


3 


1607 


HCTRMSVKWTSV1LLIQLSFCFS 

SGNCGK.VLVWAAEYSHWMNI 

KTILDEL1QRGHEVTVLASSASI 

LFDPNNSSALKIEIYPTSLTKTEL 

ENFIMQQ1 KR WSDLPK.DTF WL Y 

FSQVQEIMSI FG D1TRKFCKDVV 

SNKKFMKKVQESRFDVIFADA1 

FPCSELLAELFN1PFVYSLSFSPG 

YTFEKHSGGFIFPPSYVPVVMSE 

LTDQMTFMERVKNMIYVLYFD 

FWFEIFDMKKWDQFYSEVLGR 

PTTLSETMGKADVWLIRNSWN 

FQFPHPLLFNVDFVGGLHCKPA 

KPLPKEMEDFVQSSGENGVVV 

FSLGSMVSNMTEERANVIASAL 

AQIPQKVLW\RFDGD\KPDTLGL 

NTRLYKW\IPQN\DLLGHPKTRA 

F1THGGANG1YEA1YHG1PMVGI 

PLFADQPDNIAHMKARGAAVR 

VDFNTMSSTDLLNALKRVINDP 

SYKENVMKLSRIQHDQPVKPE 

DRA VFWIEFVM RHKG AKH LRV 

AAHDLTWFQYHSLDVIGFLLV 

CVATVIF1VTKCCLFCFWKFAR 

KAKKGKND 


5515 


35883 


A 


5561 


2 


1600 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5516 


35884 


A 


5562 


2 


1624 


AATGKQALHCIRMSMKWTSAL 

LLIQLSCYFSSGSCGKVLVWPT 

EFSHWMNIKTILDELVQRGHEV 

TVLASSAS1SFDPNSPSTLKFEV 

YPVSLTKTEFEDIIKQLVKRWA 

ELPKDTFWSYFSQVQE1MWTFN 

DILRKFCKDIVSNKKLMKKLQE 

SRFDVVLADAVFPFGELLAELL 

K1PFVYRPRFSPGYAIEKHSGGL 

LFPPSYVPVVMSELSDQMTFIE 

RVKNMIYVLYFEFWFQIFDMK 

KWDQFYSEVLGRPTTLSETMA 

KADIWLIRNYWDFQFPHPLLPN 

VEFVGGLHCKPAKPLPKEME\E 

FVQSSGENGVVVFSLGSMVSNT 

SEERANVIASALAKIPQKVLWR 

FDGNKPDTLGLNTRLYKWIPQ 

NDLLGHPKTRAF1THGGANGIY 

EAIYHGIPMVGVPLLADQPDNI 

AHMKAKGAAVSLDFHTMSSTD 

LLNALKTVINDPLYKENAMKLS 

R1HHDQPVKPLDRAVFWIEFVM 

RHKGAKHLRVAAHDLTWFQY 

HSLDVTGFLLACVATVIFIITKC 

LFCVWKFVRTGKKGKRD 


5517 


35885 


A 


5563 


i 


225 




5518 


35886 


A 


5564 




3210 




5519 


35887 


A 


5565 


1 


835 




5520 


35888 


A 


5566 


222 


477 


HPRCLSPKG I LKY LTKKYLKKN 
NLRDWLRVVANSKESYELRYF 
Q1NQDEEEEEDED*ISFIWK1LYE 
FLNKTWDPKKKKTKKKKK 


5521 


35889 


A 


5567 


1 


778 


MAAAAAAAGDSDSWDADAFS 
VEDPVRKVGGGGTAGGDRWG 
GEDEDEDVKDNWDDDDDEKK 
EEAEVKPEVKISEKKKIAEKIKE 
KERQQKKRQEEIKKRLEEPEEP 
K V LTPEEQL A DKLRL KKLQEES 
DLELAKETFGVNNAVYGIDAM 
NPSSRDDFTEFGKLLKDIMTQYE 
ESLYYARFLEVLVRDVCISLE1D 
DLKKITNSLTVLCSEKQKQEKQ 
SKAKKKKKGVVPGGGLKATM 
kTint invr.r.vnr.r.vvnrivcn 


5522 


35890 


A 


5568 




897 




5523 


35891 


A 


5569 


1 


2658 




5524 


35892 


A 


5570 


1 


441 




5525 


35893 


A 


5571 


3 


427 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5526 


35894 


A 


5572 


1 


952 


PRLVLLKMAPLDLDKYVEIARL 

CK.YLPENDLK.RLCDYVCDLLL 

EESNVQPVSTPVTVCGDIHGQF 

YDLCELFRTGGQVPDTNYIFMG 

DFVDRGYYSLETFTYLLALKAK 

WPDRITLLRGNHESRQITQVYG 

F\YDDCLTKYGVNANAWRYCTK 

VFDMLTVAALIDEQILCVHGGL 

SPDlKTL\D\QIRTlERNQElPHKG 

ARCDL\VWS\DPEDVDT\WAI\S 

PRGAGWLFGAK\VTN\EFGS*ST 

NLKLICRAHQLVHEGYKFMFD 

EKLVTVWSAPNYCYRCGNIASI 

MVFKDVNTREPKLFRAVPDSE 

R V I PPRTTTP YFL 


5527 


35895 


A 


5573 


54 


588 




5528 


35896 


A 


5574 


1 


4287 




5529 


35897 


A 


5575 




507 




5530 


35898 


A 


5576 


1 


1416 




5531 


35899 


A 


5577 




841 


ILLWDVDGGLTQIDKYLYSSED 
YIKSGALLACGIVNSGVRNECD 
PALALLSDYVLHNSNTMRLGSI 
FGLGLAYAGSNREDVLTLLLPV 

mgdsk.ssmevagvtalacgmi 
avgscngdvtstilqtimek.se 
telkdtyarwlplglglnhlg 
kgeai ea1 laalevvsepfrsfa 
ntlvdvcayagsgnvlkvqql 
lhicsehfd\skekeedkdkkek 

KDKDKKEAPADMGAHQGVAV 
LGIAL1AMGEEIGAEMALRTFG 
HLLRYGEPTLRRAVPLALAL 


5532 


35900 


A 


5578 


2 


391 


AFGVTEPGCYGV1DVDTGKSTL 
FVPRLPASHATWMGKL/HSVLT 
SQKPSVLLTLRGVNTDSGSVCR 
EASFDGISKFEVNNT1 LHPEI VE 
CRVFKTDMELEVLRYTNKISSE 
AHREVMKAVKVGMKEYELER 



654 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5533 


35901 


A 


5579 


18 


1541 


RRCRANMAAATGPSFWLGNET 
LK.VPLALFALNRQRLCERLRKN 
PAVQAGSIVVLQGGEETQRYCT 
DTGVLFRQESFFHWAFGVTEPG 
CYGV1DVDTGKSTLFVPRLPAS 
1IATWMGK1HSKEHFKEKYAVD 
DVQYVDEIASVLTSQKPSVLLT 
LRGVNTDSGSVCREASFDGISK 
FEVNNTILHPEIVECRVFKTADM 
EL\EVLRYTNKISS\EAHREV\MK 
AVKSGEWKEYGVGKASFEHY\ 
CYSRG\GMRH\TSYT\CILRAVG 
*GTSAVLTFTGH\AGAPNDRTIQ 
NGDMCLFDMGGEYYSVASDIT 
CSFPRNGKFTADGAKAVYEAVL 
LSSRAVMGAMKPGDWWPDM\ 
HRLAYRIHLEELAHMGILSGSV 
DAMVQAHLGAVFMPHGLGHF 
LGIDVHDVGGYPEGVERIDEPG 
LRSLRTARHLQPGMVLTVEPGI 
YFIDHLLDEALADPARASFLNR 
EVLQRFRGFGGVRIEEDVVV1D 
SGIELLTCVPRTVEEIEACMAGC 
DKAFTPFSGPK 


5534 


35902 


A 


5580 


1 


98 




5535 


35903 


A 


5581 




810 





655 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 


Vice 
liod 


SEQIDNO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5536 


35904 


A 


5582 


I 


861 


MLKE 1 1 D DTN K WKH 1 PCS WMG 

RISIVKMTILPKAIYKFNAVLIKI 

PPSFFTELEKTILKFLCNEKRAS 

RAKARLNKKNKSGG1TLLDFKR 

YYSAIVTKTVWYWYKNRHIHQ 

RNR1ENPEINPNTYSQL1FNKAN 

KN1KWGNDTLFSKWCWDNWL 

ATCRRMKLDPHLSPHTKIN SRW 

IKDLILRPETTKILEDNIGKTLLD 

VGLGKDFMTKNP1CANARKAK.1 

N1WDLIKLKSFFTAKGTVSRVN 

RQPTEWEKIFIIHTSDEGLLISRI 

YNELKQI SKKKATNN PIKK WAK 

DMNRQFSKEDVQMANKYMKK 

CSTSLIANLICREMQ1KTTMQY 

HLTPARMAI1KKSKISRCWHGC 

GDQGTLLHCWWECKLVQPLW 

KTVWRFLK.ELKVELPFDPAIPL 

LGTHPEEKKSLCKKDTCTCMLL 

AAQFTIAKSWNQPKCPSVNEWI 

KKLCPRWLLSKWASA*NKWK 

H1PCSWMGRISIVKMT1LPKA1Y 

KFNAVL1KIPPSFFTELEKTILKF 

LCNEKRASRA1CARLNKKNKSG 

GITLLDFKRYYSAIVTK.TVWY 

WYKNRHIHQRNRJENPEINPNT 

YSQLIFNKAMKNIKWGNDTLFS 

KWCWDNWLATCRRMKLDPHL 

SPHTK1NSRW1KDLILRPETTK1L 

EDNIGKTLLDVGLGKDFMTKN 

PKANAR1CAKIM1WDLIKLKSFF 

TAKGTVSRVNRQPTEWEKIFIIH 


5537 


35905 


B 


5583 


473 


1694 




5538 


35906 


A 


5584 


1 


429 




5539 


35907 


A 


5585 


572 


1149 


PPVSHSMTLGNSYLFAPNWTIT 

PAW/CNTLDPSEGFGWQASLSL 

PSHQQFEHTCPEWLPTYSWPCK 

VGPDYLSE1CQPECKQHFQESL 

TESSKQN1YETCA1YVSSPGERIL 

NQRFGPHGAFILVREYDD1RFS 

HSGPPSTCPNFPGPSYYTARESA 

YALKLRALEIIQISQSTKMQRNL 

GNPILPAIHQQPPQ 


5540 


35908 


A 


5586 


1 


804 




5541 


35909 


D 


5587 


1 


1995 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5542 


35910 


A 


5588 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVY1SRNL 

*NRVJCAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSP1WP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQI*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WK.IFVSH 

A ASFEWSPEQEKALQQ VQA V V 

Q A ALPLGP YDP A DP VL LE M S V 

ADRDAVWILWQAPISESQWRPP 

GFWSK.ALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELP1MNWVFSDLSSPKMCHPQQ 


5543 


35911 


A 


5589 


] 


1337 


M1ISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPE'l TVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMG1FGSSCDRSQVAALNHQ 

RQVPECK1VIDILNIWRIPHIGSL 

TGRVREIMVGKAKWKPLEQPP 

PRKIVIQKQYH1PGA1TE1SATIE 

DLKETG VVILTTSPFKSSI WPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAA1DLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRED*GLLHRWSCR1CRHH 


5544 


35912 


A 


5590 


2 


693 


KIVN/QKQYHIRGG1AEISATIKD 

SKDTG V VIPTTSPFNSPI WP V W 

KTDGSWTITVDYHK.LDQVVTPI 

AAAVPDVVSLLEQINTSPGTWY 

AAINLENAFFSIPVHKANQ/K.QF 

AFSWQGQQYTIAVLPQWKFLG 

IHWFVACQDIPSKIKDKLLHLA 

PPTNKKEAQCLVGLFGFWRQHI 

PHLRVLLQPIYQVTLKAAIFEW 

GPEQEKALQQVQAAVQAALPL 

GPYDPTDPMVLE 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5545 


35913 


A 


5591 


1 


101 1 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKJG 

DKEIWGRGMWMDLSEWSKAV 

K1FVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQTAGLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQIDYIGPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHNASAKTTIHGLIECLIHCYG 

IPHSIASDQSIHF/TTKEVQ*WAH 

AHG1HWSYHVSHHPEAAGL 


5546 


35914 


A 


5592 


7 


278 


SASCTAAFHHQMEVVYTRSGS 
SRS* RVPTIPVI AQWDYDHNGHG 
GRDGGYPWAQQHELPLTKADL 
ATATA ECP1CQQQRPSLSPRCGT 
IPR 


5547 


35915 


A 


5593 


1 


237 




5548 


35916 


C 


5594 


63 


116 




5549 


35917 


A 


5595 


2 


739 


HKMGHAQQHSIIK.WK+YICDW 
ARAGPKGTT\APMASWGVLYD 
QLTEEEKTRAWFTDGSARYAG 
TTQKWTAAALQPLSRTSLKGS 
GEGKSSQWAELQAVHLVVHFS 
WKDKWPDVRLYIDSWAVANG 
LAGWSGTWKKHDWKIGDKEI 
WGRGMWMDLSEWPKPVKIFG 
SHVSAHQWV1SAEEDFNNQVD 
KMTCSVDITQPLSPATPV1TQW 
AHKQSGHGGRDGGY rWAQQH 
GLPLTKTGLAMATAECPI 


5550 


35918 


A 


5596 


i 


354 




5551 


35919 


A 


5597 


3 


592 




5552 


35920 


A 


5598 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


5553 


35921 


A 


5599 


1 


483 




5554 


35922 


A 


5600 




1908 




5555 


35923 


B 


5601 


141 


1569 




5556 


35924 


B 


5602 


46 


1533 




5557 


35925 


A 


5603 


61 


448 


WRFLGPWR1VSCWFCGWEERR 
EGSAFFVG1PARMSAARESHPH 
GVKRSASPDDDLGSSNWEAAY 
LGNEERKQKFLRLMGA/GKGEE 
DQKINEELESQYQHSMDSKLSG 
RYRRHCGLGFSEVEDHDGEGD 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5558 


35926 


A 


5604 




404 


PWR1VSCWFCGWEERREGSAFF 
VGIPARMSAARESHPHGVKRSA 
SPDDDLGSSNWEAADLGNEER 
KQKFLRLMGAGKKEHTGRLV1 
GDHKSTSHFRTG\EDHDGEGDV 
AGDDDDDDDDSPDP*SPDDSES 
DSESE 


5559 


35927 


A 


5605 


2 


434 


LGPWR1VSCWFCGWEERREGS 

AFFVGIPARMSAARESHPHGVK 

RSASPDDDFFLFA1MNGK*KIV 

NSHRCSVKAKSRQQLGSSNWE 

AADLGNEERK.QK.FLRLMGAGK 

KEHTGRLVIGDHKSTSHFRTGE 

ED*K1NEELESQYQH 


5560 


35928 


C 


5606 


909 


1096 




5561 


35929 


A 


5607 


1 


309 


PQPAAMAAY1WVL1RHGESAW 
N LETSFSG WYDATLSLAGHKE 
AKRGGQALRGLFQVPLAPEAV 
GTVWCSWRTPCALKQL*PRPL 
KRRLRILADRHATQPRPQQ 


5562 


35930 


A 


5608 


93 


914 


SQSVPHPQPAAMAAYKALVLGV 

RHGESAWNLENRFSGWDDADL 

SPAGQRGGERFAAQALQDAGY 

E FD1CFTS V\QKRAIRTLW\TV L\ 

DAFDQMWLASGEGLWGFNER 

HYWGS*PGLN*KQKLAAK1G*G 

PRLK1\WRRSY\D\VPPPPMEPDH 

PFYSN1SKDRRYADLTEDQLPS 

C\ESLKDT1ARALPFWNEEIVPQI 

KEGKRVLIAAHGNSLRGIVKHL 

EGLSEEAIMELNLPTG1PIVYEL 

DKNLKPIKPMQFLGDEETVRKA 

M E A VA AQGKAKK 


5563 


35931 


A 


5609 


2 


450 


V1MKAGGL1YQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDGIRVGHAVLAINGMDVN 
GRYTADGKEVLEYLGNPANYP 

\/CIt?"Emi>DC>I TQXIPVI \J1l ACKytp 

HS\IKFVVLADP\RQAGIDSLLRK 
IYEIYSDFALKNPFYSLEMP 


5564 


35932 


A 


5610 


1 


663 




5565 


35933 


A 


5611 


1 


2034 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5566 


35934 


A 


5612 


374 


1106 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\AINGM\DVNG 

RYTADG\KEVLEYLG*PLLNYP 

VS1RF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIGVSQACLPGTREASR 

HLKI LGRQ DTFK\LH\C YQTL1AG 

1KFVVL\ADPR\QAG1\DSLLRKI 

YE\1Y\SDFALK.NP\F\YSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


5567 


35935 


A 


5613 


1 


336 




5568 


35936 


R 


5614 


60 


2175 




5569 


35937 


A 


5615 


2 


198 




5570 


35938 


A 


5616 




449 




5571 


35939 


A 


5617 


1 


771 




5572 


35940 


A 


5618 


18 


736 


E AM SSKV SRDTL YEAVREVLH 
GNQRK.RRKFLETVELQISLKNY 
DPQKDK.RFSGT/VQVGTVLIPPS 
PQCPRACPSPAGSR*AGGGHVG 
TDVLG*FRPPAPGRRGWTDPHP 
GS*NMRGGVGRPRPSPPASLRS 
QAGCW*M*TLRVRLG WLLRSQ 
TLHRALGTPGLGVTCWCCPPK 
RRLKSTPRPKESVCVLGDQQHC 
DEAKAVDIPHMDIEALKKLNK 
NKKLVKKLAKKYDAFLASESLI 


5573 


35941 


A 


5619 


24 


698 


EAMSSKVSRDTLYDAVREVLH 
GNQRKRRKFLETVELQISLKNY 
DPQKDK.RFSGTVRLKSTPRPKF 
SVC VLG DQQHCDEAKAVDIPH 
MDIEALKKLNKNKKTGSRSWP 
KKYDAFLA/SQSPLIQADSPKSL 
GP\SLNKGRKSSPSLLTH\NKNM 
VAKVDEVKSTIKFPNWRRCLCL 
AVAVGHVK.MTDDELVYNIHLA 
VNFLVSLLKKNWQNVRALYIK 
SPMGKPQRLY 


5574 


35942 


A 


5620 


1 


843 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5575 


35943 


A 


5621 




1215 


LLIMADPRDKALQDYRKK.LLE 
HKEIDGRLKELREQLKELTKQY 
EKSENDLKALQSV\GQ1\VGEVL 
KQLT\EEKFIVKATNGPRYVVG 
C\RRQL*QKVSLK.PGTR\VAL\D 
MTTLTIVM EDI LPR\E VDPL V YN 
MS\HEDPG\NVSYSEIGGLSE\QI 
RGPGEVIGLPLYKPQSYFQRVG 
IIPPKAGCLLYG\PPGTGKNT/LLA 
RAVASQLDCNFLKVVSSS1VDK. 
YIGESARL1REMFNYARDHQPCI 
IFMDEIDAIGGRRFSEGTSADRE 
1QRTLMELLNQMDGFDTLHRV 
KMTMATNRPDTLDPALLRPGR 
LDRK1HIDLPNEQARLDILAKIHA 
GPITKHG\E1DYEAIVKLSDG\FN 
GADLRNVCHEAGMFAIRADHD 
FVSTGKTSLKAV\RKVADSK.KL 
ESKLDYKPV 


5576 


35944 


A 


5622 


104 


173 




5577 


35945 


A 


5623 




1140 




5578 


35946 


A 


5624 




528 




5579 


35947 


A 


5625 




1083 




5580 


35948 


A 


5626 




471 




5581 


35949 


A 


5627 




2322 




5582 


35950 


A 


5628 




678 




5583 


35951 


B 


5629 


213 


1477 




5584 


35952 


A 


5630 


2 


339 


FGLHKWGLGLEASSPCGPLTPS 
YLGFPRPHPGTLGLGRFWPFLA 
LQSLSETPSHARMPRVTVARTS 
PETLEISPLRAAT*NHRSSGHTC 
FRERMLRVSCRLSLDLSSSWVR 


5585 


35953 


A 


5631 


1 


783 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5586 


35954 


A 


5632 


92 


2746 


ASRMTVLQEPVQAA1WQALNH 

YAYRDAVFLAERLYAEVHSEE 

ALFLLATCYYRSGKAYKAYRL 

LKGHSCTTPQCKYLLAKCCVD 

LSK.LAEGEQILSGGVFNKQKSH 

DDIVTEFGDSACFTLSLLGHGII 

VQTERAAKGTAFSPKRLCLHTF 

P\WTPLEPLVEIGERPLPHQTFN\ 

FTS* RNFANCL HTSGTKQ VTN\ 

HVFSHRQPETVLTETPQXDTIEL 

NRLNLESSNSKYSLNTDSSVSYI 

DSAV1SP\DTVPLGTG\TS1LSKP 

VQYNKPK.TGRSLLGGPAALSPL 

TPKFWGFLPIRKPP\SPG\DGS\Y 

LQNYTNTPPVIDVPSTGAPSKK 

TFRVLQSVARIGQTGTKSVFSQ 

SGN SRE VTPI L AQTQSSG PQTST 

TPQVLSPTITSPPNALPRRSSRLF 

TSDSSTTKENSKKLKMKFPPKIP 

NRKTKSKTNKGGITQPNINDSL 

EITKLDSS1ISEGKISTITPQIQAF 

NLQKAAAEGLMSLLREMGKG 

YLALCSYNCKEAINILSHLPSHH 

YNTGWVLCQ1GRAYFELSEYM 

QAER1FSEVRRIENYRVEGMEIY 

STTLWHLQKDVALSVLSKDLT 

DMDKNSPESGTQRGRESPRMC 

r 1 a r\crMtrvcriccvi7ir\rM cDcnv 
OADbyitrvot^bb Y f lyULbKrUY 

VKFAVVTK1RAWCAAGNCFSL 
QREHDIAIKFFQRAIQVDPNYA 
YAYTLLGHEFVLTEELDKALAC 
FRNA1RVNPRHYNAWYGLGMI 


5587 


35955 


A 


5633 


260 


678 


GEFSI FF WV WN * LLLWHQETFS 
I*NLFSSH*TSITYQATEEGFDFII 
QMKLIHFGDS1FIYLKLLILNRK 
P**EAAISI*V*TWRSRFSHFQLR 
*HQTQVTNHSWETEAR*LTDLV 
KSKSPTIPCSRFKANTLF**SDP 


5588 


35956 


A 


5634 


I 


1452 




5589 


35957 


A 


5635 


2 


1563 




5590 


35958 


A 


5636 


1 


444 




5591 


35959 


A 


5637 


2 


345 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5592 


35960 


A 


5638 


2 


1721 


RSREAAAVAAAAATTAFGCRI 

WNPCAALTMKQSSNVPAFLSK 

LWTLVEETHTNEFITWSQNGQS 

FLVLDEQPvFAKElLPKYFKHNN 

MASFVRQLNMYGFRK.VVH1DS 

GIVK.QERDGPVEFQHPYFKQGQ 

DDLLENIKRKVSSSKPEENK1RQ 

EDLTKI 1 SS AQKVQIKQETIESRL 

SELKSENESLWKEVSELRAKHA 

QQQQVIRKIVQFIVTLVQNNQL 

VSLKRKRPLLLNTNGAQKKNL 

FQHI V K.EPTDNHHHKVPH SRTE 

GLKPRERISDDIIIYDVTDDNAD 

EENIPVIPETNEDVISDPSNCSQY 

PDIVIVEDDNEDEYAPVIQSGEQ 

NEPARESLSSGSDGSSPLMSSA 

VQLNG SSSLTS\EDPV\TM DGFP 

FGM DN 1QSFWGRVEL\LDY\LDS 

IDCSLEDFQAMLSGRQFSIDPDL 

LVDLFTSSVQMMPTDYINNTKS 

ENKGLETTK\NNVVQPVSEEGK 

ENLKSKP\DK\QLIQYTAFPLLAF 

LDG\NPASSV*TGRGTTASFRKF 

CPL*DKPIEVDELLDSSLDPEPT 

QSKLVRLEPLTEAEASEATLFY 

LCELAPAPLDSDMPLLDS 


5593 


35961 


A 


5639 


2 


251 




5594 


35962 


A 


5640 


70 


297 


QLRSPLKWKKAQRQPLAIAHV 
LLLRPRKKRQNGFFTVRYARLL 
STLPRSWRR\KQWY*AQNHVRS 
PEWKWHYQSLS 


5595 


35963 


A 


5641 




985 




5596 


35964 


A 


5642 


1 


3501 




5597 


35965 


A 


5643 


1 


1752 




5598 


35966 


C 


5644 


1 


879 




5599 


35967 


A 


5645 


21 


519 


LHIPVRTLSCRFVGVCWRSTPG 
PVCLGISSGGCRTVDIAALQLW 
LRGLALPEQLLRVDPHPQACRR 
LPREPP\GPGQTFGTREPPQAVS 
TKEASSSNLHAPERTVAGLTFT 
TEQVRALEGVFRHHQYLGPLE 
RNWLAREMQLS\RSR*KPGFKI 
AG*NTNGKCRTPS 


5600 


35968 


A 


5646 


90 


2401 




5601 


35969 


A 


5647 


776 


1018 




5602 


35970 


B 


5648 


1 


1296 




5603 


35971 


A 


5649 




1257 




5604 


35972 


A 


5650 


731 


4841 




5605 


35973 


A 


5651 


325 


9497 




5606 


35974 


A 


5652 


1 


322 




5607 


35975 


A 


5653 


1 


819 
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NO: 


of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5608 


35976 


A 


5654 


56 


251 




5609 


35977 


A 


5655 


149 


701 




5610 


35978 


A 


5656 


3 


415 




5611 


35979 


A 


5657 




467 


AIASPRAAGIRHELTSTMAAGK 

NKRLTKGGKKGAKKKAV/DNII 

NIGKTLVTRTQRTKIASDGLK.G 

RVFEESLADLQND\TDGYLLRVI 

*VAFTTERTNQI/REVFNKL1PDS 

IGK.DIEKACQSIYPLHDDFARK 

VKMLKKPKFELRKLMELHGEG 


5612 


35980 


A 


5658 


2 


418 


PRVRADGKNFRLTKGGELGAR 
NKVVDPFSKKDWYDVKAPAM 
FNIRN1GKTLVSRTQGTKIASDG 
LKGRVFEARLADLQNDEVAFIK 
CKL1TDDVHGKNCLTIFHGMDL 
TRDKM\CSLGKKWQTMIEAHV 
DVKTTDGYLL 


5613 


35981 


A 


5659 


3 


121 




5614 


35982 


A 


5660 


1 


237 




5615 


35983 


A 


5661 


25 


967 


FSPAAGIRHEGSLTSTMAVGKN 
KRLTKG\GKKG S\KKKV VDPFP 
R\KDWY*RRKHPLMFHYKN\IG 
K.T\L VTQ DPKG PK I A\SDG LQGF 
VCLKVSLADLQYNDEVASRKF\ 
RLITEVCFRGKNLP*LTSHGAW 
DLYPVTKMCSHGQKNWQTVMl 
DSSR*MFKTNPMGYLALRLFLC 
/VGFT*KNRNQFRLRKAPPYAS 
ATQQVPPKSRKKMXMEMMTPR 
GARQNDLEKKWVNKL1PRQAL 
GKDIRKGPAQSYFIPUHDVLRL 
EKLKLLEGSPKF*IGESSLGASM 
GGRAVVPGKSHLGTQTGAKVG 
TSLMGYEPPVPRILV 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5616 


35984 


A 


5662 




2142 


MIILIDAEKAFDK1QQPFMLK.TL 

NKLG1DGTYLK1TRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KG1QLGKEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

YKINVQK.SQAFLYTNNRQTESQ 

IMSEFPFT1 ATKRIKYLG IQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGK.RGGIALVD1PNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDM1VYLENS1V 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATK.RIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKN1P 

CSR1GRIN1MKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWG7MDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K1HSRWIKDLNVRPKTIKTLEEN 

LGNTIQD1GMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETT1RVSRQPTEWEK1FAIYPS 

DKGLISRIYKELKQIYRKKVTNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLV1REMQIKTTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5617 


35985 


A 


5663 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKICRILDQYP**TLMQKSS1 

K/YL A KRI QQHI KKL1HHDQVGF 

IPGMQGWFNIRKSINVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAHIAKS1LSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

G1TIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQ PTK WEKI FTT Y SSDK. 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLA1REMQIKTTMRYH 

LTPVRMA1IKKSGNNRHAPFSIH 

THIMFGSLYLQIQKDLSILGFW 

YPRGILEP1Y 


5618 


35986 


A 


5664 




1910 


MTIIINIIIIIITIITnilVHIITINIVIT 

TTILTTVIISSTUIIITIFVFETGAI 

KLEIRIKKLTQNRSATWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTCQNLWDTFKAINKID 

RPLARLIKKKREKNQ1DA1K1MD 

KGDITTDTTG1QTTIREYYKHLY 

ANKLENREEMDKFFDTYTLPRL 

NQEEVESLNRPITGSKIEEIINSL 

SIKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGIILNSCCE 

ASIILIPKPGRDTTK.KENFRP1SL 

MNIDAKILNKTLANRJQQHITK 

LIHHVQVGFIPGMQGWFNIRKS 

INNWKKTTLKLIWNQKRACITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTA WY WYQNRDI DQ WN 

RTEASEIIPHTYNYLSFDKPDKN 

K.K.WGNNSLFNKWCWENWLAI 

CRKLKLDPFLTLYTKINSRWIK 

DLNFGTETIKTLEENLGNTIHDI 

GMGKDFMSKTPKAKATKAKID 

KWDLIKLKSFCTAKETTJRVNR 

QPTEWEK.IFAIYPSDKGLISRIY 

KELKQVYKKKTKNPIKKWAKD 

TNRHFSNEDIYAANRHMKKCS 

SSLAIREMQIKTTMRYHLAPVR 

MTIIKKSGSNRQ/W*ASGHVRC 
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SEQ II) 

NO: 


SEQIUNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 


5619 


35987 


A 


5665 




2460 


MPHAGHARSPGHTLIK.LAEWW 

MSRWMEWNPGFPLSIDAKCHK 

DLPRDIQFDSEKGVDFVLNYSK 

ALNQEEVESLNRPITGSEIEA I IN 

SLPTQKSSGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASI1L1PKPGRYTHKKNNFRPI 

SLMNIDAKILNK1LANRIQQHIK 

KLIHQDQVGIIPGMQSWFNIHK 

SINVIQHINRTKDKNHM11S1DAE 

KAFDKIQQPFMLKTLNKL\GIK 

YLRIQLTRDVKDLFK.ENYKSLL 

NE1KEDTNKWKNIPCSWIGRMN 

IIKMA1/LPKVIYRFNVIPIKLPMT 

FFSELEKSTLKFIWNQKRARIAK 

TILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEMTPH I YN H LI FDKPDKN 

KQWGKDSLFNKWCWENWLAI 

G RQLKLDPFLTP YTKINS R W I K 

DLNVRPKT1KTLEENLGNTIQDI 

SMGKDFMSKTPKAMATKAKM 

DKWDLIKLKSFCTAKETTIRVN 

RQPTEWEKTMFAIYSSDKGLISRI 

YKQLKQIYKKKTNNPIKKWAK 

DMNRHFSKEDVYAANRHMKK 

CSSSLAIREMQIKTIMIYHLTPV 

TMA1IKKSGNNRCWRGCGEMG 

TLLYCWWDCKLVQPLWKTLW 

QFLRDLELGIPFDPA I PLLG I YPK 

DYKSCCYKDTCTPKLARDDQI 

HILKQHRRKELETRQKQYRAW 


5620 


35988 


A 


5666 


689 


1909 


LIAYQPKKSRTRWIHNQILPERI 

K YLG I Q LTRDVKDFLKEK.YKPL 

LNEIKEDINKWKNIPCSWIGRIN 

LVKMAIL/PQAICRKLKLDPFLT 

TYTKINSRWIKDLHVRPKTTKT 

LEENLGNTIQDIGMGKDFMSKT 

PKAMATEAKIDKWDLIKRKSFC 

AAKETTTRVNRQPTDWEKMFA 

IYSSDKGLISRIYEELKQIYKKK 

TNNPINKWAKDMNRHFSKEDI 

YAANRHMKKCSSSLAIREMQIK 

TTVSPFAAQWVSQRYGKWQEA 

HPSNNDGKGYRGKPRFQSLSD 

VHGPQDQKKIIKESALPPTPTFI 

NILMNAKTIENGQFPYLLNALK 

QQQPHDAENLFTWGKENAAIV 

SPCIEVSAALSQWKVPAWPQRS 

GIPNRILRSPIPGLGSWVAFLDL 

VWVRGDPTALK 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5621 


35989 


B 


5667 


1 


1962 




5622 


35990 


B 


5668 




1851 




5623 


35991 


A 


5669 


1 


1947 


MN I D A K.I LN KI L AN RIQQHI KK.L 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLG1 DGTY 

FKIIRAIYDK.PT AN I ILNGKKLE A 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKL ISN FSKVSG YKIN VQKSQ 

AFLYTNN RQTESQ1MSELPFTIA 

SKR1KYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGRJN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQ WN RTQPSEITPHI YNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

K.DK1DKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

L I SRI YN ELKQ1 YKKKTNN PI KK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMA11KKSGNNRCWRGC 

GEIGTLLHCW\W1NWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLET1I 


5624 


35992 


A 


5670 


2 


1967 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5625 


35993 


A 


5671 


1039 


2272 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSI 

K/YLAK.RIQQHIKKLIHHDQVGF 

IPGMQGWFNIRKSINV1QHINRA 

KDKNHMI1SIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

K.RAH1AKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLH1YNYLI 

FDKPEK.NKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

IN SR W I KDLN V RPKTI K.TL EEN L 

GIT1QDIGMGKDFMSKTPKAMA 

TK A K.1 DKWDLIKLKS FCTAKET 

T1RVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKXH 

MKKCSSSLAIREMQ1KTTMRYH 

LTPVRMA1IKK.SGNN 


5626 


35994 


A 


5672 




3477 




5627 


35995 


A 


5673 




2814 




5628 


35996 


A 


5674 




2093 




5629 


35997 


A 


5675 




2724 




5630 


35998 


A 


5676 




4680 


MDKFLDTYTLPRLNQEEVESLN 
RPITGSE1VA1IN SLPTKKDPG P D 
GFTAEFYQRJKYLGIQLTRDVK 
DLFKENYKPLLKEIKEDTNKW 
KNIPCSWVGRINIMKMAILPKVI 
YRFNA1P1KLPMTFFTELEKTTL 
KFIWNQKRAR1TKS1LSQKNKA 
GGITLPDFKLYYKATVTKTAW 
YWYQNRDIDQWNRAEPSEIML 
PIYNYL1FDKPDKNKQWGKDSL 
FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIK 


5631 


35999 


B 


5677 


1 


1989 




5632 


36000 


A 


5678 


1 


2784 




5633 


36001 


B 


5679 


1 


3573 




5634 


36002 












5635 


36003 


A 


5681 


5339 


10577 




5636 


36004 


A 


5682 


1 


873 




5637 


36005 


A 


5683 


1 


672 




5638 


36006 


A 


5684 


1 


435 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5639 


36007 


A 


5685 


1 


1011 


MVRFGDELGGRYGGPGGGERA 
RGGGAGGAGGPGPGGLQPGQR 
VLYKQSIAQRARTMALYNPIPV 
KQNCFTVNRSLFVFSEDNVVRK 
YAKR1TEWPPFEYMILATIIANC 
I VL A L EQHL PDG DKTPM S E RLD 
DTEPYFIGIFCFEAGIK1IALGFV 
FHKGSYLRNGWNVMDFVVVL 
TGRKAGLGCCGSGVESGGWGD 
RSSSPAMEQSRMENDFDELTEV 
GFRKSVITNFSELKE\DVRTHRK 
EAKNLEKRLDKMWNRINSVEK 
TLNDPMELKTMARELCDACTS 
FSS*FNQVEEKVSV1EDQMDEM 
K*EEKFREKRVKRNEQSLQEIW 
DYVKRPNLRL 


5640 


36008 


A 


5686 




1539 




5641 


36009 


A 


5687 


' ' 


756 


MDDPRLNVKPLTESLETYSGKS 
KGLEGDV1TDSKLNDCRCPSGT 
KLPEEGLGSN1CCSA1FAVLQPL 
LVIPRQTGSGVDHQQTPTDLRM 
TVRRKMNKQKG1ASTSTKRTK 
KDIHTKTPSVCHQHQRPKDCSP 
SPATEQSWMENDLEELTEIGFR 
RSVITNFSELKEDVRIHHKKAK 
NLGKRLDEWLTRINSVEKTLND 
LMELKTMARELHDSCTSFNSRS 
NQAEEKVSVIEDQFNEIKREEK 
FREK\RVKRN 


5642 


36010 


A 


5688 




1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRJTEWPPFEYMILATI1ANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAG1KIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVSVIQDQISEM 

KREEKFREKRVKRNE/QSLQ*I 

WDYVERPNLRL 


5643 


36011 


A 


5689 


1 


672 




5644 


36012 


A 


5690 


1 


807 




5645 


36013 


A 


5691 


1 


1617 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


todon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5646 


36014 


A 


5692 


1064 


1893 


LLEGS1NINKKDIYTKTQSVGRQ 
HQRPKVDKTTKMGRNQNRKA 
ENSKNQSASSPPKDQSSSPAME 
QSWMENNFDELTEIGFRRSVIT 
NFSELKEDVQTHCKEAKNLKK 
RLDECLTRINSVEKKTLNDLME 
LKTMAQELHDTCTSFNTQFDQ 
VEERVSVIEDQINEIK*EEKFRE 
K\RVKTNE*SCQEIWD*VKRPNI 
HLITVPESDGEKGTKLENTLQDI 
IQENFFTNIARQANIQIQE1QRTA 
QRYSSRTATPRHIIVRFAKVEM 
KEKVLRAARKKG 


5647 


36015 


A 


5693 




620 


EAGWLLLSSVDEVMKENDELR 
DSI SQLQKQ1LSLKSAKIALTESL 
ISFRERAE1VEKQTQALIM*VAD 
LQQGN DQTFQG LLDTG SELTL I 
PGDPKHHCGPPGPKVRAYGDQ 
VFNGVLAQVQLIVGPVGPWTHP 
V VISPVPECV1GI A I LNSWQNPH I 
GSLTGRVRAIMVGISWQGQQY 
TFTVLPQRYINFPALCHKTAKR 
HTARR 


5648 


36016 


A 


5694 




1098 




5649 


36017 


A 


5695 


2 


563 


IIRRAVFRWFWG*RSWGLNM1R 
PQNTKDSNSNCLEKTDSPWCEL 
FKELYKINAFDTPDSLLMRGNE 
FSDPIHHTFDHMWRTKEHNEA 
GWLLLSSVDKVMK.ENDELGDS 
ISQLQKQILSLKSAKIALSESLIS 
CRERAE1VEK*T*ALIMLVADL 
Q*KVHAQPHHAQPRQVSTVKV 
RAL1VLQEVTDP 


5650 


36018 


A 


5696 




499 


FVLVDVNNMWHRYASMLYER 

RLL1ICSKLSTLTACIHGFAAML 

YPMYWQHVYI\PVLPPHLLDYC 

CAPMPYLIGIHLSLMEKVRNMA 

LDDVVILNVDTNTLETPFDDLQ 

SLPNDVISSLKNRLKJCVSTTTG 

DGVARAFLKAQAAFFGSYRNA 

LKIEPEEPITFCEEA 


5651 


36019 


A 


5697 




795 




5652 


36020 


A 


5698 


103 


3531 




5653 


36021 


A 


5699 




2073 




5654 


36022 


A 


5700 




901 




5655 


36023 


A 


5701 


148 


639 




5656 


36024 


A 


5702 




318 


REYGTPQEQLNLALLTLNFLSL 
PKGQMLSAAEQHLQKPAAKTE 
A/GRMIWQRDP1TKIWE1GKIIT 
WGRGYACVSPGQNHQSVWTPS 
RHLKSCHGPDAKEE1PGGS 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5657 


36025 


A 


5703 




612 


PTRP1KHITDIPYNSEGQA 1 VER 

MNLSLKQQLQKHKKGGK/SKD 

YGTPHMQLNLALLTLNFLSLPK 

GQILSVAEQHLQK.PAAKTEAEQ 

LVWWRDPITKS*EIGKIITWGK 

GYACVSPGLTQQPIWIPSRHLK 

P YHEPD AEEE1PGGSRG PPPPP V/ 

DSHVETDAEEEPHCHEQHLSNT 

ATHLGTDQEAVTAGGRKPEES 

KTTSHNK 


5658 


36026 


A 


5704 


2 


791 




5659 


36027 


A 


5705 


2301 


2620 


DGQQLIALHRLALRELQQAGH 

AGLPQQAKILFDGGSEIGKIRGL 

QRPRAKNRLSGRGPLREPSPK*F 

FGVQGRKTLNRTLKGAPH*NL 

AAKAGKPLSPCTSGR1RM 


5660 


36028 


A 


5706 


1 


1010 


MDD1PQEAGRYRHNQAYAYSI 

QGDGAEDDDERIVRFHTRVTV 

DSDTL A S D A ARLTCRHGLGNQ 

GSDLVLYGTSTPKNL1WVRVH 

VVGHRPDRRFFAFDVWSPRSLI 

VDSCSKLEQHSTLSRAILLIYKG 

FCRFRNHHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFIN 

AAGTTGFPTGKRAVSATQLMD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAN VQQFI DEGN YTS 

GDNHTLRDPHYVEDKGHKYLV 

FEANTGTENGYQGEESLFNKA 

YYGGGTNFFRKESQ1CLQQSAK 

KRDAELANGALGI1ELNNDYTL 

KKVMKPL1TSNTVTDEIERANV 

FKMNGKWYLFTDSRGSKMT1D 

GrNSNDl YMLG Y VSNSLTG PY K. 

PLNKTGLVLQMGLDPNDVTFT 

YSHFAVPQAKGNNVVITSYMT 

RGSSR*RQRP*IPCIRSQHGNRK 

rClrK/ilS.fNL YL 1 1S.K 1 1 AAAKIoS 

VKKARSFSRALKNAMLS*RTAP 


5661 


36029 


B 


5707 


1 


1149 




5662 


36030 


B 


5708 


55 


3947 




5663 


36031 


B 


5709 


4 


885 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5664 


36032 


A 


5710 


461 


1560 


SLQTRDLPISEPPSNR1 F AC WG K 
PAWTACCNSLRARR*RAISCCP 
SH*KRIPRRRIFI*PKRTTAAART 
SSVKKARSFSRALKNAMLS*RT 
APSVS*S*IMITH*KK**SR*SLQ 
TRDLP1SEPPSNR\FSPAGANQR 
GPLAATLSGPGGEGQSAVARLT 
GEKKNHPGAQYANRLSPRVGR 
FINAAGTTGIPDWKAGSERNAI 
NGA1ALIEGFRPLTLEPSSLIVNS 
CSKLEQHSTLSRAILL1YKGFCR 
FRN H HQ TGFSPAGPNQRGPLA A 
TLSGPGGEGQSAVARLTGEKK 
NHPGAQYANRLSPRVGRFINAA 
GTTGFPTGKRAVSATQLM 


5665 


36033 


B 


5711 


1 


1458 




5666 


36034 


B 


5712 


1 


3573 




5667 


36035 


A 


5713 


606 


1005 


GGMLCGTLSGPDGEGQSAVAR 
LTGEKK H PRG DQ* QKAPLL A R 
W/RNPLMQLAQ/PDFPTGKRAI 
DTHRSVSHAHI11TIHSSTLSSDIS 
HTDAPNTSSNNYVIA1TSPSDTA 
PTSRTPLHRIHHTTP1PIATLARP 


5668 


36036 


B 


5714 


1 


1566 




5669 


36037 


C 


5715 


29 


2314 




5670 


36038 


A 


5716 


597 


1384 


ISYTVPEALSARSNPAACQHAS 

CRPAACPVASVGSPRQPAPGGA 

GGHRHWPRRRWRLRQRPRPSA 

PGRPRRPRPRPRRHRRRPRPHP 

HHAPPPRPSCAETRS\RRGGGRR 

PLPRPLPPGAAGAGHREVGDK 

AGAAGCGRRVVALAAVPVSPPS 

SPSSPSPSLLSAAVGVAGCFSAE 

LSDSRRLLAPGGEGPLARSPAR 

CDPAAGSACPAGWSSRQRSRC 

ELMCAAGISCWHTGHCTWCSL 

SFMPLVLMILAASFRPVAVSSH 


5671 


36039 


B 


5717 


1 


3873 




5672 


36040 


C 


5718 


356 


784 




5673 


36041 


A 


5719 


1303 


1664 


KRRDEI IPCVLSKQLL VTFITC R 
AQriwpQA\iAor,PA\/r\/i r.AR 

AoUHNtoAIN At\LlE,A Vv_. V LuAK 

VV/SSFHQ*DGQQLIALHRLALR 
ELQQAVHAGLPQQAK1LFDGGS 
EIGKIPYKSKE*PENRLSVVPVW 
EQESTLASV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5674 


36042 


A 


5720 


453 


915 


TVSRWAMLEHILLFSREPSNKE 
PET*AHSM*ADDKRFAAYKKK 
TK.GGTERWDKYGRRPANGIRT 
GENNAKTEHLRDRDQKR/PRER 
ERAR*TTEITEQEGSG*GEPVEQ 
MRK.RRAQAWSRRKSTGSQTET 
RSVRVTRVGLKTASESRRIRTM 
EQN 


5675 


36043 


B 


5721 


319 


1469 




5676 


36044 


B 


5722 


164 


3112 




5677 


36045 


A 


5723 


1 


1102 


MRWTPGHEITKALQTFQRYTG1 

QHVHRIGMAERMWCDRNRER 

HTVSSSGGNRLPNPEHFEAFQS 

V AQCTYNQTVQLDITA FLKTV 

KKNKHKFYPAFIHILARLMNAH 

PEFRMAMKDVDSCSKLEQHST 

LSRAILLIYKGFCRFRNHHQTGF 

SPAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQLIYRELFPQPLVQLD 

PCSVPCMQPPTSPKSRAWVSDI 

ALLEFQKKKEMEKKKEKERKK. 

ELQGGRGRRRGGGWGKGRER 

GGRGK.ICRRGGGEA.RDAEKAG 

RLPH PDME1RGRVEQRVG YTIE 

Q1N HM RD VFGTRLRRAEDVFPP 

VIGVAAHKGGVYKTSVSVHLA 

QDLALKGLRVLLVEGNDPQGT 

ASMYHGWVPDLHIHAEDTLLP 

FYLGEKDDVTYAIKPTCWPGL 

D11PSCLALHRIETELMGKFDEG 

K L PTDPHLMLRL AIET V AH D YD 

V1V1DSAPNLGIGT1NVHPAWGS 

AISLLEYSPGHLAGFVASIPAPL 

QLVPRWDTKPVLEDASASSRFS 

IPQRNPTHLHPTTSFPSCNPDTV 

riA \A/l\/tl?CT ITU/PI VT5PVCT1 \/f 

GELFPFYQGMLLESTKQGSQVR 
KVFVWTLVPNWNNTQPYSRAI 

L Li Y Mjr UKr KIN H H<^ 1 U r b r AO 
AiNl^KUrLAA 1 Li>Ur(jl_jt,oyoA 


5678 


36046 


B 


5724 


90 


6258 




5679 


36047 


A 


5725 


837 


1485 




5680 


36048 


A 


5726 


1 


2993 




5681 


36049 


A 


5727 


1 


123 




5682 


36050 












5683 


36051 


A 


5729 


507 


755 


NKRGYKQMEEHSMLMGRKNQ 
YRKMGHTAQGNL*IQCHPHQA 
TODFLHR1GKNDFQVHMEPKK 
SPHRQVNPKPKEQSWRHHAT 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5684 


36052 


A 


5730 


274 


882 


PDQVDRGGAHWQTDADDPWL 

ADHLQHCQRCGEILRHYSGGIR 

GNVSAVKCAEHHVPAFARLRN 

PQCGDFQRLDYRLFDSPGVKRR 

EL*TAYRFCHVAP*LMDLRSG 

WAAGAVYRYQSH*FTADRLRS\ 

VDMDEAGNHHSQQT\SQDQKI 

KQRTFSLISGS*TTRTHGHREGN 

ITHRGLSRPNTAR1LCASKAHLG 

LPLRSSLP 


5685 


36053 


A 


5731 


114 


329 




5686 


36054 


C 


5732 




1983 




5687 


36055 


C 


5733 




588 




5688 


36056 


A 


5734 




597 




5689 


36057 


A 


5735 




721 


MTSYNEQNKKPVTDPNEMAIH 

EDSNQEFKIAVVNETQRSPRSSP 

TEHLMTPPPLPTREQQPPLTVIF 

H Y LPK.S YKTAPPLSPFPDSLFGL 

SQPAPRDMDEAGNHHSQQT\K 

QEQKTKHCMFSLTSGS*TMRTH 

GHREGTV1HRGLLGQFSQQLIN 

KSEFSNTVCREKSGRVLQVNM 

ESPL*MIQDALQDQTTPK.GPITV 

FL*LFYLDHLLRSSHKVASYLST 

ESRSRGSITVLF1RCSEP 


5690 


36058 


A 


5736 


417 


696 


DRNRK.ANTACFQHSQVGVHQ* 
EHMDTGKV*SI*YGNYEHTSTC 
ERME1QKATTEHLNL*S*SGSFL 
RFTWKMLQFSKISRSFYQVLKH 
QQKIM 


5691 


36059 


A 


5737 


325 


1489 


RSPTLLMHVHYIKVISWRELLLI 
WLRAANAS1MPGVEQSPSGDPK 
TVTGFPFLRLEAADWVEEASVP 
K.GVHIALSSQEQRAGDPRDLEA 
PSNLVISERTHRSFRVSWTPPSD 
SVDRYKVEYYPVSGGKRQEVV 
RTPGVPDLRLPAIIPQAAWLLA 
HLPAPSAPPTELPTKHTEAQSQ 
RCWSLLLCSVTEVAAPSQVVK 
EAPPSFHTGTENGYQGEESLFN 
KAYYGGGTNFFRKESQKLQQS 
AKKRDAELANGALGIIELNNDY 
TLKKVMKPLITSNTVTDEIERA 
NVFKMNGKWYLFTDSRGSKM 
TIDENK I PRN PT YKGREGPLQG E 
LQTTAQGNKRGYKQMEEHSM 
LM DRKNQY RENGLTAQA\PQPP 
PSGI*GYTAPCFPWENLI 


5692 


36060 


B 


5738 


1 


873 
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SEQID 

NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5693 


36061 


A 


5739 


274 


716 


QACYIYTTEYYAAIKNDEF/TVL 
CRDMDEAGN H HSQQTVTRTKN 
QTPHVLTHRWELNNENTWTQE 
GEHHTPGPVMLDSAPPTLGHQT 
PGSSAFGLWDLHQRJLRLPRPQT 
KGSTVGFPGSEAFKLGLGHYW 
LSFFPSLQTAYRGTLPFNH 


5694 


36062 


B 


5740 


134 


2283 




5695 


36063 


A 


5741 




872 




5696 


36064 


A 


5742 


1 


480 


SKLNSGDGCWSGARRGSAHSR 
SPLPSPLRPRAK.MATEGLHENE 
TLASLKSEAESLKGK.LEEERAK 
LHDVELIIQVAERV/VGPGAVC 
HEDQKDPQRPREQSPVHGLVQ 
R*EEDRELVTGWEGDRVGFLH 
HKQGARGHHALHVGDGMCLC 
PIGMCHCLWWFG 


5697 


36065 


A 


5743 




387 


AKMATEGLHENETLASLKSEA 
ESLKGKLEEERAKLHDVELHQ 
VAERV/VGPGAVCHEDQKDPQ 
RPREQSPVHGLVQR*EEDRELV 
TGWEGDRVGFLHHKQDPDSER 
RWHMCPVGRGERAAAAELPRT 


5698 


36066 


A 


5744 


1 


1575 




5699 


36067 


A 


5745 


20 


510 




5700 


36068 


A 


5746 




1392 




5701 


36069 


A 


5747 




1560 




5702 


36070 


A 


5748 




325 




5703 


36071 


C 


5749 


206 


409 




5704 


36072 


A 


5750 




855 




5705 


36073 


C 


575 1 


233 


571 




5706 


36074 


A 


5752 




3600 




5707 


36075 


A 


5753 




4137 




5708 


36076 


A 


5754 




1357 




5709 


36077 


A 


5755 




194 




5710 


36078 


A 


5756 




269 


















5712 


36080 


A 


5758 


164 


411 


RKNRKPNTAFLTHKWELNNEN 
TWTQGGNITHQG\CWGVQG*R 
RDSIRRNT*CKCRVPGCSKPPW 
HVYTYVTNLHILHMYPRT 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5713 


36081 


A 


5759 


1 


3095 


MKMADAKQKRNEQLKRWIGS 

ETDLEPPVVKRQKTKVKFDDG 

AVFLAACSSGDTDEVLK.LLHR 

GADINYANVDGLTALHQACID 

DNVDMVKFLVENGAN1NQPDN 

EGWIPLHAAASCGYLD1AEFLIG 

QGAHVGAVNSEGDTPLD1AEEE 

AMEELLQNEVNRQGVDIEAAR 

KEEERIMLRDARQWLNSGHIN 

D VRH AKSG GTA L H V A A A KG Y 

TEVLKLLIQAGYDVN1KDYDG 

WTPLHAAAHWGKEEACRILVD 


5714 


36082 


A 


5760 


1 


591 


FTVTRCYAVAQEGTYFDGSGY 

AALVKEGYKVQSDVNITLEVS 

NVPRRNGVFLGISTAIVHAIGLEL 

VDGKVLFHVNNGAGRITAAYE 

PKTATVLCDGKWHTLQANKSK 

HR1TLIVDGNAVGAESPHTQSTS 

VDTNNPIYVGGYPAGVKQKCL 

RSQTSFRGCLRKLALIKSPQVQS 

FDFSRAFELHGVFLHSCPGTES 


5715 


36083 


A 


5761 


340 


739 




5716 


36084 


A 


5762 


1234 


1897 




5717 


36085 


A 


5763 


1 


4070 


VTPRAAWLGLGFRGSAVLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEE1RRS 

SQSWSLAADAGLLQFLQEFSQQ 

T1SRTHEIKKQVDGLIRETKATD 

CRLHNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQVLDSAFEQLDIKAGNSDSEE 

DDANGRVELILEPKDLY1DRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


5718 


36086 


A 


5764 


1 


972 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5719 


36087 


A 


5765 


1 


2193 


MVPYSLLVTWLQK.ALGVRQY 

HVASVLCQRAKVAMRPFEPKY 

IHYDLLEKNINIVCK.*LNRPLTL 

SEKIVYRHPDDPTSQE1ERGGTY 

LQQWPDSVTMQD/ATAQMAM 

LQFISSRL/SKVTMPSTIHCDHLI 

E AQLG SEKDLHQA KDIN HEVY 

NFLATGSVKYGLSFWKPGSGII 

HQIILENYEYPGVLLIGTDSHTP 

NGGSLGGICIGVGGA/DAVDVM 

TG1PWELKCPKVIGVKLMGSLS 

GWTSPKDVILK.VAG1LTMKGG 

TGAIVEYHGPVVDSISCTGMVT 

VCNMGLE1GTTTSVFHYNLRM 

KKYMSKTCQADIANLADEFKD 

HLVPDPGCHYDQL1EVNPSELK 

LHINGPFTPDLAHPVAEVGKVA 

EKEEWPLD1*VGLWGSCTNSSY 

EDMGCSAGVAKQALAHGLKC 

KSQFT1TPCSEQIRASIEQDGYA 

QTLRDVGGIVLANACGPCIGQL 

HRKDIN KQEKN 1 1 VTSYNRNFM 

GHNDTNPETHAF1TSPETVTAL 

AIVGTLKFNPETNYLTGKDGKK 

FKLEAPDADELPQAEFGPGQDT 

YQHP\PWGTTDH1SAAGP*LKFR 

GHLDT1SNNLLSGAIN1ENGKAN 

SVHDAVTHEFGPFPDTARYKK 

YG1SWVVIGD*NYGKGSSWEH 

AALEPRJHL\GGRAIITKSFAR1HE 

TN L R RQG LLPLTF A DP A DN KI H 

LVDKLTIQSLKDLT/PGKPLKYI 


5720 


36088 


D 


5766 


3 


1205 




5721 


36089 


A 


5767 


435 


1428 




5722 


36090 


A 


5768 


1 


615 




5723 


36091 


A 


5769 


79 


381 


DKPQPHLQHTRTSKRLNRSSQA 
FLQN LLPQEL ATS AGNL A IRPR 
NACSLGFLVSRVPSLAATPRAP 
WNSGPRLSD*LLPRSSRLSS*RL 
TLPDRLG SPVDH 


5724 


36092 


A 


5770 


38 


452 




5725 


36093 


A 


5771 


435 


524 




5726 


36094 


A 


5772 


284 


411 




5727 


36095 


A 


5773 


1 


354 




5728 


36096 


B 


5774 


1 


942 




5729 


36097 


A 


5775 








5730 


36098 


A 


5776 


88 


279 


EDLGRSQSESLGPEFQG*VVAIE 
T1WPTEPKIFTICLSGSHSQSPW 
NSGPRLSD*LLPRSSQLSS*RLT 
LPNRLRSLQDHHRCSR 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5731 


36099 


A 


5777 


206 


816 


FIDSMLSPSRYQ*LSSQNWKKL 

L*ISYGTKNEPA*PKQS*AQRTK 

LEASH*LTSNCTTSLH*SK.QHGT 

GTKTEKKT*AI PFRT* AWAKTS* 

LKHQKQWQQKPK*TKKIKYLG 

IQLTTDVKDLFKENYKPLLNEI 

KEDTNKWKN1PCSWIGGIN1MK 

MAILPKVIYRFNALPIKIPMTFF 

TELEKTTLNFIWNQKRARIAKTI 

LSTKNKAGGITLADFKLYYKPT 

LVKTA WYWYQNREEN LGNTIQ 

D1GMGKNFMTKTPKAMATKA 

KIDKRDL1KPKSFCIAKETTIRM 

NRQPTEWEKLFAIYPSDKALIS 

G1YKDLKQ1YKKKNNP1KKWA 

KEMNRHFSKEDIYAANRHVrCN 

AHHHWSSEKCKSKPQ 


5732 


36100 


A 


5778 


502 


600 




5733 


36101 


A 


5779 


51 


452 


ADKQLQQSLRJQNQCTKITSILI 
HQQQTNREPNHE*TPIHNCFKE 
NKIPRNPTYKGCEGPLQGELQT 
TAQGNKKGYKQMEEHSMLMG 
RKNQYRENGHTAQELEKTKVH 
MEPKKSPHRQVNPKPK.EQSWR 
HHTT 


5734 


36102 


A 


5780 


381 


528 


LPPPLPAGLC**DQQQNSNAPL1 
H * EKERPPDDSYRJFLPRYHFHD 
DR1 


5735 


36103 


A 


5781 


1 


477 




5736 


36104 


A 


5782 


180 


496 


TP1HMCYKENKIPGNPTYKGCE 
GPLQGELQTTAQ*NKRGQKQM 
EEHSMLMDRKNKYHEN/EPYSP 
R*F1DSMPSPSNYQ*LSSQNWK 
KLL*GPYGTKKEPT*PRQS 


5737 


36105 


A 


5783 


1 


533 


MGPE1CTSDKLSDEADVTVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSGYK1NVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

R1KYLGIQLTRDVKDLFK.ENYK 

PLLKEIKEEHSIKWKNIPSSWVG 

RISIMKTAILPKVYIR1KDDEWN 

IYRRYTEFRSLHHKLQNKYPQV 

RAYNFPPKKAIGNKEAVLCHG 

R*HDCISRKPHRLSPKSP*ADKQ 

LQQSLR1QNQCAKITS1LIYQ*QT 

NREPNHE*TPIHNCFKENKIPRN 

PTYKGCEGPLQGELQTTAQGN 

KRGTFHQMEEHSILMGRKNQY 

HENGHTAQGLHPDKRR 



679 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5738 


36106 


A 


5784 


599 


870 


TPANQQHYRRMTLQLK.ENQTN 
RKRQQKQHQQKRPHKNPIQRS 
ATSKIKGDGSIQP*MLPWGQSP 
QKALTLATAPEQRKDTPPVRGL 
SLQD 


5739 


36107 


C 


5785 




1170 




5740 


36108 


A 


5786 


317 


960 


KWPYCPRQFIDSMPSPSSYQRL 
SSQNWKKLL*SSYGTKKEPTSP 
SQS*AKRTKLEASRYLTSNYTT 
RLQ*PKQHGTGTKTEI*INGTQQ 
SPQK*/QPHVYNYLIFNKPEKKK 
QWGKDSLFNKWDMDEVGNHH 
SQQTITRTGNQTPHVFTHRWEL 
NNEITWTQGAGHHTPGPVVGL 
GAGRGIALREIPNANDELMVQQ 
TNM AH I YLC1KPA RC A DVP 


5741 


36109 


A 


5787 


903 


1050 


LPPPLPAGLC**DQQQNSNAPLI 
H*EKERPPDDSYRIFLPRYHFHD 
DRI 


5742 


361 10 


A 


5788 


281 


491 


SFGYIPSNGMAGSNGISSSRSLR 
NRHTDFI-rNG*TSLQSHQQCKSV 
PISPHPLQHLLFPDFLM1AILTGV 
R 


5743 


36111 


A 


5789 


1 


381 




5744 


361 12 


A 


5790 


1 


3231 




5745 


361 13 


A 


5791 


1312 


1463 


KG SATCSPPQAN ATTTTALQM L 
GGIPWGNACGIFTRPPPQTYLN 
THLSTR*RPLLLLLKCVR*KGSA 
TCSPPQANATTTTALQMLGGIP 
WGNACG1FTRPPPQTYLNTHLS 
TR 


5746 


36114 


A 


5792 


811 


1065 


IS*VSFMS1TH**WKKK.EQQLLG 

CWLA*M*SMLICV*RERI*THKL 

E*LIILCI*RMKKILEIQKGMFKL 

LPY*TKRIMLK/TLNRQLNSTVS 

SLHSRVDSLEKSNTKL1EELAIA 

KNNIIKLQEENHQLRSENKLIL 

MKTQQHLEVTKVDVETELQTY 

KHSRQGLDEMYNEARRQLRDE 

SQLRQDVENELAVQVSMKHEI 

ELAMK.LLEKDIHEKQDTLIGLR 

QQLEEVKAINIEMYQKLQGSED 

GLKEKXEIIVRLYWSALCG 


5747 


36115 


A 


5793 


1 


1353 




5748 


36116 


A 


5794 


78 


503 


TKELLHSKRNYHQSEQATYRM 
GENFCNLLI*QRANIQNLQ*TQT 
NLQEK.NKQPHQKVGEGYQQTL 
LKRRHLCSQKTHEKMLIITGHQ 
GNTNQNHNE1PSHTS*NGDH*K 
VRKKQGHG*SWKPSFSANYRK 
DKKPNTSCSHSQ 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5749 


36117 


A 


5795 


2 


200 


YGLMIRTIPVDPTIRTTSVSLTV 
RLATMNPRSRPAPVDT\APGPP 
HLHKNQKSSQHSQYLDLTSYC 


5750 


36118 


A 


5796 


76 


195 




5751 


36119 


A 


5797 


1 


2445 




5752 


36120 


A 


5798 


207 


475 


TNLQEKNKQPHQKVGKGYEQT 
LLKRKHSCSQQTYEKML11TGH 
QRNANQNHND1PSHSS*NNDH* 
KDRKQQMLERM* RN RNAFTLL 
VGV 


5753 


36121 


B 


5799 


1 


681 




5754 


36122 


A 


5800 


1 


798 




5755 


36123 


C 


5801 


78 


245 




5756 


36124 


A 


5802 


16 


491 


EPYPDRPREPKRDPEWSWGLW 
DKGGLWLSLGRTRTEAHTALS 
RLRASMWIDRSTRAVSVHFTLY 
NPPTQLFTSVSLRVEILPTGSLV 
PSSLVESFS1FRSDSALQYHLML 
PQLVFLALSLIHLCVQLYRMMD 
KGVLSYWRKPRNWLEVASLVS 
FSFEK 


5757 


36125 


A 


5803 


3 


2791 




5758 


36126 


A 


5804 


219 


392 




5759 


36127 


A 


5805 




1044 




5760 


36128 


A 


5806 




360 




5761 


36129 


A 


5807 




528 




5762 


36130 


A 


5808 


127 


360 




5763 


36131 


A 


5809 




421 


GRRSRLAMRPLSMSYSFDLSDV 
TTPESTKNLVESSMVNGGLTSQ 
TKENGLSTSQQVPAQRKKLLR 
APTLAELDSSESEEETLHKSTSS 
SSVSPSFP\EEPVL\EAVFTRKKP 
PKFLPISSTPQPERRQPPQRRHSI 
EKETP 


5764 


36132 


A 


5810 


328 


1086 




5765 


36133 


A 


5811 




2076 




5766 


36134 


A 


5812 


1 


450 




5767 


36135 


A 


5813 


901 


1506 




5768 


36136 


C 


5814 


17 


106 




5769 


36137 


A 


5815 


24 


330 


ARDQPI/PKKGTVEGFEPADNK 
CLLRATDGKKKISTVVSSKEVN 
KFQMAYSNLLRANMDGLKKR 
DKKNKTKKTKTSSSSSSSSSPA 
A ATA ATT A ATTA ATA AQ 


5770 


36138 


A 


5816 


1 


2247 




5771 


36139 


A 


5817 


1 


339 




5772 


36140 


A 


5818 


3 


463 




5773 


36141 


A 


5819 




83 




5774 


36142 


A 


5820 


1 


642 




5775 


36143 


A 


5821 


2 


583 




5776 


36144 


A 


5822 


193 


409 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5777 


36145 


A 


5823 


3 


425 




5778 


36146 


A 


5824 




450 




5779 


36147 


B 


5825 


82 


2096 




5780 


36148 


B 


5826 




1554 




5781 


36149 


A 


5827 


129 


522 


LCTDN1E1TSKVHLHCSHHGAG 
LGTCSPLCLSLPPPPWAPVQPEP 
PR*APPPAPQRPVPSTIQGRKRL 
QLHS*SQ*DH/DAHAKVCSFTPE 
PA RPRTHQKEETPNTSEHQKKQ 
TPDTPPLRTVTLTARLHGF 


5782 


36150 


A 


5828 


1 


541 




5783 


36151 


A 


5829 


1 


714 




5784 


36152 


A 


5830 


188 


287 


KELPSGGHYNCRAPSSPHPAGS 
S*SGHQPNSQQ 


5785 


36153 


A 


5831 


71 


689 


SPVLDDCPQGPLPSEESW/EQPV 
TRQYPLRPEVHKGLQNIVKHLK 
APGLVRKCSSHCNTPILGVQKP 
NGQWRLVQDLRLINEAVVPLY 
PVVPNPYTLLSQTPEEAEWFMV 
LDLKDAFFC1PLHSDSQFLFAFE 
DPTDHTSQ1TWMVLPQGFRDSP 
YLFGQALAQDLGHFSSRGTLVL 
QYADDLLFATSSEASCQQATLD 
LLNFLANQ 


5786 


36154 


B 


5832 


45 


1148 




5787 


36155 


C 


5833 


233 


319 




5788 


36156 


C 


5834 


11 


133 




5789 


36157 


A 


5835 


215 


849 


IKRLPLMKRMWL*LQPESLE1A 
GILVQ*M1E*QPKKGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQILE 
EAEWFTVLDLKDAFFCIPLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
FSSPGTLVLQYVDDLLLAKQQA 
TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5790 


36158 


A 


5836 


1 


449 


MNKELGlSSYKFCGMGRKTSVS 

AAKSVSATIPISRVQGLLQVLG 

QEVFLLLCQDQEEQAKREKRD 

QRKATALAMALRQTNLGGSER 

1ENGAGQSPSRACYQCGLQGHF 

K.K.D YPTR/EPA A PC PLC* GN H W 

KMHCPRGQRSCDSHLA1THL 
















5792 


36160 


A 


5838 


186 


602 




5793 


36161 j 


A 


5839 




843 




5794 


36162 


B 


5840 




1779 




5795 


36163 


A 


5841 




1182 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hoil 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5796 


36164 


A 


5842 


23 


302 


LSQWK.NRWTRTFLASLSVIAN1 
LEPLLNILHVAVWLMLPN*S*V 
KKQVIMVFWNWWVLGLTDFKN 
EATDPRVCSWPCWLRSEAADL 
CGECYSS 


5797 


36165 


B 


5843 


1 


2622 




5798 


36166 


A 


5844 


279 


1024 




5799 


36167 


A 


5845 




3619 




5800 


36168 


B 


5846 


1 


1898 




5801 


36169 


A 


5847 


1 


420 




5802 


36170 


A 


5848 


1 


1632 




5803 


36171 


A 


5849 


1 


597 


KYLTKKTQAASVEAVKMLDEI 
LLQLSASVPVDVMPGEFDPTNY 
TLPQQPLHPCMFP/LATAYSTLQ 
LVTNPYQAT1DGVRFLGTSGQN 
VSDIFRYSSMEDHLEILE*LRVR 
HISPTAPDTLGCYPFYFCGNTPS 
FGSKIIRGPEDQTVLLVTVPDFS 
ATQTACLVNLRS/LACQPISFSG 
FGAEDDDLGGLGWAPDSKKW 


5804 


36172 


A 


5850 


1 


1490 


RDAARRALNLLGLGEAVWTKQ 

VRSV A M FSEQAAQRAHTLLSPP 

SANNATFARVPVATYTNSSQPF 

RLGERSFSRQYAHIYATRLIQM 

RPFLENRAQQHWGSGVGVKKL 

CELQPEEKCCVVGTLFKAMPL 

QPS1LREVSEEHNLLPQPPRSKY 

IHPDDELVLEDELQRIKLKGT1D 

VSKLVTGTVLAVFGSVRDDGK 

FLVEDYCFADLAPQKPAPPLDT 

DRFVLLVSGLGLGGGGGESLLG 

TQLLVDVVTGQLGDEGEQCSA 

AHVSRVILAGNLLSHSTQSRDSI 

NKAKYLTKKTQAASVEAVKM 

LDEILLQLSASVPVDVMPGEVFD 

PTNYTLPQQPLHP\CMFPLATA 

YSTLQLVTNPYQATIDGVRFLG 

TSGQNVSDIFRYSSMEDHLEILE 

WTLRVRHISPTAPDTLGCYPFY 

K.TDPFIFPECPHVYFCGNTPSFG 

oKllKUrtL'V 1 V LLV 1 VrUroA I 

QTACLVNLRSLACQPISFSGFG 
AEDDDLGGLGLGP 


5805 


36173 


B 


5851 


13 


441 




5806 


36174 


A 


5852 




279 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5807 


36175 


A 


5853 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKK\*RNFAELKIKRLRKKFA 

QKMLQRARRKFIHEKAKHWH 

KEYRQMYRT\EILMA\RMARKA 

GNFYVPAEPKLAFV1R1RGINGV 

SPKVRKWLQLLRLRQ1FNGNLL 

*SSTKAS\INMLRDCRSHILAWG 

VPQILKSVNELIYKARGYGKINK 

K.RIA\LTDN\AL1ARSLGK\YGIL 

L A WEDLIHEI YTV\G KARFKEAN 

NFPVGPSNLS SPPR WK * KKKTT 

HFCKKVEDAGNREGRTRSNRP 

YLEGMDLRCLP 


5808 


36176 


C 


5854 


57 


287 




5809 


36177 


A 


5855 


1 


450 




5810 


36178 


A 


5856 


1 


549 




5811 


36179 


A 


5857 


3 


581 


EQRKIPLVPENLLKKRICAYQAL 
KATQAKQALLAKKEQKKGKG 
LRFKRLESFLHDSWRQKRDKV 
RLRRLEVKPHALELPDKHSLAF 
VVRIERIDGVSLLVQRTIARLRL 
KK1FSGVFVKVTPQNLKMLRIV 
EPYVTWGFPNLKSVRELILKRG 
QA\KVKNKT1PLTDNTVIEEHLG 
ECYSLGVSWGRKPGSLKL 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5812 


36180 


A 


5858 




2652 


MFGRSRSWVGGGHGKTSRNIH 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFEN1SHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRJAVRT1TLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWF1GSHVIELDDCVQTDEEHR 

NRGKLSDLVA EHLDHLH YLN D 

ILIINCEFLNDVLTDHLLNRLFLP 

LYVYSLENQDKVFLIIHHAPLV 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWL1SAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQA KPSI RCFI K.PTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MV1MERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNKENLLKKRKAYQ 

ALKATQAKQELLAKKEQKKGK 

GLRFKLLESFLHDYWQQKPDK 


5813 


36181 


A 


5859 


1 


405 


LE1S1MAASISGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFS1S 
DSQISNTEFLQVI\KVIGWYRFR 
RNTQQQMSYREQVLHKQLTRI 
LGVPDLVFLLFSFISTANNSTHA 
LEYVLFRPNRRYNQRISLAIPN 


5814 


36182 


B 


5860 


1 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5815 


36183 


A 


5861 


3 


1260 


E1SIMAAS1SGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQISNTEFLQV1Q1YNHQPCSKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIGWYRFRRNTQQQMSYR 

EQVLHKQLT\RILGVPDLVFLLF 

SFISTANNSTHALEYVLFRPNRR 

YNQRISLAIPNLGNTSQQEYKV 

SSVPNTSQSYAKVIK.EHGTDFF 

DKDGVMKD1RAIYQVYNALQE 

KVQAVCADVEKSERVVESCQA 

EVNKLRRQITQRKNEKEQERRL 

QQAVLSRQMPSESLDPAFSPRM 

PSSGFAA EGRSTLGDAEASDPP 

PP Y SDFH PNNQESTLS HSRMER 

SVFMPRPQAVGSSNYASTSAGL 

K Y PG SG ADLPPPQRAAGDSGE 

DSDDSDYENLIDPTEPSNSEYSH 

SKDSRPMAHPDEDPRNTQTSQI 


5816 


36184 


A 


5862 


1 


742 




5817 


36185 


A 


5863 


1 


3063 


M SLEVDRSV ETMCSGDE1LLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSAEEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDKLKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRKAEDKLKEN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSK.TK.SSSKLSSCSSAI 
MALSAKKAASDSCKEPV 


5818 


36186 


A 


5864 


2 


626 


LCQHNRIKHKGIRKVYACSHCP 
DSRRTFTKRLMLEKHVQLMHS 
LKDPDLKE/TDRCHQ*GGNRNK 
RRH/LSSPVPSGSWKNQFSR/CA 
MCGFTTENLLQFHEHIPQHKSD 
SSSYQCQECGLWYTSHVSLSRH 
LFIVHKLKEPQPVSKQNGAGED 
NQQENK.PSHEDESPNGTVSDRK 
CKVCVKTFETEAALNTHMRIH 
GMAF1KSKRMSSAKK 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5819 


36187 


A 


5865 




765 


MQRDVYISHVRKEHCKQMKK 
QPCCQRDKPFSSSHSLCWHNRI 
KHKVIRKVYTCSHCSDSRGTFT 
KQLMLEKHVQLTHGIKDPDLK 
E/TDRRHQ*GGNRNKRRPQG PQ 
SQVEVERTGSGVQASQ\GAITQ 
PLKKLKJNVFKVHKCARA\GFT 
TENLLQFHEH1PQHKSDGSSYQ 
CREHLFVVHK.LKEPQPVSKQN 
GAGEDNQQENKPSHEDESPNG 
AMSDRKCKVCAKTFETEAALN 
THMQTHGMAFIKSK. RMSSDEK 


5820 


36188 


A 


5866 


878 


1095 


AFFLDTLYTQFSRC*SRAFVPFA 
HPTAMACSSRR/LIRVQEQDAA 
QVTHQSFK.DDLCVVLGDTLHH 
RFFL1FRH 


5821 


36189 


A 


5867 


1 


1 137 




5822 


36190 


A 


5868 


1 


1380 




5823 


36191 


A 


5869 


55 


558 




5824 


36192 


A 


5870 


1 


897 




5825 


36193 


A 


5871 


1 


565 




5826 


36194 


R 


5872 


22 


1696 




5827 


36195 


A 


5873 


295 


522 




5828 


36196 


A 


5874 




3678 


IPAPVSGRPPPGLLAEGKLSGPR 
PMCRTRLGSHTAASAPARMWL 
FHTLLC1ASLALLAAFNVDVAR 
PWLTPKGGAPFVLSSLLHQDPS 
TNQTWLLVTSPRTKRTPGPLHR 
CSLVQDE1LCHPVEHVPIPKGRH 
RGVTVVRSHHGVL1CIQVLVRR 
PHSLSSELTGTCSLLGPDLRPQA 

CYSNKEGGGEDDVNTARQRRA 
LEKEEEEDK.EEEEDEEEEEAGT 
E1AI1LDGSGS1D 


5829 


36197 


A 


5875 


1 


3189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


5830 


36198 


A 


5876 


1119 


2463 


LRAGGPGQGGKGPAHPGRRVD 

ELLLGHPTAVGCAKGTDCPTPT 

PGGLWV*GVQEESSDLPTAVDS 

SRPDIRDQAWASVHWELYVHG 

SSFINT*GERGAGY/AVITW/STV 

VEARSMPQGTSAQKAELIAFIR 

ALELSEALAKTVRQRCVSCRQ 

HHARQGPAVPPGIQAYGAAPFE 

DLQVDFTEMPKCGD1RKIVTGD 

VNTPAILGVVSSSPPSHIGNNITE 

DPELQPILAGLSLSMYLVTVLR 

NLLIILAVSSDPHLHTPMCFFLS 

NLCWAD1GFTLATVPKMIVDM 

QSHTRV1SYEGCLTRISFLVLFA 

CIEDMLLTVMAYDCFVAICRPL 

HYPV1VNPHLCVFFLLVYFFLSL 

LDSQLHSWIVLQFTI1K.NVEISN 

FVCDPSQLLKLACSDSVINSIFM 

YFHSTMFGFLPISGILLSYYKIVP 

SlLRlSSSDGKYrCAFSTCGSHLA 


5831 


36199 


B 


5877 


1 


1830 




5832 


36200 


C 


5878 


109 


245 




5833 


36201 


B 


5879 


1 


801 




5834 


36202 


B 


5880 


171 


288 




5835 


36203 


B 


5881 


49 


502 




5836 


36204 


B 


5882 


1 


639 




5837 


36205 


A 


5883 


1 


821 


MSGQFDFLLWTPEEDNSDESD 

AEGEHGDGAEEEAPPPVPRPGP 

KPAGLGRRPCPYEQAQGGDGP 

EEQWMSFCWDIPRKSGAPRERI 

TLRRHLEDCGCKVSKKKAQICR 

QQKDPQEESPAQFYERLCEAYG 

MYTPFDPDSPENQRMIHMALV 

RQSAEDMRRKLQKQAGLAGM 

N PSQLLERASQVFVN RDA V/TP* 

/"* is MflD EW/DVDH* VFlCflVD D r- f 
OlS.yi^Kb WKcKU I U!>K( ■ rvKOO 

TQPCDIVPNIRRERR*YHSQYRR 
RARPPGPH*SERGALRPGSLPRQ 
AA*RVPSGPADGQ 


5838 


36206 


A 


5884 


1 


1860 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5839 


36207 


A 


5885 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT*LQTILQG 

Y SNQNSMPG PTPQAPSTPA PG G 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEA1PWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRG PDRQG YPLQGD* PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


5840 


36208 


B 


5886 


1 


2379 




5841 


36209 


B 


5887 


1 


6741 




5842 


36210 


B 


5888 


165 


928 




5843 


36211 


A 


5889 


56 


2028 




5844 


36212 


B 


5890 


1335 


3804 




5845 


36213 


A 


5891 


365 


1573 




5846 


36214 


A 


5892 


1 


1491 




5847 


36215 


A 


5893 


25 


458 




5848 


36216 


A 


5894 


1 


1194 


MGGNAADKFRAGVELALQSG 

NKVCVCSPRTT1SGDAVAPRSV 

LPGCRHIPGEISQHSHCWAGRS 

LSSRKRGSLFRRMGFIKVVKNK. 

A Y FKRYQ VKFRRRVR KG K.TAD Y 

Y A RKR\L V IQDKNK YNTPK Y\R 

M1V\RVTNRD1\1CQMLYA/RRIE 

GDMI VCAAYCTPNLPKI WV* RV 

GLTNYAAAY\CTGLLL\ARRLL 

NRFGMDKIYEGQV\ELTGDEYN 

VES1DGQPGAFTCYLDAGLAR\ 

TTTGNKVFGAPEGKLWMGGLS 

I PHSTK\RFPG\YDSE\SKEFNA\E 

VTSGKH1MGPKCLQNYM\RYL 

ME\ED\EDAYKK\QFS\QYIK\N S 

VT\PDMM\EEMYK\KAHAA1RE 

ESSSMEKKAQGKKFKKKRWNR 

P\KMSLAQKKDRVAQKKASFL 

QSSRSGLLESLTPAIFP 


5849 


36217 


A 


5895 


1 


1191 




5850 


36218 


A 


5896 


21 


159 


PRSSVRPAGGFSSTCPPSWAAS 
RSCTTSHGCGHQ*CAGTGTQTR 
L 


5851 


36219 


A 


5897 


1 


1062 




5852 














5853 


36221 


A 


5899 


I 


642 




5854 


36222 


A 


5900 


2 


648 




5855 


36223 


A 


5901 


1 


555 




5856 


36224 


B 


5902 


151 


513 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5857 


36225 


A 


5903 




2915 


VSLAFCQPLSLSLSPLLPLASSL 

APERTHLPGPGSLLLSPPSFPAR 

PREPRGCVTAAPPDKMDTAEE 

DICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECLVQWLKHSRKE 

YCELCKHRFAFTPIYSPDMPSRL 

P1QD1FAGLVTSIGTA1RYWFHY 

TLVAFARWEVVLLPACRJYKCL 

FLGSVSSLLTLPLDMLSRKNLL 

ADCLQGCFWVTCTLCAFISLV 

WLREQIVHGGAPIWLEHAAPPF 

NAAGHHQNEA 


5858 


36226 


A 


5904 




907 




5859 


36227 


B 


5905 


102 


406 




5860 


36228 


B 


5906 




5241 




5861 


36229 


A 


5907 


1 


519 




5862 


36230 


A 


5908 


1 


3067 


TRDAAMAEAALEAVRSELREF 

PAAARELCVPLAVPYLDKPPTP 

LHFYRDWVCPN RPCI 1 RNALQH 

WPALQKWSLPYFRATVGSTEV 

SVAVTPDGYADAVRGDRFMM 

PAERRLPLSFVLDVLEGRAQHP 

GVLYVQKQCSNLPSELPQLLPD 

LESHVPWASEALGKMPDAVNF 

WLGEAAAVTSLHKDHYENLYC 

VVSGEKHFLFHPPSDRPFIPYEL 

YTPATYQLTEEGTFKVVDEEA 

MEKAEVSRTCLLTVRVLQA 


5863 


36231 


A 


5909 




429 




5864 


36232 


A 


5910 




690 




5865 


36233 


A 


5911 




376 




5866 


36234 


A 


5912 




471 




5867 


36235 


A 


5913 




606 




5868 


36236 


A 


5914 




2756 


SPGGRTPAARDSIVREV1QNSK.E 

VLSLLQEKNPAFKPVLAIIQAG 

DDNLMQEINQNLAEEAGLNITH 

ICLPPDSSEAE1IDEILKINEDTRV 

HGLALQISENLFSNKVLNALKP 

EKDVDGVTDINLGKLVRGDAH 

ECFVSPVAKAVIELLEKSGVNL 

DGKKILVVGAHGSLEAALQCLF 

QRKGSMTMS1QWKTRQLQSKL 

HEADIVVLGSPK.PEEIPLTWIQP 

GTTVLNCSHDFLSGKVGCGSPR 

IHFGGLIEED 


5869 


36237 


A 


5915 




404 


RLKEKKLVKEV1AVSCGPAQCQ 
ETIRTALAMGADRGIHVEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPC YATLPN I MKAKKKKIE V 
IKPGDLGVDLTSKLSV1SVEDPP 
QRTAGVKVETTEDLVAKLKEIG 



690 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5870 


36238 


A 


5916 


1 


334 




5871 


36239 


A 


5917 


88 


870 


MADVRVLVAVK.RVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
EIAVEEAVRLKEKKLVKEVIAV\ 
SCGPAQCQET1\RTALA\MGA\D 
RG1HVEWPPAEAERF/GVPLQV 
ARVLGQAWQRRRRLDLVLLGK 
QA\IACTDCNQ\TGQMTAGFLD 
WPQGTFVASQVTLEGDKLKVER 
EIDGGLETLRLKLPAVVTADLR 
LNEPRYA\TLP\NIMKAKKKKIE 
VIKPGDLGVDLTSKLSVISVEDP 
PQRTAGVKVETTEDLVAKLKEI 


5872 


36240 


A 


5918 


1 


774 




5873 


36241 


A 


5919 


1 


1557 




5874 


36242 


A 


5920 


1 


759 




5875 


36243 


A 


5921 


305 


638 




5876 


36244 


A 


5922 


364 


540 




5877 


36245 


A 


5923 


9 


1 1 1 




5878 


36246 


A 


5924 


1 


594 




5879 


36247 


A 


5925 


169 


594 




5880 


36248 


A 


5926 


37 


936 




5881 


36249 


B 


5927 


91 


2043 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5882 


36250 


A 


5928 


1 


2298 


MSRKGPRAEVCADCSAPDPGW 

AS1SRGVLVCDECCSVHRSLGR 

HISIVKHLRHSAWPPTLLQMVH 

TLASNGANS1WEHSLLDPAQVQ 

SGRRK.ANPQDKVHPIKSEFIRA 

KYQMLAFVHKLSCREADDGVT 

AKDL\SKAN*HSSVR\TGKPWK 

TCLRLLS\LGA\QANFFHPEKGT 

TPLHVAAKAGQTLQAELVLVVY 

GADPGSPDVNGRTPIDYA\RQA 

GHHELAERLVEC\QYE\LTERLA 

FYLCGRKPDHKNGHY1IPQMAD 

SLDLSELAKAAKK.KLQALSNRL 

FEELAMDVYDEVDRRENDAV 

W LATQN H STL VTE RSAVPFLPV 

NPEYSATRNQGRQKLARFNAR 

EFATLI1DILSEAKRRQQGKSLSS 

PTDNLELSLRSQSDLDDQHDYD 

SVASDEDTDQEPLRSTGATRSN 

RARSMDSSDLSDGAVTLQEYL 

ELKKALATSEAKVQQLMKVNS 

SLSDELRRLQRE1HKLQAENLQ 

LRQPPGPVPTPPLPSERAEHTPM 

APGGSTHRRDRQAFSMYEPGS 

ALKPFGGPPGDELTTRLQPFHS 

TELEDDA1YSVHVPAGLYRJRK 

GVSASAVPFTPSSPLLSCSQEGS 

OJJrljL.OL.tOiS.Kr LL.LOlS.L.L.L'l ri 

PELESLDGDLDPGLPSTEDVILK 
TEQVTKN1QEI.LRAAQEFKHDS 

r VrCL>n.l^lriLAV 1 CiVlAoLrrlvtvr 


5883 


36251 


A 


5929 


1 


924 




5884 


36252 


A 


5930 


214 


387 


RRAFHPTPVTSARSTLHSFGQL 
RLPHSM*SGGTLLISMMQANQS 
LSLEFSKWTSFPLD 


5885 


36253 


A 


5931 


1 


1639 




5886 


36254 


A 


5932 


1 


1098 




5887 


36255 


A 


5933 


1 


546 


NSSQVLQF*YLWVNEAPFRLLT 
MPQPYPQIN1TADQLWGSVAVL 
V*MH\NGLPGLCI*AWEKTTSG 
GEQYPSSSAIKQGPKEPYADFIA 

ivLLJL. 3 LN. IV V IAULA A.LJ1JI V L W L 

LAFDNANPECQAALRPIRGKAH 
LVDYTK.VCDG I RDKLHKATLL 
AQAMAGLRMGKGNTPFPGACF 
NCGRHGH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5888 


36256 


A 


5934 




648 


MGQVWGLVHFTLEVFHTGDEE 
EQEYSEVTEDVTEHVYLPAKA 
KVAKEEEAG1QQARQEGDLEA 
WQFPVRIHPPDQQENITATFEPF 
PFKLLKELKQAINQYGPGSPFV 
MGLLKNVTVSSQMIPTDGDPLT 
RACLTPAQFLQFK.TWWADEAS 
IQA ARNA WAQPQIN ITA DQLLG 
VGGWAGLDAQFVMQDDAIEQ 
LRGVCIRAREK\IT*CGEQYPSF 


5889 


36257 


A 


5935 


120 


254 




5890 


36258 


C 


5936 


366 


479 




5891 


36259 


A 


5937 




933 




5892 


36260 


A 


5938 




840 


MGKVWGLVHSTLELFHTDVEE 
EGEYNEVTEEVTKHVYLPAKA 
KAAKEGEVHPYHSAPPHYYFE 
ENDPPDLSFLEDTGTPRLAAAA 
TTKANA\KQPLLLSPSMHR/PLP 
TRPL.LAG\QATALPQGV*PLIAP 
PTRPHLEHCSTQ*RPQPAPTLGE 
ITPVTVPQAPLHPRAVQPW/HST 
PTRSWLQ A VM PGIAPPSRSPPW 
AVQLR1LTYLGCLSTTPAAVQS 
LSQPPAS VRQARVPQA PA SSLC 
QEKPPSPPPVAPHGAAAAARPP 
SYHSSCASVAVVAANVL1G 


5893 


36261 


A 


5939 




134 


MGQVW*KSQSPKA*EPGVSCP 
RAGRREASVPRWYSS 


5894 


36262 


A 


5940 




1158 




5895 


36263 


A 


5941 




673 


MGIALGSPTTGPKAMKQNLSIG 

PAGILLPQPVMTPGCPAAAPPV 

APRCGYVLSEDAWGNLQGLCT 

GLSCGQPVAPWATDSGGAQDP 

VALLPPFPSRGLLGPSCMQRSQ 

VVKGGRQSE1SSQNKKVIADLA 

AQDI VLQLLA FDN ANPDCQ AA 

t rptrhv a hi vnpik' a inr.i 
LdvrllvOivArlL v ur iis.j\y^u v loui 

PNLLLHPRGLRAITIAVFGKQMR 

TSG SN PLRSTFLSRSRSI SKNCS A 

EV 


5896 


36264 


A 


5942 


1 


1182 





693 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5897 


36265 


A 


5943 


1056 


2128 


TQPPTWGQ1KKLSQMVEENLR 

KAGQLVTMNNLMVAMIVVITT 

TEEQEYSEVTEEVTEQVYLPAK 

AKVAKEGEVHPYPSAPPHYYFE 

EKEWPDPPDLSFLEDTRQKVVA 

PVTVRAAPRATVLSS1QAGIQQ 

AR*EGDLEAWQFPVRIHPPDQQ 

GNI1VTFEPFPFKLFKEFKQAVN 

QYGPGSPFVMGLLKNVAVSSW 

MIPTDWDALTRACLTPAQFLQF 

KTCAMKQGPREPYVDFIARLQE 

SLKKM1ADSAAQE1VLQLLAFD 

MAHPDCQAALRPJRGKAHLVD 

YVKACDGIGEYTPSTYEKKVN 

CKTA SCR SFRR YPEEG I V ITG D D 

SSMRVVVPEDLPVGQDVEVED 

RDIDDPDPV 


5898 


36266 


A 


5944 


1 


300 




5899 


36267 


A 


5945 


1 


373 




5900 


36268 


A 


5946 


1 


2976 




5901 


36269 


A 


5947 


287 


544 




5902 


36270 


A 


5948 


831 


4555 




5903 


36271 


C 


5949 


108 


434 




5904 


36272 


C 


5950 


145 


402 




5905 


36273 


A 


5951 




1104 


GSRPGGHTLQSHRGRHAQGLR 
SPLLAPVCLGCGTWGQRRLFW 
SLK1* RLLC WF/CRRLQINCKN K 
PAIPRGPT/GPSEKSGLLLQDQG 
DTTNTEEENSKSLENIFGRVIKE 
NFQSLVRDLDAQYKKHKEHPG 
NSSQKDHHLGTLSSGYPKLRQR 
KES+ELSDRSTRKISQS/YNLYTP 
NTGAPRFIKQLLTDLRNEIDSNT 
IIVGYFSTPLTALDRSSRQKVND 
ETVDLNYTLEQMDLTEIYRTFH 
PTTTEYTFYSTVHGTFSKIDHMI 
CHKMSLNEFKK.TEIISSTLSDHS 
G IKLEINSKMNLQNH ANTWKL 
NNLLLNEHWVKNEIKMEIEKFF 
KLNDSNDTTYQNLWDMAKAV 
LRGKFI ALNTY 1 K.KMM 


5906 


36274 


B 


5952 


1 


2367 




5907 


36275 


A 


5953 


21 


132 


WREGARQCQEDPAEFLSD*DW 
ADPGPPHNAPGQNWH 


5908 


36276 


A 


5954 




1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5909 


36277 


A 


5955 


31 


802 


SAWWNSRELLDPQSRSRSGFCF 

♦EYPPTSGTEQESVSGNRALCSS 

LRMNGDQNSDVYAQEKQDFV 

QHFSQIVRVLTEDEMGHPE1GD 

AIARLKEVLEYNAIGGKYNRGL 

TVVVAFRELVEPRKQDADSLQ 

RAWTVGWCVELLQAFFLVAD 

D1MDSSLTRRGQICWYQKPGV 

GLDAINDANLLEACIYRLLKLY 

CREQPYYLNLIELFLQSSYQ1EI 

G ADPGPPHSPPR AM W1LSDSLK 

RGTNLLSSTRQLSTPSTFL 


5910 


36278 


A 


5956 


1 


532 


RLNEAEQKYKDIQDKLQIISEET 
NARAPECMALKADVV AKKRA 
YNEAEVLYNRSLNEYKALKKD 
DEQLCKRIEELK.K7RVLTN/RLE 
PERLERQKKISWLKERVKAFQN 
QEN S VNQEI EQFQQA LE KDKEE 
HGKIKREKLDVKHALSYNQRL 
LKELKDSKTDRLKRFGPNVPAL 
LEAIDD 


5911 


36279 


A 


5957 


121 


475 




5912 


36280 


A 


5958 


131 


2891 




5913 


36281 


A 


5959 


131 


3101 




5914 


36282 


A 


5960 


44 


292 


CQDYRWLLASSVLCWLY*KTQ 
QSDTEDLLCSAPTGPPNPEEDD 
GKS*PEKCRQMT*KKWSINCKC 
FFASSHNTTLSIGLFLR 


5915 


36283 


B 


5961 


26 


239 




5916 


36284 


A 


5962 


131 


3121 


LVSFLLFQDALPEGDASPLGPY 
LLPSGAPERGSPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHDIPALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
ASEVPLWLDRKESAVPTTPAPL 
Ql SPFTSQPYV AHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTIIT 
TTVITTEQAP 


5917 


36285 












5918 


36286 


A 


5964 


495 


636 


PSVVLDINVSFNHWSAIFLTME\ 
PFCHRVRSHAMESR*GSVLP*N 
KPQ 


5919 


36287 


A 


5965 


2 


376 





695 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5920 


36288 


A 


5966 




688 


GTSAGDGCPHPHTVLWPPDIMP 
PKK.DVPVKKPAGPSISKPAAKP 
AAAGAPPAKTKAEPAVPQAPQ 
KTQEPPVDLSKVVIEFNKDQLE 
EFKEAFELFDRVGDGKILYSQC 
GDVMRALGQNPTNAEVLKVLG 
NPKSDEMNVKVLDFEHFLPML 
QTVAKNKDQGTYEDYVEGLRV 
FDKEGNGTVMGAEIRHVLVTL 
GEKMTEEEVEMLVAGHEDSNG 
CINY\EELVRMVLNG 


5921 


36289 


A 


5967 


54 


540 


AVYMCDLTENQTADLIPSTAEF 

KEA\FQLFDRTGDGK.ILYSQCG 

DVMRALGQNPTNAEVLKVLGN 

PKSDEMNVKVLDFEHFLPVMLQ 

TVAKNKDQGTYEDYVEGLRVF 

DKEGNGTVMGA EI RH VL VTLG\ 

EKMTEVEDVHMLVAGHEDSNG 

C1NYEAFVRHILSG 


5922 


36290 


A 


5968 




405 




5923 


36291 


A 


5969 


93 


506 




5924 


36292 


B 


5970 


43 


615 




5925 


36293 


A 


5971 


2 


598 


TRTSLHAALFSWDPVGTSLETF1 
SHLEVKKGMLVG1VGKVGCGK 
SSLLAA1AGELHRWEQVQCGG 
HTLH*APEQMLRGHVAVRGLS 
KGFGLATQEPWIQFATIRDNILF 
GKTFDAQLYKEVLEACALNDD 
LSILPAGDQTEVGEK.GVTLSGG 
QRARJALARAVYQEKELYLLD 
DPLAAVDADVANPPACTGCNP 


5926 


36294 


B 


5972 


137 


371 




5927 


36295 


A 


5973 


1 


1398 




5928 


36296 


A 


5974 


1 


915 




5929 


36297 


A 


5975 


40 


564 




5930 


36298 


A 


5976 


62 


280 




5931 


36299 


A 


5977 


17 


744 




5932 


36300 


A 


5978 


1 


537 




5933 


36301 


A 


5979 


242 


576 


AANSLYKGSNSAALIILVGP*IS 
CLTHPV YM K* APS*TICLL YSM 
VILKALFFPQNINFIFLPVKSRHS 


5934 


36302 


A 


5980 


924 


3473 




5935 


36303 


A 


5981 


1 


604 




5936 


36304 


A 


5982 


288 


732 


RNCIANYDFLILPTSF*WCSFFV 

LLFLFLSLSLSSLKLHSDLDKGE 

GTAKYTLSGDGAGPWFTIDETT 

GD\IHA1RSL\DREEKPFYTLR\A 

Q\AVDIETRKPLEPESEF\IIKVQ 

DIVNDNEPKFWGWDLMVATGP 

QKWSPVG*VGQ1KIL 


5937 


36305 


A 


5983 


1 


1510 





696 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5938 


36306 


A 


5984 


1 


603 




5939 


36307 


A 


5985 


250 


505 


GFSPTWQ*MNTHPSLMCFSPSR 
TTGSAAAN*RGQQKSGVPFWS* 
SH V KG K.DQI P V PI C PCTTAP VT 
MESTCIC*PTHVSCKTLMV 


5940 


36308 


A 


5986 


3 


131 


RVLVPD1RGA1*AVPKSPS1KSYP 
ALPRALFLLPPYPDDLG1 


5941 


36309 


A 


5987 


1 


913 




5942 


36310 


A 


5988 


5 


177 




5943 


36311 


A 


5989 


3 


383 




5944 


36312 


A 


5990 


1 


132j 




5945 


36313 


A 


5991 


342 


594 




5946 


36314 


A 


5992 


1 


321 




5947 


36315 


A 


5993 


3 


601 




5948 


36316 


A 


5994 


1 


1023 




5949 


36317 


A 


5995 


1 


606 




5950 


36318 


A 


5996 


1 


1536 




5951 


36319 


A 


5997 


2 


1394 


















5953 


36321 


A 


5999 




360 




5954 


36322 


A 


6000 


1 


636 




5955 


36323 


C 


6001 


1 


861 




5956 


36324 


A 


6002 


1 


711 





WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5957 


36325 


A 


6003 


18 


2446 


AGSPPRADAAAGLWERGHLLS 

AAVAAMGKRDRADRDKKK.SR 

KRHYEDEEDDEEDAPGNDPQE 

AVPSAAGKQVDESGTKVDEYG 

AKDYRLQMPLKDDHTSRPLWV 

APDGHIFLEAFSPVYKYAQDFL 

VA1AEPVCRPTHVHEYKLTAYS 

LYAAVSVGLQTSDITEYLRKLS 

KTGVPDGIMQFIKLCTVSYGKV 

KLVLKHNRYFVESCHPDVIQHL 

LQDPVIRECRLRNSEGEATELIT 

ETFTSKSAISKTAESSGGPSTSR 

VTDPQGKSDIPMDLFDFYEQM 

DKDEEEEEETQTVSFEVKQEMI 

EELQKRCIHLEYPLLAEYDFRN 

DSVNP\D1NIDLKPTAV\LRPYQE 

KSLR\KMFGNGRARSGVIVLPC 

GAGKSLVGVTAACTVRKRCLV 

LGNSAVSVEQWKLAQFKMWSTI 

DDSQICRFTSDAKDKPIGCSVAI 

STYSMLGHTTKRSWEAERVME 

WLKTQEWGLMILDEVHTIPAK 

MFRRVLTIVQAHCKLGLTATLV 

REDDKIVDLNFL1GPKLYEANW 

MELQNNGY1AKVQCAEVWCP 

MSPEFYREYVAIK.TK.K.RILLYT 

MN PNKFRACQFL I K FH ERRN DK 

IIVFADNVFALKEYAIRLNKPY1 

YGPTSQGERMQILQNFKHNPK1 

IN 1 Ir I0K.VU1J 1 jrULrtANVLl^l 

SSHGGSRRQEAQRLGRVLRAK 
KGMVAEEYNAFFYSLVSQDTQ 


5958 


36326 


A 










5959 


36327 


A 


6005 




879 




5960 


36328 


A 


6006 




727 




5961 


36329 


A 


6007 




1509 




5962 


36330 


A 


6008 




1698 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5963 


36331 


A 


6009 


2465 


2751 


VPTSSAPMPWPSRQWERSSRT 

MTV1SSSQLMALGP*RTAQVLA 

AAPA*LGASSAARGIDPQAGKT 

QK\ETDIATMQLCANKLDKKDF 

FGKSDPFLVFYRSNEDGTFTICH 

KTEVVKNTLN PV WQPFSIPVRA 

LCNGDYDRTVKIDVYDWDRD 

GSHDFIGEFTTSYRELSKAQNQ 

FT V YE VLN PRKKCKKKK Y VN S 

GTVTLLSFSVDSEFTFVDYIKGG 

TQLNFTVAIDFTASNGETRMSE 

KVGGNPLQPTSLHYMSPYQLS 

AYAMALKAVGEIIQDYDSDKL 

FP A YG FG A KLPPEG RI SHQFPLN 

NNDEDPNCAGIEGVLESYFQSL 

RTVQLYGPTYFAPVINQVASLP 


5964 


36332 


A 


6010 




1059 




5965 


36333 


A 


6011 


255 


405 




5966 


36334 


A 


6012 


251 


1 199 




5967 


36335 


A 


6013 


1 






5968 


36336 


A 


6014 


335 


984 




5969 


36337 


A 


6015 




127 


LPLRLSYEIYLYFTF*KPEHNKS 
HFLESHLIRNTRSALNTRK 


5970 


36338 


A 


6016 


1 


774 





699 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5971 


36339 


A 


6017 


186 


2699 


PRGAKPAVPAGPERPGPGPGPC 
SPRPMVLPTCPMAEFALPRHSA 
VMERLRRR1ELCRRHHSTCEAR 
YEAVSPERLELERQHTFALHQR 
C IQ AKAKRAGKH RQPP AATAP 
APAAPAPRLDAADGPEHGRPA 
THLHDTVKRNLDSATSPQNGD 
QQNGYGDLFPGHKKTRREAPL 
GVAISSNGLPPASPLGQSDKPSG 
ADALQSSGKHSLGLDSLNKKR 
LADSSLHLNGGSNPSESFPLSLN 
KELKQEPVEDLPCMITGTVGSIS 
QSNLMPDLNLNEQEWKELIEEL 
N RSVPDEDMKDLFNEDFEEKK. 
DPESSGSATQTPLAQDINIKTEF 
SPAAFEQEQLGSPQVRAGSAGQ 
TFLGPSSAPVSTDSPSLGGSQTL 
FHTSGQPRADNPSPNLMPASAQ 
AQNAQRALAGVVLPSQGPGGA 
SELSSAHQLQQIAAKQKREQML 
QN PQQATPA PA PG QMST WQQT 
GPSHSSLDVPYPMEKPASPSSY 
KQDFTNSKL/PHDA*CE*EFPSA 
RRPLPPAQPCEPAESPATE*LES 
ELRE/YTRGLCWMRQYKTPFSL 
QSGLWARQPGVWPEQASPDGL 
SSPAAVPYKSRAELPVSDEAKA 
RKYAFP1TGSTWPGAEPFQCPC 
ASPGYQCWDPAACRVRGQLPQ 
QLPLSQQPATGRCNEAASVAFG 
PTETKGAAAKAFTATAVPSEAT 
APSRGTGEATVSAPSDPPTTPVP 


5972 


36340 


A 


6018 


1 


1062 




5973 


36341 


A 


6019 


3 


566 


ASRPPVTLRLVVPASQCGSLIG 

KGGCKIKEIRESTGAQVQVAGD 

MLPNSTERAITIAGIPQSIIECVK 

QICVVMLESPPKGVTIPYRPKPS 

SSPV1FAGGQAYT1QGQYAIPQP 

DLTKLHQL\AMQQC\HFPMTHG 

\NTGFQWALES\SFPEV\KGYW\ 

AGLDASAQTTSHELTIPNDLIGC 

I1GRQGAKIN 


5974 


36342 


A 


6020 


2 


531 


TLRSSWQVVRTGTAQAATVRG 
FPPHPPRP\SASTLTLEGPPLEAY 
T1QGQY AI PQPDLTKLHQLAAM 
QQSHFPMH/GDGIHSDYSAG\LD 
ASA\QTTSH\ELTISKRILIGLA*S 
GRSRAPrClNGGSRQMSGAQI\KI 
ANPV\EGSTD*GRFTITGSAASIS 
LAQYL1NVRLSSETGGMGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiM 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


5975 


36343 


A 


6021 




1369 


PLKVQLPRTLLDMDTGVIEGGL 
NVTLTIRLLMHGK.EVGSI1\GKK 
GESVKKMREESGARIYNISEGNC 
PERIIXTLAGTH * LPSFKAFAM I\l 
DKLGRRDISSSMYTNSTAAQLGP 
PVTLKLG\APAS\QCGSLIGKGG 
CKIKEIRESTGAQVQVAGDMLP 
N\STE AG HH YLLG IPQS1I\EC V\K 
QILRGSCWETLFPSSPPKGVTIP\ 
YRPK\PSSSPV\1F\AGGPGQVPA 
QAATVRAFPTPPRPCGSTLTWE 
GPPLEAYTIQGQYAIPQPD\LTK. 
L\HQL\AMQQSHFPMTHGNTGF 
SG\I ESSFVPEVKG Y W\AGL\DAS 
AQTTSHELT1\PNGFDWAGIIGA 
FKGAKINVEIRQMSGAQIKIANP 
VEXGSTDRQVTITGSAASISLAQ 
YLINVRLSSETG\GMGNN 


5976 


36344 


A 


6022 


1 


690 




5977 


36345 


A 


6023 


1 


399 




5978 


36346 


A 


6024 


3 


397 




5979 


36347 


A 


6025 


3 


249 




5980 


36348 


A 


6026 


177 


477 




5981 


36349 


A 


6027 


49 


451 




5982 


36350 


A 


6028 


1 


1305 




5983 


36351 


A 


6029 


1 


568 




5984 


36352 


A 


6030 


207 


1053 


PLTFG PA R WRETPPSL YKEFSG 

LFGSFFLSSAWGAHNLRALFLL 

LPSSR1QPTPWVFGDLKSPAGL 

QVLNDYLADKSY1EGYVPSQA\ 

DVAVFEAVSSPPPADLCHALR 

WYN H 1 K.S YEKAEKASLPG V KKA 

LGKYGPADVEDTTGSGATDSK 

DDDD1 DLFGSDDEE\ESEKPKRL 

\REERLAQYESKKAKKPG\LVA 

KSSILLLVKPWV D\ DETDM AKLE 

ECVRSIQADGLVWGSSKLWPV 

GYGIKfCLQIQCVVEDDKVGTD 

MLEEQITAFEDYVQSMDVAAF 


5985 


36353 


A 


6031 


1 


211 




5986 


36354 


A 


6032 


27 


241 


EVFGSWWQVPHEWLGSVLVV 
MSEFLFH*LM*ELVLKRV*CLS 
HLSLAPFLAM*YACSSSSPSTMI 
VSFFFF 


5987 


36355 


A 


6033 


1 


588 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5988 


36356 


A 


6034 


279 


1333 


LIFCGCWLFASLTVMEAAHFFE 
GTEKLLEVWFSRQQPDANQGS 
GDLRTIPRSEWDILLKDVQCSI 1 
SVTKTDKQEAYVLSESSMFVSK 
RRFILK.TCGTTLLLKALVPLLK.L 
ARDYSGFDS1QSFFYSRKNFMK 
PSHQGYPHRNFQEEIEFLNAIFP 
NGAGYCMGRMNSDCWYLYTL 
DFPEERWISQPDQTLEILMSELD 
PAVMDQF*HEDG\VTAKDVTRE 
SGIRDLIPGSVIDATMFVNPCGYS 
\MNGMKS\DGTYWT\IHITPEPEF 
SYVSFETNLSQTSYDDLIRKVV 
EVFKPGKFVTTLFVNQSSKCRT 
RLGLPQKUEGFKRMLDCQEGWF 
KDSNFFF\TSFAKKQQQQQS 


5989 


36357 


A 


6035 




687 




5990 


36358 


A 


6036 




894 




5991 


36359 


B 


6037 




1458 




5992 


36360 


A 


6038 




1062 




5993 


36361 


A 


6039 




1218 




5994 


36362 


A 


6040 


277 


3508 


RSGRIAWAQEMDAAGRGCHLL 

PLPAARGPARAPAAAAAAAAS 

PPGPCSGAACAPSAAAGAGAM 

NPSSSAGEEK.GATGGSSSSGSG 

AGSCCLGAEGGADPRGAGSAA 

AAGAAALDEPAAAGQKEKDEA 

LEEKLRNLTFRKQVSYRKA1SR 

AGLQHLAPAHPLSLPVANGPA 

KEPRATLDWSENAVNGEHLWL 

ETNVSGVDLCYLGEENCQVRFA 

KSALRRKCAVCK1VV/HTTACIE 

ELEK1NFRCK.PTFREG\GS 


5995 


36363 


A 


6041 


45 


155 




5996 


36364 


A 


6042 


1 


979 




5997 


36365 


A 


6043 


3 


1042 




5998 


36366 


A 


6044 


2 


401 




5999 


36367 


A 


6045 




5772 




6000 


36368 


A 


6046 


16 


5678 


VTSGRLLFYFRSMGPGCDLLLR 
TAAT1TAAA1MSDTDSDEDSAG 
GGPFSLAGFLFGNINGAGQLEG 
ESVLDDECKKHLAGLGALGLG 
SLITELTANEELTGTDGALVND 
EGWVRSTEDAVDYSDINEVAE 
DESRRYQQTMGSLQPLCHSDY 
DEDDYDADCED1DCKLMPPPPP 
PPG PM K K DK DQDS ITG EK V DFS 
SSSDSESEMGPQEATQAESEDG 
KLTLPLAGIMQHDATKLLPSVT 
ELFPEFRPGKVLRFLR 


6001 


36369 


A 


6047 




354 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6002 


36370 


A 


6048 




666 




6003 


36371 


A 


6049 


129 


456 


TYPAVGESSRRPERSRGVPGPD 
AAAESHFRPGRISNPLHRAGEQ 
GHARAEGSGVFRPHRGRGLRL 
LFVQAPDQVDAPVHG*VAPPAP 
GARDAQTCRSHECPRTRPLDEV 


6004 


36372 


A 


6050 




1095 




6005 


36373 


A 


6051 


171 


619 




6006 


36374 


A 


6052 




621 




6007 


36375 


B 


6053 




181 




6008 


36376 


A 


6054 




905 




6009 


36377 


A 


6055 




855 




6010 


36378 


A 


6056 


2 


244 




6011 


36379 


A 


6057 


3 


829 


LTDCLKDVDL1PPFNRMLLEVT 
FGKLYA WTVQN ILNVLMDASA 
KFKELG IQP VPLQTITS EN PLG P 
SLGSIPQARFLLMMLSMLTLQH 
SANNLDLLLNSGTLALTQTALR 
L1VLPDVELLI*DHLL*MQTSIV* 
LPVLALLLAQHRSFGPSCDNVE 
EDMNASAQGASATVLEATRKE 
TAPVHLPVSGPELAATMKIGTR 
VMRGVDWKWGD/QEAEQTER 
NIHPTTMMFTST1NLLQTLCLPA 
RVHAEIMQSEATKTLCGLLQIL 
VESGTTDKTRME 


6012 


36380 


A 


6058 


133 


5421 


IFVFGCPGSPRLQMVENRYTES 
FFTGQNCRNNEKVTLVRIADLE 
NHNNDGGFWTVIDGKVYDIKD 
FQTQSLTENSILAQFAGEDPVV 
ALEAALQFEDTRESMHAFCVG 
QYLEPDQEGVT1PDLGSLSSPL1 
DTERNLGLLLGLHASYLAMSTP 
LSPVEIECAKWVQSSIFSGGLQT 
SQIHYRYNEEKDEDHCSSPGGT 
PASKSRLCSHRRALGDHSQAFL 
QA1ADNN IQDHNVKDFLCQIER 
YCRQCHLTTP1MF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6013 


36381 


A 


6059 




2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALA1L 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSIICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNS1LAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DH SQAFLQA1 ADNN IQDHN VKT 

HQEQGRSYKEVCTPVTERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRR1AQK11RERRKKR1PKKP 

ESTADEEKIGNEESDLEEACILP 

HSPINVDKRPIAIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRL1GPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRVIGELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 


6014 


36382 


A 


6060 


1 


7297 




6015 


36383 


A 


6061 


32 


259 


SLRVTPGGRNVSEKKDRKKTG 
R/PPELERKSHTERL YLEEGSA E 
PA * VGRRAPES VNDRGGAIQRA 
QRGQPAPPLPR 


6016 


36384 


A 


6062 




437 




6017 


36385 


A 


6063 


1 


425 


MTELPTLWKPLKNSPMFRVIAR 
AFCVTFILVSTHQEMLTITSENP 
LGPSLGSIPQARFLLMMLSMLT 
LQHSANNLDLLLNSGTLALTQT 
ALRLIGGTPVELPAELAAPAFR 
AAAA/VDKNPRRRGQKVAVAK 
SGGDRGKKSR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6018 


36386 


A 


6064 


2 


14566 


RRGGRALRVRPETWEEAGEKM 

PSESFCLAAQARLDSKWLKTDI 

QLAFTRDGLCGLWNEMVKDG 

El V YTGTESTQNG ELPPRKDDS 

VEPSGTKKEDLNDKEKKDEEET 

PAPIYRAKSILDSWVWGKQPDV 

NELKECLSVLVKEQQALAVQS 

ATTTLSALRLKQRLVILERYF1A 

LNRTVFQENVKVKWK.SSGISLP 

PVDKKSSRPAGKGVEGLARVG 

S R A AL SF AF AFLRR A W RSGED A 

DLCSELLQESLDALRAL 


6019 


36387 


B 


6065 


75 


581 




6020 


36388 


A 


6066 


517 


5495 


ESFFTGQNCRNNEKVTFVRIAD 
LENHNNDGGFWTV1DGKVYDI 
KDFQTQSLTENS1LAQFAGEDP 
VVALEAALQFEDTRESMHAFC 
VGQYLEPDQEG VT1 PDLGSLSSP 
LIDTERNLGLLLGLHASYLAMS 
TPLSPVE1ECAKWLQSSIFSGGL 
QTSQIHYSYYEEKDEDHCSSPG 
GTPASKSRLCSHRRALGDHSQA 
FLQA1ADNM1QDHNVKDFLCQI 
ERYCRQCHLTTP1MFPPEHPVEE 
VGRLLLCCLLKH 


6021 


36389 


A 


6067 




1851 




6022 


36390 


A 


6068 


53 


423 


YHLTLLIHGTKVSATRPGHCSP 
GKLPSWVPISLQCTPSSPECRSV 
*RQL*HGHMHELLYIITKADSVI 
TASCL1SRSEWXWGDGGTVSLV 
QRFVDYGSSQCQRPHRTGCASS 
SAPQRASSVAPG 


6023 


36391 


A 


6069 


1 


49 


EWSGTRTWWRPWSCRT*CRT 


6024 


36392 


A 


6070 


1 


726 




6025 


36393 


A 


6071 


368 


485 




6026 


36394 


A 


6073 


1 


414 




6027 


36395 


A 


6074 


3 


535 


RRREFPAKERESASMSSPEE*P/ 
DMAKG A PPSQPPPNS VPAD/CS 
RSVRLSSSNFEESLRPTEDDEGQ 
EGQDSMSRAKAN WLRAFN K V 
RMQLQEARGEGEMSKSLWFKG 
GPGGGL1 1 1DSMPDIRKRKP1 PL V 
SDLAMSLVQSRKAA1TSALASS 
TLNNEELKNHVYKKTLQALIYP 
ISC 


6028 


36396 


A 


6075 


1 


222 




6029 


36397 


A 


6076 


2 


284 


NGIPDFSNTTLLRGLQMPGARG 
PCCGSQRHINLLMGTGVFLVK 
MKA/NEFFFLDSETRLCK1APEG 
WREQPQKTSMNTFTLFLRIKFF 
VSHYGLL 
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NO: 


of peptide 
sequence 


hid 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6030 


36398 


A 


6077 


91 


749 




6031 


36399 


C 


6078 


1 


380 




6032 


36400 


A 


6079 


1 


877 


MPRPDLAPALLVAVLVLLYLL 

VSAAAPAPSSDSTPENVCPVET 

TTNFIWELSSPHNTSAVLLVVF 

HKGPSPKFEVKLKKNANGLGFS 

FVQMEKESCSHLKSDLVRJKRL 

FPGHPAEENGAIAAGD1ILAVN 

GSPRKASSSRCRGSWAMQLSV 

QAGPSFASYYPAAVEVLHLLRG 

APQEVTLLLCRPPPGALPELEQE 

WQGQKYKCAWAIVNEAEVEE 

VVEVAGTVEFFGDQ\GA*CHHP 

ACSGKPLGWHGGLSRKCPRLFF 

RGATRVTGAQGLKEVKQQSFR 

SNMMWLGLRL 


6033 


36401 


A 


6080 


1 


1683 




6034 


36402 


B 


6081 


66 


1214 




6035 


36403 


A 


6082 


1 


5694 




6036 


36404 


A 


6083 


3 


483 


SSLTSSMEDPAAPGTGGPPANG 
NGN\GGGKGKQAAPKGREAFR 
SQRRESEG SVDCPTLEFE YGDA 
DG H A AELSEL YS YTENLEFTNN 
RRCFEEDFKTQVQGKEWLELE 
EDAQKAY1MGLLDRLEVVSRE 
RRLKAARAVLYLAQGTFGECD 
SEVDVLHWSRY 


6037 


36405 


A 


6084 


1 


2646 




6038 


36406 


A 


6085 


115 


1289 


FSPLEPRLCSLGGWGALQAGEP 

CQPSRAGCGREGATMGCTLSA 

EERAALERSKAIEKNLKEDGIS 

AAK.DVKLLLLGAGESGKSTIVK 

QMKIIH\EDGFSGEDVKQYKPV 

V\YSNTIQSL\AAIVRAMDTLGIE 

YGDKERKADAK.MVCDVVSRM 

EDTEPFSAELLSAMMRLWGDS 

GIQECFNRSREYQLNDSAKYYL 

DSLDRJGAADYQPTEQDILRTR 

VKTTGIVETHFTFKNLHFRLFD 

VGGQRSERKKW1HCFEDVTAII 

FCVALSGYDQVLHEDETTNRM 

HESLMLFDSICNNKFFIDTSMLF 

LNKICDLFGEKIKKSPLTICFPEY 

TGPNTYEDAAAYIQAQFESKNR 

SPNKEIYCHMTCATDTNN1QVV 

FDAVTDI1IANNLRGCGLY 


6039 


36407 


A 


6086 


1 


1053 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Vict 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6040 


36408 


A 


6087 


2 


377 


IYDGFDGFAKGQIKEIGWTDVG 

GWTGQGGSILGTKRVLPGK/Y 

MEEIATQMRTHSINALLI1GGFE 

AYLGLLELSVFVTLKLFYQHFM 

HVLLTLIPNRRVPICPTSPSACC 

LWSVSHAFRCAYEQN 


6041 


36409 


A 


6088 




591 




6042 


36410 


A 


6089 




2391 


PGRAAPLGLLAMDADDSRAPK 

GSLRKFLEHLSGAGKAIGVLTS 

GGDAQGMNAAVRAVVRMGIY 

VGAKVYF1YEGYQGMVDGGSN 

IAEADWESVSSILQVGGTI1GSA 

RCQAFRTREGRLKAACNLLQR 

GITNLCV1GGDGSLTGANLFRK 

EWSGLLEELARNGQIDKEAVQ 

KYAYLNVVGMVGSIDNDFCGT 

DMTIGTDSALHRIIEVVDAIMTT 

AQSHQRTFVLEVMGRHCGYLA 

LVSALACGADWVFLPESPPEEG 

WEEQMC VKLSENR A RK.KRLNII 

IVAEGAIDTQNKPITSEK1KELV 

VTQLGYDTRVTILGHVQRGGTP 

SAFDRILASRMGVEAVIALLEA 

TPDTPACVVSLNGNHAVRLPL 

MECVQMTQDVQKAMDERRFQ 

DAVRLRGRSFAGNLNTYKRLA1 

KLPDDQIPKTNCNVAVINVGAP 

AAGMNAAVRSAVRVGIADGH 

RMLAIYDGFDGFAKGQIKEIGW 

TDVGGWTGQGGSILGTKRVLP 

GKYLEE1ATQMRTHSI\NALL1IG 

GF\EAYLGLLELSAAREKHEEFC 

VPMVMVPATVSNNVPGSDFSIG 

ADTALNTITDTCDRJKQSASGT 

KRR VFI IETMG G YCG YL ANMG 

GLAAGADAAY1FEEPFD1RDLQ 

SNVEHLTEKMKTTIQRGLVLRN 

ESCSENYTTDFIYQLYSEEGKG 

VFDCRKNVLGHMQQGGAPSPF 


6043 


36411 


A 


6090 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6044 


36412 


A 


6091 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQK.KAGVAILVS 
DKTDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
E YTFFSAPHHSYSKIDH 1 LG SEA 
LLSKCKRTEIITNYLSDHSAIK.L 
ELR1KNLTQSR 


6045 


36413 


A 


6092 


1 


3654 




6046 


36414 


A 


6093 




5127 




6047 


36415 


A 


6094 




3663 




6048 


36416 


A 


6095 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK 

ALLSKCKRTE1 ITNCLSDHSA1K 

LELRIKNLTQNRSTTWKLNMLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

F1ALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQ 


6049 


36417 


A 


6096 




5073 




6050 


36418 


A 


6097 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLTDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWK RTE1ITNYLSDH 
SA1KLELR1KNPTQSRSTTWKLN 
NLLLNDYWVHNKMKAEIKMFF 
ETN ENKDTTYQNLWDAFKAVC 
RGKFIPLNAHKRKQERSKIDTL 

ITKIRAELKEIETQKTLQKINESR 
SWFFERINKTDRPLARLI ICKKR 
EKNQ1 DTIKNDK 


6051 


36419 


A 


6098 


1 


3235 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6052 


36420 


A 


6099 




3070 


matl1pllfhkhphltqryqfn 
vrggcptstsaiatldprtavfp 
lmsvfqtsap wpfwg fthqtp 
vpqplk.vk1hssadtaadiqan 
rvwsgppansk.rpaaeegk.lt 
nrkdihtknpsvrhhhqrpkv 
dkttktgkkqrrktgnskxqs 

ACPPPKERSSSTATEQSWTEND 
FDKLREGFRRSN YSKLQDE1 QT 
KGKEVENLEKSLDECITR1TNTE 
KGLKKLENYVKNEETSGANA1 
NWKKGINKIDRPLARL 


6053 


36421 


A 


6100 


1 


3297 




6054 


36422 


A 


6101 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAirNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEAS1IL1PKPGRDTTKKE 

NFRP1SLMN1DAKILNK1LANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFN I RKSIN V1QMINRA KDKN H 

M11SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDM1VYL 

ENP1VSAQNLLKL1SNFSKVSGY 

KIN VQKSQA FLYTSN RQTESQ1 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKN1PCSWVGR1NIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRD1DQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRW1KDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDL1KLK 

SFCTA KETTI RVNRQPTT WEK 1 F 

ATYSSDKGLISRIYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAI1KKSGNN 


6055 


36423 


A 


6102 


1 


3417 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution ot last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6056 


36424 


A 


6103 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTI LGSASEPPSAPIP1CAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDT1 

SKVCLDKTVGKLCHSGEESRK 

CTL1CNNKHYPIQDNLQGYKTQ 

NKFLNKEILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

I LLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


6057 


36425 


A 


6104 


1 


4371 




6058 


36426 


A 


6105 




1825 


MVKG S IQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTE11TNYLSDHSA1K 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FIPLNAH K.RKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

A ELKEI ETQKTLQKINESRS WFF 

ER1NKIDRLLARL1KKKREKNQI 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRP1TGAE 

1VAI1NSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KR1QQH1KKL1HHDQVGFIPGM 

QGWFNIRKSINV1QHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLK 

1 LlNlvLvUIlvYHjIriL IKDVIViJLr 

KENYKPLLKEIKEDRNKWKNIP 
CSWVGRINIVKMAILPKNILITL 
QLLLVLPELSTLIPLWLPALAGQ 


6059 


36427 


A 


6106 


1 


4449 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of hist 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6060 


36428 


A 


6107 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRI KNFTQSRSTT WKLNN LLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


6061 


36429 


A 


6108 


1 


3297 




6062 


36430 


B 


6109 


1 12 


3300 




6063 


36431 


A 


6110 


3 


3316 




6064 


36432 


A 


6111 




3457 




6065 


36433 


A 


61 12 




3170 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSKIDTL 

TSQLKELEKQEQRJ 1SKPSRRQE 

ITKMRAELKEIETQ 


6066 


36434 


B 


61 13 




4753 




6067 


36435 


B 


61 14 




3384 




6068 


36436 


A 


6115 




3345 




6069 


36437 


A 


6116 




3780 




6070 


36438 


A 


6117 




3720 




6071 


36439 


A 


6118 




3894 




6072 


36440 


A 


6119 




3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


6073 


36441 


A 


6120 




3780 




6074 


36442 


A 


6121 




3852 




6075 


36443 


A 


6122 




3345 




6076 


36444 


B 


6123 




6136 




6077 


36445 


B 


6124 




3924 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


jViiclt'olitle locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6078 


36446 


B 


6125 


295 


4185 




6079 


36447 


A 


6126 




405 




6080 


36448 


A 


6127 




1059 




6081 


36449 


A 


6128 


2 


518 


EKATCDENDSVSNIATE1K.EGQ 
QSVVHVSPQKQSAWKVIFKKKV 
SLLNIATRITGGGKSGTVSSQKQ 
PPSKATSDKTDSALNIATEIKDG 
LQCGTVSSQKQPALKATTDEED 
SVSNIATEIKDGEKSGTVSSQKQ 
PALK ATTDEKDSVSNI ATE I KD 
GEKSVTVSSQK.QPASK 


6082 


36450 


A 


6129 


1 


843 




6083 


36451 


A 


6130 


1 


432 




6084 


36452 


A 


6131 


2 


835 


CG S AQAA AA A A AEE ATEKIPAL 

RP/ASAVGAAGALAVLRDPRA 

WREAGSKS/PETPFS*CQGA/HG 

GGQFCPSGTAFPGKMKVMMR 

KRKKKGQCLPGICRSLKRRKSP 

RSPGM/IG YSTLS 1 PPEML AS YQ 

S Y S STFH SLEEQQ VCM A/G * HR 

QMPGADKPVRACQRVLAGVW 

AGFTMRHQSRLY*ECSICGVIFR 

HRCVAHLLGRAIGAGLFVITPA 

GERGMCCKAIKLGNARVFPVT 

TL*NDGQCQACMHAG/TTLEDP 

GKNYISSSPSSSSSSSPSSPRVPS 


6085 


36453 


C 


6133 


278 


446 




6086 


36454 


A 


6134 


1 


1 152 




6087 


36455 


A 


6135 




639 




6088 


36456 


A 


6136 


12 


1436 




6089 


36457 


A 


6137 


367 


1056 




6090 


36458 


A 


6139 


1 


4263 




6091 


36459 


A 


6140 


1 


131 1 




6092 


36460 


A 


6141 


1093 


1358 


MQKKPLTKFNNPSC*KLSIN*V 

I MHOICfc'tiUTTTATTTTrTTTTT 
LMOtvlorv VllfAlllillllfl 

TTTTTTMGPTLPLIPIGLGS 


6093 


36461 


A 


6142 


1 


699 




6094 


36462 


A 


6143 


1 


489 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6095 


36463 


A 


6144 


5 


916 


ALGGTPMLGKLAMLLWVQQA 
LLALLLPTLLAQGEARRSRNTT 
RPALLRLSDYLLTNYRKGVRPV 
RDWRKPTTVSIDVIVYAILNVD 
EKNQVLTTY1WYRQYWTDEFL 
QWNPEDFDNITKLSIPTDS1WVP 
DILINEFVDVGKSPN1PYVYIRH 
QGEVQNYKPLQVVTACSLDIY 
NFPFDVQNCSLTFTSWLHT/SPG 
HQHLFVALARKGEIRQECLHEP 
GRVGVAGGAALLSGVQHGKQ* 
LLCRNEVLCGHPPAAPLLCGQP 
ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQNYTPPGLLGLPDHRF 


6096 


36464 


A 


6145 


5 


756 




6097 


36465 


A 


6146 


1 


471 




6098 


36466 


A 


6147 


184 


1097 


ALGGTPMLGKLAMLLWVQQA 
LLALLLPTLLAQGEARRSRNTT 
RPALLRLSDYLLTNYRKGVRPV 
RDWRKPTTVS1DV I V Y Al LNVD 
EKNQVLTTYIWYRQYWTDEFL 
QWNPEDFDNITKLSIPTDSIWVP 
DILINEFVDVGKSPN1PYVYIRH 
QGEVQNYKPLQVVTACSLDIY 
NFPFDVQNCSLTFTSWLHT/SPG 
HQHLFVALARKGEIRQECLHEP 
GRVGVAGGAALLSGVQHGKQ* 
LLCRNEVLCGHPPAAPLLCGQP 
ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQDYTPPGLLGLPDHRF 


6099 


36467 


A 


6148 


3 


672 




6100 


36468 


A 


6149 


3 


398 


LRKIKIDLGKFSDNPDGY1DVLQ 
GLRQSFDLTWRDI MLLLDQSLT 
PNEKSAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
*D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAP1QQEA 
V 


6101 


36469 


A 


6150 


1 


420 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6102 


36470 


A 


6151 


1 


878 


TLLPPRPGVGSDYPNIPGCPMW 














GNKDPGEGTLERGKVEDASQR 














TSRTLKETSGKAEFIRKJCQDGK. 














CSPQGKNALKMYSGEFDPVRV 














CVPFSLSDLK.QLKIDLGRFSDNP 














DGYIDVLQGLGQSFDLTWRDI 














MLLLDQTLTPNERNAT1TAARE 














FGDLWCLSQVNDRMTTEERER 














FPTGQQ A VPS ADPH * DTES EHG 














DWCCRHLLTCVLEGLRKTRKK 














AVNFSVMSTVTQGKEENPTAFL 














ERLREALRKHTSLSPDSIEGQLI 














LKIKFITRSAAD1RKQTSKVHLR 














PGAKLKTPY 


6103 


36471 


A 


6152 


1 


417 




6104 


36472 


A 


6153 


1 


415 




6105 


36473 


A 


6154 


1 


234 




6106 


36474 


A 


6155 


I 


335 


TCPI VPG/QEMI IEISKGRSG LG L 














SIV*GKDTPLNA1V1HEVYEEGA 














AAVDGRLWAGDQILEVNGVDL 














RNSSHEEA1TALMQTPQKVRLV 














VYRDEAHYRDEENLEIFPVDLQ 


6107 


36475 


A 


6156 


109 


4687 




6108 


36476 


A 


6157 


109 


4991 




6109 


36477 


A 


6158 


3 


862 




6110 


36478 


A 


6159 


1 


1857 




6111 


36479 


A 


6160 


3 


100 




6112 


36480 


A 


6161 


1 


537 




6113 


36481 


A 


6162 


125 


1 184 




6114 


36482 


A 


6163 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 














ALQEVQAAVQAAL1LEPYDPA 














GPVVLEVSLADRDAVWSLWQ 














APIGESQQRPLGFWSKALPSSA/ 














DHKACHAQQHS1IKWK.WY1HD 














RARAGPEGTNSSARYAATM*K 














WYTASALQPLSRKSLKDSSEGK 














SSQWAELRAVHLAVHVAWKE 














KWPDVRLDTDSWAV/ANGLAR 














WSGTWKEHDRKIGDKEVWGR 














GTRI 


6115 


36483 


A 


6164 


1 


1566 




6116 


36484 


A 


6165 


1 


1098 


















6118 


36486 


A 


6167 


410 


625 


LTLVPFSFSVVLTPLPKGNTIRY 














*TGIL*GWNLSWKGTLGFSVTA 














QPSSGTPRTALGSRTTKPLLVSL 














LQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6119 


36487 


A 


6168 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 
GDLQ/PFTRVTVHWGKGNDQT 
FQGLLDTG SELTL1 PG DPKRHC 
GPPVKIGAYGGQIINGVLAQVQ 
LTVDAVGPWTHPVV/I/SPVPECI 
IGIDILSSWQ/NSHIGSLTGRVRA 
TM VGKAKWKPLE LPLPRKI VN 
QKQYH IPGGI AEIGATI KDLKDT 
G\ VIPTSPFN SPI * PMQKTDGS W 
RMTVDYL 


6120 


36488 


A 


6169 


203 


850 


DVEHVGKMRRRWRRRVVVAD 
GN V VKPMSCAGDLQ/PFTR VTV 
HWG KGNDQTFQDLLDTG SELT 
LIPGDPKRHCGPPVKIGAYGGQI 
INGVLAQVQLTVDAVGPWTHP 
VV/I/SPVPECIIG1DILSSWQ/NSH 
IGSLTVHLSSDPKGCHSEWGPE 
QEKALQEVQAAVQAALILEPY 
DPAGPVVLEVSLADRDAVWSL 
WQAPIGESQQRPLG F WSKALPS 


6121 


36489 


A 


6170 


1 


864 




6122 


36490 


A 


6171 


1 


205 


VPDFPAKPIQGPHFNSRYL/REA 
VHGEAVHAPFIAGQPLT**ELM 
SIFPQFQFFLYRRLDSHSGQSWQ 


6123 


36491 


A 


6172 


1 


3039 




6124 


36492 


A 


6173 


1 


1364 


MIISIDAEK.AFDK1QQPFMLKTL 
SKLEET A S PSP V V ATYTPQPM L 
PSAFPPLSEE1NPVLPETTVMAS 
PEAVTRQDNVDSPQKJPPPTPMF 
ASRPITRLKPRRAPSEEGIQRLK 
K.1GMVEW1SHFRPTPLSMEGPE 
H1LLTNTLLNRYVKAAPASLKS 
PLTALL FM SDLTVG TTFSQLQN 
LNTMGIFGSSCDRSQVAALNHQ 
RQVPELIIGIDILSSWQNPHIGSL 
NGRGYINSLALCHNLIRRDLDR 
FLLPQDITLVHYIDHIMRLDSVK 
DK.WLHLAPPTTKKEAQCLVGL/ 
FGFWRQHIS\LWRQPLACYWAL 
VETEHLTMGHQVTMQPELPIM 
NWLLSDPSSYKPAPMASWGVP 
YGQLTEEEK.TRAWFTDGSARY 
TETTRK WTA V A I QPLSRTS LKD 
SN EGKSSHQQAKNG ITVL AG VI 
DPDYQDEISL/LTPQWRCHPGSS 
VWRASSLGISHPP 


6125 


36493 


A 


6174 


114 


1996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6126 


36494 


A 


6175 




475 


MGRNQNRKAENSKNWNASSPP 
KEHNSSPAREQNWREDEFNELT 
EVGFRRSV1TNFSDLKEHVLTH 
CKEAKILEKRLDKWLTKITSVE 
KS/CK*PDG/D*KPQYENFMKHT 
QAS1ADL1KRKKRYQ*LKIKLM 
K*SrCKTR*EKKKYKLPSENTTN 
TSMQ1Y 


6127 


36495 


A 


6176 


179 


393 


NKRGYKQMEEHSMLMDKKNQ 
YYENGHTAQGN*AGEGNKGYS 
IRKTGSQIVPLCR*HDCISRKPD 
CLSPKSP 


6128 


36496 


A 


6177 


1 


710 


MARELRDECTSFSSQFHQLEER 

VSV1EDQMNEMKQEEKFREKGI 

KRSEQSLQEIWDYMERPNLCLI 

GVPESDGENGIKLEDTLQDIIQK 

DFPNLGRQANIQIQEIQRMPQR 

YSSRRATPRHI1VRFTKE1QTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

E1EA1INSLPTKKSPRPDGFTAEF 

YQRYKEELVPFLLKLFQS1 EKE 

G1LPNSFYEASIILIPKLGRDTTK. 

K EN FRPI SLMN1 D AKILN K I LAN 

QMQQNIKNLIRHDQAGFIPGMQ 

CWFNIRKSINVIQHINRTKDKN 

HMI IS1 DAEKAFYKIQQPFILKTL 

NKLENK1PRNPTYKGCEGPLFK 

ENYKLMLKEIKEDTSKWKNIP 

WSWIGRIN1VKMAILPKV1YRLS 

AIPIKLPMIFFTELEKTTLKFIWN 

QKRACIAKSILSQKNKAGGIML 

PDFKL Y YKATVTKA A WY W YQ 

NRDIDQWNRTEPSETIPHIYSHL 

IFDK.PDKNKKWGKDFLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GNTIQDIGMGKDFMCKTPKAM 

VTK AKIDKWDLIKLKSFCTA KE 

TTVRVNRQPTEWEKIFAIYSSD 

KRLISRIYKELKL*PCSIV*SQVA 

*CLQLCSFGLGLTWQCRLFFGSI 


6129 


36497 


A 


6178 


464 


724 


IGEVLLDNILQRVFQLGSILPITF 
RYTNQT*IWSWTLFWLVSY 


6130 


36498 


A 


6179 




2022 




6131 


36499 


A 


6180 




882 




6132 


36500 


C 


6181 




1935 




6133 


36501 


A 


6182 




672 




6134 


36502 


B 


6183 


140 


2195 




6135 


36503 


A 


6184 


26 


354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6136 


36504 


A 


6185 


86 


747 


SLEDAMSLKDDDSGDHDQNEE 

NSTQKDGEKEKTERDKNQSSS 

K.RKAVVPGPAEHPLQYNYTFW 

YSRRTPGRPTSSQSYEQNIKQIG 

TFASYV EQFWRFYSHMV RPG DL 

TGHSDFHLFKEG1KPMWE\DDA 

N KN G\G K WI IRLARKG FG S RC\W 

ENLILAMLGEQFVMVGEEICGG 

CGVCPAFQEDIISMWNKTASDQ 

A TT A Rl RDT1ARR V L\NL P ANTI 

MEYKN 


6137 


36505 


A 


6186 


23 


127 




6138 


36506 


A 


6187 


2 


419 




6139 


36507 


A 


6188 


1 


714 




6140 


36508 


A 


6189 


19 


373 


AVFFFFFFFFFFFFFFFFFFFFFFF 
FFFFFFFFFFF\SSSSSSFFFFSFFL 
FFFFKLKELRLVI*PLNPEN*ESC 
PLFSPVNLDMP*TFKDKRWKV 
NWARSTSRQQLLESARTKSWA 
EREGGTRWRAW 


6141 


36509 


A 


6190 


227 


420 


KNFLPNCSAKELFFFFFFFFFFFL 
LLLLLLLYFKF/M1*WFYKHLAF 
PLLAFILSPTAL*RGVFHH 


6142 


36510 


A 


6191 


400 


582 




6143 


36511 


A 


6192 


1202 


1678 




6144 


36512 


A 


6193 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


6145 


36513 


A 


6194 


110 


377 


QW1SRQKPYKPEKRGDQYSTFL 
*EC* 1 LVPPLFWLVGFLPRDPLL 
V*WAYGCP*HFFLHFNLGESNN 
YVSWGCSS 


6146 


36514 


A 


6195 


1 


381 




6147 


36515 


A 


6196 


1 


759 




6148 


36516 


A 


6197 


1 


609 




6149 


36517 


A 


6198 


2 


1178 




6150 


36518 


B 


6199 


159 


290 




6151 


36519 


A 


6200 


716 


1001 


SMPASTHL1LVGSCSWKMVIVL 
PLVTHFLFTALTVPWNLPWVEL 
YWNM*TM*LRSMKESLMATIF 
TLPELKA\VLHEKLQ*LQSTEDL 
*HGLLGG 














TANIIMTGSNSH1T1LTLNVNRL 
NARIKRHRLENCIKSQDPSVCCI 
* ETHLMCRDTYRLKIKG WSN 


6153 


36521 


A 


6202 


1 


974 




6154 


36522 


A 


6203 


1 


600 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6155 


36523 


A 


6204 


51 


424 


MAPKQDPKPKFQEGERVLCFH 
GPLLYEAKRVKVA1KD/1TREI/H 
SYITVVGIKIGMNGFRRAKYSN 
TWTP1CRNSENFKKPISKFVL*T 
EY*GEMPVD*FWTWNEQWRSC 
WLPCLYN DTSDLS AG V 


6156 


36524 


A 


6205 




3827 


MQKA IRLN DG H V APLG LL ARK 
DGTRKGYLSKRSSDNTKWQTK 
WFALLQNLLFYFESDSSSRPSG 
LYLLEGCVCDRAPSPKPALSAK 
EPLEKQHYFTVNFSHENQKALE 
LRTEDAKDCDEWVAA1AHASY 
RTLATEHEALMQKYLHLLQIVE 
TEKTVAKQLRQQIEDGEIEIERL 
KAE1TSLLKDNERIQSTQTVAPN 
DEDSD1KKIKK VQSFLRG WLCR 
RKWKTIIQDYIRSPHADSMRKR 
NQVVFSMLEAEAEY 


6157 


36525 


A 


6206 


1 


900 




6158 


36526 


C 


6207 


172 


501 




6159 


36527 


A 


6208 


499 


848 


KIRVPAAVAGLSPPLGPWSLRS 

PSQPERCCPWRNSSWWTAPRTS 

11TAAKGVSPARLSSISCTTRGS 

WVKTPTPTRARMV1ASSNLERP 

SALSRM*PTSQSMTRKRWWRL 

WPSTTL 


6160 


36528 


A 


6209 


3 


495 


SCAQTFPKLDTFLEHIKSHQEEL 
SYRCHLCGKDFPSLYDLGVHQ 
YSHSLLPQHSPKKDNA/CLQVF 
PCERYLRRHLPTHGSGGRFKCQ 
VCKKFFRREHYLKLHAHIHSGE 
KPYKCSVCESAFNRKDKLKRH 
ML1QYDEVRQGLGMVPGTQKV 
LNKCFCHNVKKKK 


6161 


36529 


A 


6210 


667 


2142 




6162 


36530 


A 


6211 


1 


396 




6163 


36531 


A 


6212 


213 


446 




6164 


36532 


A 


6213 


101 


580 


VAGVGSLPRSMEDDAPVIYGLE 
FQARAXLTPQTAA ETDAIRFLVG 
TQSLKYDNQIHIIDFDDENN1IN 
KNVLLHQS/AGEIWHISASPADR 
GVLTTCYNRTSDSKVLTCAAV 
WRMPKELESGSHESPDDSSSTA 
QTL\ELLCHLDNTAHGNMACV 
VWEPMGDG 


6165 


36533 


A 


6214 


1 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6166 


36534 


A 


6215 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 
ETIRTALAMGADRG I H VEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPCYATLPNIMKAKKKKIEV 
IKPGDLGVDLTSKLSV1SVEDPP 
QRTAGVKVETTEDLVAKLKEIG 


6167 


36535 


A 


6216 


1 


408 




6168 


36536 


A 


6217 


88 


871 


MADVRVLVAVKRVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
EIAVEEAVRLKEK.KLVKEVIAV\ 
SCGPAQCQETI\RTALA\MGA\D 
RG1HVEWPPAEAERF/GVPLQV 
ARVLGQLAKKAEKVDLVLLGK 
QA\1ACTDCNQ\TGQMTAGFLD 
WPQGTFVA SQ VTLEGDK.LKVER 
EIDGGLETLRLKLPAVVTADLR 
LNEPRYAYTLPYN I M KA K.K.KK.I E 
VIKPGDLGVDLTSKLSV1SVEDP 
PQRTAGVKVETTEDLVAKLKEI 


6169 


36537 


A 


6218 


1 


1023 




6170 


36538 


A 


6219 


110 


842 




6171 


36539 


A 


6220 




122 




6172 


36540 


A 


6222 




1257 


nwdatavqegsqmyswqk.lt 
ptgpfimqpegmgrlfainkma 
egpfpehyep1etplgtnplhpn 
vvsnpvvrlyeqdalrmgk.k.e 
qfpyvgttyrltehfhtwtkh 

ALLNA1AQPEQFVEISETLAAAK 

G1NNGDRVTVSSKRGFIRAVAV 

VTRRLKPLNVNGQQVETVGIPI 

HWGFEGVARKGYIANTLTPNV 

GDANSQTPEYKAFL/GQHREGV 

RN*LHHAAFSGA*LQCFQYAH 

NSRKNN 


6173 


36541 


A 


6223 


737 


941 


WLRMMEHRILFPLWKRESKKA 
HYVQSSVLLCLGMLR*KYKGK 
KGKKERKKKDEKRKGNGKKRI 
KIHSI 


6174 


36542 


A 


6224 


1 


1072 




6175 


36543 


A 


6225 


1 


585 




6176 


36544 


A 


6226 


1 


930 




6177 


36545 


A 


6227 


28 


392 


AGEVPLQLPPAAVCSACLQRPA 
LWWNSSFFL*SCLHALFH*VDL 
QSL1AFLLLD*SSY*YLCMLHEV 
LVLCFSAPSGHLCSSLS*LF*LAI 
HLTFFQGS*LPC1GLEHASLAQR 
SLLLPTF 


6178 


36546 


A 


6228 




271 


SAIVTFVCFMrCFSCCVFQLHQV 
FHVL\FKLVILVSSSCNLFSRFLA 
SLHWVTTCSFSSEEFV1THLLKP 
APVNSSNSFSVQFCSLAGKEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6179 


36547 


A 


6229 


1 


1089 


MGWRPRWLPYLYWGFQSDLC 
PHCKRKAQEEDSLAAQAASHP 
RLSANSKNNSWGKQYSYALFK 
AMRHMLC1GYGRQAPAAVSDV 
WLTMLSMMVGATCYAMFIGH/ 
ATALIQVLDCSRRQYQEKVVLP 
REHPNIGSSQEGGTWHQTVGL 
QQTSDKFDANDP1LKDQTQEW 
SGSATFTSDGKIRLFYTDYSGK 
HYGKQSLTTSAANTGTENGYQ 
GEESLFNKAYYGGGTNFFRKES 
QKLQQSATTRDAELANGALGI1 
ELDNDSPLKKRGATQRSSEENI 
TLKAYKRDVRSLLMLTRNEDV 
ADSLNSSKKRQNYQLPSIRSVT 
RCKKIGVCAKGIGCGQGTHYLS 
VSILNTADRDRRK.LGFTRTSMY 


6180 


36548 


B 


6230 


1 


1140 




6181 


36549 


A 


6231 


3 


204 


GSDYELGLW*PWLTSEATDLH 
GECYSS*SGASGVVRSSLWARG 
LAGFRSEAADLRGRESVAVTN 


6182 


36550 


A 


6232 


1 


1296 




6183 


36551 


B 


6233 


1 


1686 




6184 


36552 


A 


6234 




627 




6185 


36553 


A 


6235 


570 


736 


SATFGRSSRSGCSG\FPAASRRG 
RLPLSPPPWPAV\RVYPCGMLD 
NKASAAHPPKKK 


6186 


36554 


A 


6236 


1 


103 




6187 


36555 


A 


6237 


699 


887 


G LQPPAPRETRPLY * TL A WN LH 
FLFVSPLDSCDLVRSVLTCLSPP 
GNSPSFDMHRYQLPCVH 


6188 


36556 


A 


6238 


2 


803 




6189 


36557 


A 


6239 


2 


1277 


YKETYL1HLFH TFTGLSIAYFNF 
GNQLYHSLLCIVLQFLILRLMG 
RTITAVLTTFCFQMAYLLAGYY 
YTATGNYD1KWTMPHCVLTLK 
LIGLAVDYFDGGKDQNSLSSEQ 
QKYAIRGVPSLLEVAGFSYFYG 
AFLVGPQFSMNHYMKLVQGEL 
IDIPGKIPNSIIPALKRLSLGLFYL 
VGYTLLSPHITEDYLLTEDYDN 
HPFWFRCMYMLIWGKFVLYKY 
VTCWLVTEGVC1LTGLGFNGFE 
EKGKAKWDACAMMK.VWLFET 
N PRFTGTI ASFNINTN A WV A RYI 
FKRLKFLGNKELSQGLS\MLFLF 
LWHGLHSGYLVCFQMEFLIV1V 
ERQAARL1QESPTLSKLAAITVL 
QPFYYLVQQTIHWLFMGYSMT 
AFCLFTWXDKWLKVYKSIYFLG 
H1FFLSLLFILPY1HK\AMVPRKE 



720 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ II) NO: 
or peptide 

sequence 


hod 


SEQ 10 NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6190 


36558 


A 


6240 


56 


324 




6191 


36559 


A 


6241 


68 


487 




6192 


36560 


A 


6242 


52 


457 




6193 


36561 


A 


6243 


263 


787 


SLEV*KWPGVACRLQL*P/MVP 
APKS*ESKSAGSLNTPSA1CRDA 
SGRGLARPWLRKSKCLACHLV 
DTRSKTAGGLAPVPSAHLISVR 
EREPGLCAVLVSQLEFRVGVGL 
VGPTLGARREPCWPQAMGDLA 
PEP VA ALRLI SRRALPA FP WG R 
ARDLQPAMPEPPTHSMGSCAPE 
PPR 


6194 


36562 


A 


6244 


3 


236 




6195 


36563 


C 


6245 


1 


1608 




6196 


36564 


B 


6246 


1 


1083 




6197 


36565 


A 


6247 


823 


1055 


KQKDGTGAPWSRGRRSSGRLG 
THRSPRRGWEAQAWRAAGPET 
CPAGRQLRPGEKSSAAPG*RSR 
RK.DAYEMDTAKKK 


6198 


36566 


D 


6248 


1 


390 




6199 


36567 


A 


6249 


27 


363 




6200 


36568 


B 


6250 


1 132 


1268 




6201 


36569 


A 


6251 


1 1 


489 




6202 


36570 


A 


6252 


356 


638 




6203 


36571 


A 


6253 


1 


507 




6204 


36572 


A 


6254 


80 


336 




6205 


36573 


B 


6255 


100 


912 




6206 


36574 


B 


6256 


821 


2992 




6207 


36575 


A 


6257 


2 


602 




6208 


36576 


A 


6258 


1 


519 




6209 


36577 


A 


6259 


3 


228 


STGVPVSQ\RTCLLEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


6210 


36578 


A 


6260 


1 


963 




6211 


36579 


A 


6261 


1 


925 




6212 


36580 


A 


6262 


1 


397 




6213 


36581 


A 


6263 


1 


2625 




6214 


36582 


A 


6264 


1 1 


241 


SLQHLNPATFLPVSKSPVKHNC 
VEVLDSVYSSGPNHRDHP*TSV 
DWELYMDGSSFTNPCKVTLKK. 
TTSPAPVTPGS 


6215 


36583 


A 


6265 


1 


1662 




6216 


36584 


B 


6266 


1 


897 




6217 


36585 


A 


6267 


3 


258 




6218 


36586 


A 


6268 


1 


279 




6219 


36587 


A 


6269 


! 


258 




6220 


36588 


A 


6270 


1 


639 




6221 


36589 


B 


6271 




1935 




6222 


36590 


A 


6272 


698 


1643 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6223 


36591 


A 


6273 


91 


386 


IFDFLFLLYVSGCNSIAEPQHFT 
TTVTRCSPTVAFVEFPSSPQLKN 
DVSEEKDQK\KP\ENEMSGKGG 
SWVLFTKGEVQEWRESGLNPT 
KFNMGPLIYS 


6224 


36592 


A 


6274 


1 


2538 




6225 


36593 


A 


6275 




471 




6226 


36594 


A 


6276 


152 


520 


CPLTLLLPSRGAGLGTCSPPCLS 
LPPTPWAPVRPEPPRRAPPPAPR 
RPVPSTGKEQTTQGLRNASARR 
GTGRQLH LASPG VG STG * SQGL 


6227 


36595 


A 


6277 


831 


1449 


HPGQWLRRVCWVSSGAGPLAL 
CSISCPALAAFPRVGLGTCSPPC 
LSLPPTPWAPVRPEPPRRAPPPA 
PR/PPSPIDHPRAEEYE/PHGAGL 
AGSSTCSPSAESTG*SQLGS*VV 
RVRGFILEVSETKNPPIPDTFGL 
PPGSSSAASTLVQVTRL*ISAISL 
PHLLSRPCSNTARGPVPAPVPG 
AAVRAPAAGGRWCGGARGRG 
RRGGGH 


6228 


36596 


C 


6278 


1 


426 




6229 


36597 


A 


6279 


I 


535 


MKHSGAQLASPSGS\PLGPQVE 

LPASPVPCACTSQPLGGRWDW 

APWSRGWCSSGRLGPHRSPWS 

GWE\LRHGGLQVPSPAPREGS* 

GPARNP/GTAPGRPAAPS\GGPP 

SPRPPRTPAGPQALRAAPVP\LA 

PLPPHLPAS*GSGLQPWPA*KE 

APTVQCQAEGLLKCRQSGSPGR 

GGAESE 


6230 


36598 


B 


6280 


1 


1743 




6231 


36599 


A 


6281 


1 


428 


G TREEHLKRSGRE1ALP1EACV 

MLLLETGMKEEGLFR1GAGASK 

LKKLKAALDCSMLTWDEFYSD 

PHAVAGXALKSYLRELPEPLMT 

FNLYEEWUQVASVQDQGQKT 

FKDLWRTCQKLPPQNFVNFRY 

LIKFLAKLAQTSDV 


6232 


36600 


A 


6282 


135 


512 


LPFRGAGLETCSPPCLSLPPPPW 
APVRPKPPR*APPPAPRRPVPST 
TQGSLGPHCFYEL*HSP*RSAAS 
LLKPARP*AHREERTTP/GRSAL/ 
TSCNTHREGLQ/PSLRKKETPNT 
SEHQKEQTPDAPP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop todon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6233 


36601 


A 


6283 


698 


2233 


1QAAMQAAPQFGPSTED*CCP1T 
SEAPWAIMDAKLRXLKPPSHPPL 
VSPHLNPQVWDTSSPSLATEHA 
SLT1SLKPNHPYPAQSQYSIPQH 
ALKGSKPVITRLLEHGLLKPINS 
PYNSP1LPVQKLDKSYRLVQHL 
CLIYQIVLPIHPMVPNPYTLLSSI 
PFTTHYSVLDLKHAFFTIPLYPS 
SQPLFAFTWTDPDTHQAQQ1TL 
AVLPQCFIDSPHYFSQAQ1SSSS 
VTYLG11LMKTHIGLGAVEQGV 
VLVGEARAAQEPMEWVGGSG 
MVGCRSRALPRGKAAKARREI 
ERSAVTIVPVLDFNPAFHIIPDT.T 
PDHHDCISLIHLTFTPFPHISFFP 
VPHLEHTWFIDGSSTRPNCHSP 
AKAGYAIVSSTSIIEATALPRST 
TSQQ AKLIA YTDSKC AFH ILHH 
HAV1WEERNFLTMQGASI1NAF 
LIKTLLKDILLPKEAGV1HCKGH 
QK A SDPITQDNA YADK V AKKQ 
LAFQLLSLTAVFLLLIRPLSPTSP 
LKLPLFNLFPHKANDS 


6234 


36602 


A 


6284 


I 


1239 




6235 


36603 


A 


6285 


1 


477 


QRPPHGVFVLGVAGRVHGPEL 
ASHKAGPQLGDVG VCAGQGG 
QVGPLVLQPVVEH1QQLPG/AG 
HCAHQ*QGSPS*SSLPRPERSLQ 
CRRPQGATATIRSTWWGPRGP 
VCTAALVPLCWPGWPVQKDEL 
QAVRSHSALASAMQTCSLAGP 
GLGSSHARLTA 


6236 


36604 


A 


6286 


I 


1134 




6237 


36605 


A 


6287 


673 


836 




6238 


36606 


A 


6288 


i 


225 




6239 


36607 


A 


6289 


1 


468 




6240 


36608 


A 


6290 


495 


1637 


ESQVLSNVSPHVKV*NMASWE 
G KDLTV PQPDTRKG S VLRRIS K 
RGRNASCS*DKRKASVSCLSLG 
NGMSRYKTRLYAPSTE1GKNRL 
RAGGGTCGQQYCFVKH 


6241 


36609 


A 


6291 


1 


507 




6242 


36610 


A 


6292 


215 


389 




6243 


36611 


A 


6293 


1 


255 




6244 


36612 


B 


6294 


69 


1055 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6245 


36613 


A 


6295 


23 


1596 


1K.PQRWGETRAEMLKILKTREP 

FLLQRIASPRQQWNK.AGQRRS 

WFFERL/NK1DRLLARL1KKKRE 

KNQIDA1KNDKGDITTDPTEIQT 

T1REYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEELESLNRPI 

TGSEIEAIISSLRTKKSPGPDGFT 

AEFYQRYKEELVLFLLK.LFQSIE 

KEGILPN S FY EA SII LIPKPG RDT 

TKKENFRLISLMMDVKILNKIL 

ANRJQQHIKKLVHHDQVGFIPG 

MPDWFNICKSINIIHH1NRTNGK 

NHMI1SIDAEKAFEKIQQCFMLK 

TLNKLG1DGMYLKIIRAIFDKPT 

ANVILNGQKLEAFPLKTGTTQG 

CPLSPLLFKIVLEVLARAIRQEK 

E1KR1QLGKEEAKLSLFADDMIV 

YLENPIVSAQNLLQLRSNFSKV 

LGYK1NMQKSQAFLYTKNKQT 

ESQIMSELPFTIATKRIKYLGIQL 

TRDVKSLFKENYKPLLSKIKED 

TNKWKN1PSSW1GRISIAKMAIL 

PKV1YTFNA1PIKLPMTFFTELEK 


6246 


36614 


A 


6296 


I 


1488 




6247 


36615 


A 


6297 




1401 




6248 


36616 


A 


6298 


2 


1256 




6249 


36617 


B 


6299 


84 


955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6250 


36618 


A 


6300 


735 


2718 


rsfprsrpspflllsrylrihmv 
fsvlpfglqnpkyllsgslqek 
frtpginshktldpnrviikvrr 
rlekekalrayvgksevrnmh 
lrerckl* kkreknqi dti k.nd 
kg dittd ateiqtti rey ykh l y 
anklenleemdkfldtyilprl 
nqeeveslnrpitgseieaiinsl 
ptkrspgpdgftaefyqtyk.ee 
lvpfplklfqstekegilpnsfy 
e as1ilipkpg rdttkken frpi s 

LMMDAKILNKILANRIQQHIKK 

LIHYDQVGFIPGMQGWFNKRK 

SINV1QHINRTNDKNHMI1S1DAE 

KA FDK1QQPFMLKTLNKLGIDG 

TYLKVIRA1YDKPTAN1ILNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDM1VYLENPIVS 

AQNLLKLISMFSKVSGYKINIQK 

SQAFLYTNMRQTESQ1MSELPFT 

TASKK1KYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKN1PC 

SWVGRINIMKMAILPKV1CRFN 

A1PIKLPMPFFTELETTTLKFIWN 

QKRARKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQTSR 

DIDQWNRTEPSEIMPI 11YNYLIF 

DKPEKNKQWGKDSLFNK*CWE 

NWLAIWRKLK 


6251 


36619 


B 


6301 




2907 




6252 


36620 


A 


6302 




2358 




6253 


36621 


A 


6303 




1866 




6254 


36622 


A 


6304 




885 




6255 


36623 


A 


6305 




1059 


MKNNSESFEPLLLIPRQRGSGV 
DLQQTPTDLQLRVLTVRRKTN 
KQDIHTKTPTVRHHHQRPKNP 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKEVEKQEQT 
QSKASRRQEITKIRGELKEIETQ 
KTLQKINESRSWFFEKINK1DRL 
LARLIKKKREKNQ1DT1KNDKE 
D1TTDSTEIQTT1REYYKHLYAN 
KLENLEEMDKFLNIYTLPRLNQ 
EEVESLNRP1TGSE1EAIINSLPT 
KKSPGPDGFTAEFYQSYQEELV 
PFLLKLFQSIEKEG1LSNSFYKA 
NllLIPKPGRDTTKKENFRPISLM 
NIDAKILNKIL/ANRIQQHIKKLI 
HHDQVGFIPGMQGWFN1 


6256 


36624 


A 


6306 




1692 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6257 


36625 


B 


6307 


1 


2871 




6258 


36626 


A 


6308 


2 


2315 




6259 


36627 


A 


6309 




1210 


MMSFHELSVHTAIDGHSHSSCS 

AWCSP1DRDYFEQENNSSSSCC 

CCCYHCH RKHCGG KGLSFPG E 

MPLSPGHFNKMMYSVSELMQG 

SGSGTFIPLPAELSLWLLVTNTK 

GQRM IKND AEIQTTI R EYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TSSEIVAIIN 

SLPTKKSPGPHGFTAEFYQRYK 

EELVPFLLKLFQSIEK.EGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNSDAK1LNKILANRIQQH1K 

KL1HHDQVGFIPGMQGWFNICK 

S1NVIQH1NRTKDKNHM1ISIDAE 

KAFDK1QQPFMLKTLNKL\GIK 

YLGIQLTWDVKDLFKENYKPL 

LKE1KEDTNKWKNIPCSWVGKI 

NIMKMA1PPKATSPLESYKREK 


6260 


36628 


A 


6310 


1 


2745 


MEGEMNEMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQD1IQENF 
PNLARQANVQ1QEIQRTPQRYS 
SRRATPRH 1 IVRFTKVEMKEKM 
LRAAREK.DRSTRQKVNKDTQE 
LNSALHQADLID1YRTLHLKSTE 
YTFFSAPHHTYSKIDH1LGSKAL 
LSKCKRTEI1TNYLSDHSAIKLE 
LRJKNLTQNRSTTWKLNNLLLN 
DYWVHNKMKAEIKMFFETNEN 
K.DTTYQNLWDTF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6261 


36629 


A 


6311 




2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQKIN 

ESRSVARLIKKKREKNQI/DAIKN 

DKRDITIDPTE1QTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TGSEIVAIIN 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

FYEAS11LIPKPGRDTTKKENFRP 

ISLMNIDAK1LNKILAKRIQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKKIKG1QLGKE 

ELKLSLFADDM1VYLENPIVSA 

QNLLKLISNFSKVSEYKINVQK.S 

QAFLYTKNRQTESQIMSELPFT1 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFI WNH 

KGARJAKS1LSQKNKAGGITLPD 

FKLYYKATVTKTAWY 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6262 


36630 


A 


6312 


2 


2143 


SSDGSWWTGFQWREWRQAGR 

SVNSWDNPKQEVRASSKDKSR 

GSIQEAMRMQSSAKLLCSAWT 

LAYS1AVRTLSSDSEGQPPLVIH 

RQTGSGEDLQQTPTDLQLRVLT 

IRRKTNKQKGHPHQNPISSRRQ 

EITKIRAELKKIETQKPFKKINES 

RSWFFEKINKIDRLLARLIKKKI 

EKNQIDA I KNDKGNITTNPTEIQ 

TTIREYYKHLYANKLEHLEEM 

DKFLDIYTLPRLNQEEVESVNR 

P1TGSEIEAIINSLPTKK.SPGPDRF 

TA EL YQRYKEEL VPFLLKLFQSI 

EKEG1LPNSFYEASIILISKPGRD 

TTKKENFRPISLMNIDAKILNKI 

LANQIQQHIKKLIHHHQVGFIPG 

MQGWFNILKS1NV1HHINRTKD 

KNHMIISIEAEKAFDKIQQPFML 

KTLNKLGIDGTYLTYLKI1RAIY 

DKPTANIILNGQKLEAFPFKTGT 

RQGCPLSPLLFN1VLEALARAIR 

QEKEIKGIQLGKEDVKLSLFAD 

DMIVYLENP1VSAQNLLKLISNF 

SEVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKM 

AILPKTLNQKFSYWFRVNKHYI 

H QRTFPLKETEFNTI ATL YNG A 

SP/CTAPKSTGTNGHQASGLPRF 

*RIAFCSALVKSKRKLYQGYLP 

GQTDRREEGVSWCPGGP 


6263 


36631 


A 


6313 


1 


3018 




6264 


36632 


A 


6314 


1 


2016 




6265 


36633 


B 


6315 


1 


1215 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6266 


36634 


A 


6316 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLL1PRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTK1 

KRD1CEGHYIMVKGS1QQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTIIMGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSA1KLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELQEIETQ 

RTLQK1SESRSWFFEKINK1DRS 

LARLIK.KKREKNQIEAIKNDKG 

DITTO PTETQTT1KEYYKHLYK 

NKLENLEEMDK.FLNTYTLPRLN 

QEEVESLNRPITGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEG1LPNSFYE 

AS1NLIPKPGRDTTKKENFRPISL 

MN1DAKILNKILANRI/WGN*AE 

ERNKEYS1RKRGSQIVPVCR*H 

DCVSRK.PHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITSILIHQ*QTNR 

c: DXt u r: * nr t> i ltm r 1 u v r:xt v I t>d xt dt 
brlNJifc 1 rlnNLrrvtlNrvIrKJNr 1 

YKGCEGPLQGELQTTAQ*NKR 
GHKQMEEHSMLMDRKNQHRE 
NRHTAQGNL*1QCHSHQATNDF 


6267 


36635 


A 


6317 


1 


1797 




6268 


36636 


A 


6318 


2 


2063 




6269 


36637 


A 


6319 


1 


1212 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6270 


36638 


A 


6320 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVICRLLLYEFVVEIIPGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

1NRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEE1RTN 

GKEVKSFEKKLDEWITRITNAE 

KSLK.HLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQK.1NESRSWFFEKINKID 

RPLARLIKKKREKNQTDTIKND 

KGDI1TDPTEIQTT1REYYKHLY 

TNKLENLEEMDK.FLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

L VPFLLKLSQS1 EKERILPNSSYE 

AS1ILIPK.PGRDTTKKENFRP1SL 

MNIDAKILNKILANRTQQHIKK 

LIHHEQVGC1PGMQGWFNIRKS 

INV1QHINRTKDKNHMIISIDAE 

KLISKFSKVSGHK1NVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLG1QLTRDVKDLFKENYK 

PLLNE1KEDTNKWKN1PCSWVG 

R1NIVKMALLP\RFSA1PIKLPMT 

FFTELEKTTLKFIWNQKEP/CIA 

KSFLSQKNKAGG1TLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSE1MLLIYNYLIFDKPDK 

KKE WGKDSLFN K.WC WENWLA 

ICRKLKLDPFLTPYTKMNSRWI 


6271 


36639 


A 


6321 




2307 




6272 


36640 


A 


6322 




1989 




6273 


36641 


A 


6323 


1 


3285 




6274 


36642 


A 


6324 


3 


4732 




6275 


36643 


B 


6325 


1 


2693 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6276 


36644 


A 


6326 


603 


2976 


DNTARGTIRQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTT1REYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRR1TESD1E 

AIINSLPTKKSPGPDGFTAEFYQ 

R YKEELVPFLLKLFQSIEKEG 1L 

PNSFYEASIILIPKLGRDTTKK.E 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFN1CKSINVIHHMKRTKDKNH 

M11SIDAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GFQLGKEEVK.LSLFVDEMILSL 

ENPMVSAKNLLKLISNFSKVSG 

YKINVQKSQAFLYTSNRQTESQ 

IMSELPFTIASKR1KYLGIQLTGD 

V K DFFKEN YKPLLNEIKEDTDK 

WKN1PCSRVGRJNIMKMAILPK 

VIYRFNA1P1KLPMTFFTELEKTT 

LKFIWNQK.RAR1AKS1LSQKNK 

AGGITLPDFKLYYKA TVTKTAC 

HRVGRAQQHS1SKWKWYIHDW 

SQVGPEGTNDSARYPDTTQKW 

TAAALQPLSRTSLKDSHEGKSS 

QWAELRAVHLVLRFAWKEKW 

PDVQLYTDSWAVASGLAGWS 

GTWKKHDWKIGDKEIWGRATP 

VIAQWAHEQRGHGGRDGDYA 


6277 


36645 


A 


6327 


3193 


6107 


SMKTGLEKKMKRNEQSLQEIW 
DYVKRPNLPLIGVPESDGDNAT 
KLENTLQDIIQENCPNLARQANI 
Q1QEIQRTPQRYSSRRATPRHIIV 
RFTKVEMKEKMLRAAREKGRV 
THKGKP1RLTAALSAETLQARR 
DRRPI FN I LKEKNFQPR] S YPAK 
LSFVSEGEIEYFTDKQMLRDFL 
MTRPALKELLKEALNMETTGA 
PRFIKQVLRELQRDLDTHTIITG 
DFNTPLSTSDRSTRQK.VNKDIQ 
ELNSALHQADL 


6278 


36646 


A 


6328 


1 


1808 




6279 


36647 


A 


6329 


1 


4695 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6280 


36648 


A 


6330 




2915 


MIMGDFNTPLSTLDRSTRQKVN 
KDTWELNSALHQADLID1YRTP 
HPKSTEYTFFLAPHHTYSKIDH1 
AGNrCALLSKCERTEIITNCLSDH 
SA1K.LQLR1KK.LTQNHSTTWKL 
NNLLLND YWVHN EMKAEIKIF 
FETNKNKDTTYQNLWDTFKAV 
CRGKFIALNAHKRKQERSKTDT 
RTSQLKHLENQEQTHSKASRRS 
WFFEKINKIHRPLARLIKKKREK. 
NQIDA1KNDKGDITTNPTEIQTTI 
REYYKHLYTN 


6281 


36649 


B 


6331 


1 


6730 




6282 


36650 


A 


6332 


1 


378 




6283 


36651 


A 


6333 




1700 




6284 


36652 


A 


6334 


1 


1759 




6285 


36653 


A 


6335 




409 




6286 


36654 


A 


6336 


1 


2051 


MFGRSRSWVGGGHGKTSRN1H 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFENISHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRIAVRTITLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWFIGSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLND 

1LI1NCEFLNDVLTDHLLNRLFLP 

L Y V YSLENQDKVFLIIHHA PLV 

N SL A E V I LN GDLSEM YAKTEQD 

1QRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWL1SAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MVIMERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNK/GKSPEKEEGLS 

GTQSHPGKAGTFGKEGAEERK 


6287 


36655 


A 


6337 


2 


2753 




6288 


36656 


A 


6338 


1 


577 




6289 


36657 


A 


6339 


1 


849 





732 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon,/=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6290 


36658 


A 


6340 


1 


1293 




6291 


36659 


A 


6341 


1 


861 




6292 


36660 


A 


6342 


154 


6208 


RRAPGKIPGQASAFLGRTWSRP 
CLRTQLCVIVSCLAKAGVQGYL 
VGSPGGAKRFLFSERTGSFSKL 
AAMSSWLGGLGSGLGQSLGQV 
GGSLASLTGQISNFTKDMLMEG 
TEEVEAELPDSRTKEIEAIHAIL 
RSENERLKKLCTDLEEKHEASE 
IQIKQQSTSYRNQLQQKEVEISH 
LKARQIALQDQFLKLQSAAQSV 
PSGAGVPATTASSSFAYGISHHP 
SAFHDDDMDFGDIISSQQEINRL 
SNEVSRLESE 


6293 


36661 


A 


6343 


3810 


5310 


SQGTCVPDRPCNVSG*R1\SIEE1 

EAGR1PNPHLGPVEERLALHVL 

QQQGLVPEHVESRPLYSPLQPD 

IEQAFPSFGRKSRW1RVIPFPRFF 

LRC1 1 WNTRDVILDDLSLTGEK 

MSDIYVKGWMIGFEEHKQKTD 

VHYRSLGGEGNFNWRFIFPFDY 

LPA EQVCT1 A KKDAF WRLDKT 

ESKIPARVVFQ1WDNDKFSFDD 

FLDPYA1VSFLHQSQKTVVVKN 

TLNPTWDQTLIFYEIE1FGEPAT 

VAEQPPS1VVELYDHDTYGADE 

FMGRCICQPSLERMPRLAWFPL 

TRGSQPSGELLASFELIQREKPA 

IHHIPGFESEDTDLPYPPPQREA 

N I YM VPQN1 KPALQRTA1EIL A 

WGLRNMKSYQLAN1SSPSLVVE 

CGGQTVQSCVIRNLRKNPNFDI 

CTLFMEVMLPREELYCPPITVK 

V 1 DN RQFG RRP V VGQCTIRSLES 

FLCDPYSAESPSPQGGPDDVSL 

LSPGEDVLIDIDDKEPLIPIQNYA 


6294 


36662 


A 


6344 


1 


527 




6295 


36663 


A 


6345 


5251 


5711 


PPQRGPPSSSCYSRSQRSVSRCP 
SRHRPSAASPRPGRPSGRSGLLA 
GLRLWAGAGCFQCPPCLQRGL 
FSPEALRPQAPAHK.GLFSGSLW 
PQQRSHQGLRAAATS*DRRAG 
ALCKWCPRPSGTPRGEHLS*EN 
ESLPP**RWAHQTAPQESQTS 


6296 


36664 


A 


6346 


1 


924 




6297 


36665 


A 


6347 


1 


894 




6298 


36666 


A 


6348 


1 


525 




6299 


36667 


A 


6349 


6 


343 




6300 


36668 


A 


6350 




2693 




6301 


36669 


A 


6351 


26 


353 




6302 


36670 


A 


6352 




9182 





733 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6303 


36671 


A 


6353 




8655 


EAAKDLADIAAFFRSGFRKNDE 
MKAMDVLPILKEKVAYLSGGR 
DKRGGPILTFPARSNHDRIRQE 
DLRRLISYLAC1PSEEVCKRGFT 
V1VDMRGSKWDSIKPLLKILQE 
SFPCCIHVAL1IKPDNFWQKQRT 
NFGSSKFEFETNMVSLEGLTKV 
VDPSQLTPEFDGCLEYNHEEWI 
EIRVAFEDYISNATHMLSRLEEL 
QDILAKKELPQDLEGARNM1EE 
HSQLK.K.KV1KAPIEDLDLEGQK 
LLQRIQSSESF 


6304 


36672 


A 


6354 


1 


1338 




6305 


36673 


C 


6355 


152 


404 




6306 


36674 


A 


6356 


137 


1278 


MDSQPNSTRGQSGRR/MEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

A\TSQPK1SLS**ATSAKSQDTKS 

MCKNHKHSYTPITDKQRAKS* 

VNSHSQLLQRE*NT*ESNL*GT* 

RTSSRKTTNHCSMK*KRJQTNG 

RTFHAHG*EESIS*KWPYCPR*F 

IDSMPSPSSYQ*LSSQNWKKRL 

SSSYGTKKEPASPSQS*AKRTKL 

EAS/LLPDFKLYYKATVTKTAW 

DMDEAGNHHSQQTITRTKNQT 

PHVLTHRWELNNENTWTQEGE 

HHTPG L V VRRSPDPEQN FKAVR 

CLDLPD/PSSSFLAVLTFHFKPA 

FLQSLR*DKPRS/SPALGTWHKP 

*KITPKKQ/HQA1TKPNTEYRTA 

VKPSVVGALPDINSFLKLGGLH 

RITNGCLLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6307 


36675 


A 


6357 




2569 


MRTKTQHTRISWDAFKAVCRG 
KF1ALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
KIRAELKEIETQKSLQKINESRS 
WFFERINNIDRPLARLIKKKREK 
NQ1DTIKNDKGDITTDPTEIQTTI 
REYYKHLYANKLK.NLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIVTIINSLPTK.K.SPGPDGFTAE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIILIPK.PGRDTTK 
KENFRP1SLMNIDAKILNKILAN 
RIQQHIKKLIHHDQVGFIPGMQ 
GWFNIRKSINVIQHVNRAKDKN 
HMIISIDAEKDFDKIQQPFMLKT 
LNKLGIDGTYLKIIRAIYDKPTA 
NIILNGQKLEAFPLKTGTRQGCP 
LSPLLFNIVVEVLASAIRQEfCEI 
KAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFIIASKRJKYLGIQLTRDVKDLF 
KENYKPLIKEIKEDTNKRKNIPC 
SRVGRINIVKMAILPKVIYRFNA 
IPIKLPMTFFTELEKTTLKFIWN 
QKRAHIAK.SILSQKNKAGGITLP 
DFKLYYKA IVTK.TAWYSYQNR 
DIDQWNRTEPSEITPHIYNYLIF 
DKPEKNKQWGKDSLFNKWGW 
ENWLAIWRKLKLDPFLTPYTKI 
NSRWIKDLNVRPKTIKTLEENL 
GITIQD1GMGK.DFMSKTP/TSNG 
NKRQN*QMGSNETKELLHSKR 


6308 


36676 


A 


6358 


1702 


2252 


FLSLFFF1SLASSLSILLIHIMNSW 

IPHSPIFTDLNVESSRLCPLGDIM 

M*IPLTWYLIVTCTHLSREITTV 

PRGLARLWSFTRICPRTHCKPIP 

AWLLRAGCPPSCWWDQDTHS 

QLPSKRSSYTLFFCTVTEYPFLD 

*WP*NHGTPC*TAPLWSMF/PCS 

CWYPVTGPGVSCSPSCVQVFSL 

FISHL*VRTCGVWFFVLAIVC*E 

*WFPASSMSQAVLVTVAL*YSL 

KSGS VMPPA\FS FG LGLTWRCR 

LFFGSIRTLK*IFPIL*RK.SLVA* 

WGWH*IYKLRWAVWPFSRY*F 

FLPMSM/VMFFHLFVSSFISLSS 

GL*FSLKRSFMSLVSWIPKYFIL 

FEAIVNGSSLM1WLSVCLLLLH 

KNACDFCTLILYPETFLKLLISL 

RRFWAETMGFSRYTIMSSANR 

DNLTSSFPN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6309 


36677 


A 


6359 


207 


1209 


IPRHIHPPKTKPGRS*/TP*IDQ*Q 

ALKLRQ/CINSLPTKKSPGPDGF 

TAKFYQSPSLTGKNDKEPE1LPY 

FHADFLVVPGTHQASPVLMVL 

GHKSFPHRNSPPSVCMANFFTQ 

KPPSQSIHNAVNTHTDPPLFLVL 

LKDRGLLVIWCHESQGDELWH 

LVLLDSKCCFGSMTHRMEWSG 

PSAAGLLEFAGGPLQTLFAWVS 

AVEAAEQRILLNSKCCCLIIPLE 

ALSQRG1WPWQGSPVPRPWTTT 

TLWPVRNQATQQETSLMPCQL 

EG KEPL ALPTKE A E I EG RRTG EI 

KKVERDSNTNKEELLLDLAFK 

VSSLFDKLEEVVELLVIGELQL 

YPSK 


6310 


36678 


A 


6360 


544 


678 


AFFHVSFGCINVFF*EVSVHML 
CPLFDGVVFFLVNLFEFFVDSG 


6311 


36679 


A 


6361 


7 


94 


VRTSGVWFFVLA1VC*E*WFPA 
SSMSLIY 


6312 


36680 


A 


6362 


381 


431 


ATKQDSVSKKKEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKEK7GNK. 
ERKK/DKGKARQVQARQ1YLLS 
LHLGRIRKVPNNNKA*SSCP 


6313 


36681 


B 


6363 


, 


603 




6314 


36682 


A 


6364 


1 


987 




6315 


36683 


B 


6365 




444 




6316 


36684 


A 


6366 


977 


1177 


RTS1 SSP VSSTCSPL VMPTLLPQP 
TVPWRM WRPCTQ* RNAGTFSP 
AVAMGLPVEAV1CLSV*DSPA 


6317 


36685 


A 


6367 


1148 


1395 




6318 


36686 


A 


6368 


33 


663 


VH VLCGDTDETGM HH SQQTIA 
RTKNQTPHVLTHRERLSLRRGL 
H SC A YSLHRWLG ARHAQKGSR 
NTKGCGGQGPRTSERGPASGEF 
SENCTSLLGQRGVFSPGRRALL 
HSPSDG\SVPLGAVDSSP\PASTR 
RDWSHWAVGKPSPEREPAGK.V 
T* TTRQLQP ASP* REHPL LN SQH 
GHCLKISLPLLPTVLSPSPPLSLC 
SNVTFSTRPLT 


6319 


36687 


A 


6369 


1 


1314 




6320 


36688 


A 


6370 


120 


410 




6321 


36689 


A 


6371 




492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6322 


36690 


A 


6372 


3 


945 


EEVPRSMSKKKKRKRRKSRKR 

EEEEEEEEEEEEEEEEEEEEEEE 

EERR\EGEGEEEEEEEEGKEKID 

PSHLELKMVRNKNTMYEVCLM 

P1GIKPQVNVGAMQCILVAPYIS 

P1VGV1NFNDQVNSQGGGSKME 

DGIHFRGKVMLHVGKRKQRVK 

KGLGYAF1SSMKTNEYTKLVPV 

EWGLAEKIPKNVEATLELGNRR 

SKKTGGILPLLLWNFELERDEL 

GYLVEE1SKQPSIQQMTWVLLK 

AFRFIQEAEPKSSENLNPDNVIE 

KKNPFSEGKFMLAAEICISNEE 

WNGNVNPQDYGGKWLQGMA 

EVFTATPSITGLEA 


6323 


36691 


B 


6373 


1 


792 




6324 


36692 


C 


6374 


348 


884 




6325 


36693 


A 


6375 


1 


588 




6326 


36694 


B 


6376 


1 


5339 




6327 


36695 


B 


6377 


520 


3146 




6328 


36696 


A 


6378 


1 


2044 




6329 


36697 


A 


6379 


1 


585 




6330 


36698 


A 


6380 




2433 




6331 


36699 


B 


6381 


53 


441 




6332 


36700 


A 


6382 


2 


425 




6333 


36701 


A 


6383 


1386 


2569 


FLRKHRESGKDEEMTALCSFPG 

VAGEDELQVIQPEKSVSVAAGE 

SATLRCAMTSL1PVGPIMWFRG 

AGAGRELIYNQKEGHFPRVTTV 

SELTKRNNLDFS1SISNITPADAG 

TYYCVKFRKGSPDDVEFKSGA 

GTELSVRAKPSAPVVSGPAVRA 

TPEHTVSFTCESHGFSPRDITLK 

WFKNGNELSDFQTNVDPAGDS 

VSYS1HSTARVVLTRGDVHSQV 

ICEIAHITLQGDPLRGTANLSEAI 

RVPPTLEVTSQPl\RAENQANVT 

WQVSNFYPRGLQLTWLENGNV 

S RTET A STL 1 EN KDG T YN WM S 

WLLVNTCAHRDDVVLTCQVEH 

DGQQAVSKSYALEISAHQKEH 

GSDITHEPALAPTAPLLVALLLG 

PKLLLVVGVSA1YICWKQKA 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID iNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6334 


36702 


A 


6384 


! 


2453 


MEPAGPAPGRLGPVLCLLLAAS 

CAWSASRQLPAVQVLRGDVTC 

GSDHVFLLAYIK.HLAVAGRRA 

LK.ATVHVHQRTLLRPGGCGSV 

PGKRAVTLISKCSDGQPAFPGA 

PAGNTNTFLVCSCGFPDLQSSR 

GPERALCAFIQCLMVRPEEQRE 

KNWPGPRGRSMARPGWNAKPP 

VVQAKAFKNWAVLELSTVSAR 

N LTG SRJPRENTK V 1LIGTI WVL 

CFLGSALGVCDPGG THSHLAM 

HVVIFGPVGSNNPSIVIIIIIIRPIL 

QIKSQRSRVGETFPGVSWVAEL 

ESKSKHTFSQCQALLQPWGRK 

LSSCSQRTYNLLLVCIQSMNVI 

DKHLRKHRGSRVAGEEELQVI 

QPDKSVLVAAGETATLRCTATS 

LIPVGPIQWFRGAGPGRELIYNQ 

KEGHFPRVTTVSDLTKRNNMD 

FSIRJGNITPADAGTYYCVKFRK 

GSPDDVEFKSGAGTELSVRAKP 

SAPVVSGPAARATPQHTVSFTC 

ESHGFSPRDITLKWFKNGNELS 

DFQTNVDPVG\ESVSYSIH\STA 

KVVL\TREDVNSQSFW*GPTVT 

LQGDPLRGTANLSETIRVPPTLE 

VIQQPVRAENQVNVTCQVRKF 

YPQRLQLTWLENGNVSRTETA 

STVTENKDGTYNWMSWLLVN 

VSAHRDDVKLTCQVEHDGQPA 

VSKSHDLKVSAHPKEQGSNTA 

AENTGSNERN1YIVVGVVCTLL 


6335 


36703 


A 


6385 


1 


405 




6336 


36704 


A 


6386 


91 


2926 


PACPSPRLPFTNTDTH1DTSSPA 
SRSTRCLCISTHGVLAQSGGSSG 
GPAVPTVQRGIIKMVLSGCAIIV 
RGQPRGGPPPERQINLSNIRAGN 
LARRAAATQPDAKDTPDEPWA 
FPAREFLRKKLIGKEVCFTIENK 
TPQGREYGMIY LGKDTNGENI A 
ESLVAEGLATRREGMRANNPE 
QNRLSECEEQAKAAKKGMWSE 
GNGSHTIRDLKYTIENPRHFVD 
SHHQKPVNAIIEHVRDGSVVRA 
LLLPDYYLVTV 


6337 


36705 


A 


6387 


2 


448 




6338 


36706 


A 


6388 


1 


645 




6339 


36707 


A 


6389 


1 


294 
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SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


6340 


36708 


A 


6390 


23 


321 


RGREHTQGIPGAGKRWH*FKV 
L LTQ/C W * S E FS V I RQF KAG PG G 
LDQFRDRSK7RWLRDLRGRLLG 
SLNASLVLRALFSGNWGLTAN 
QL*LAVGAKGDPEA 


6341 


36709 


A 


6391 


1 


1599 




6342 


36710 


A 


6392 




561 




6343 


36711 


A 


6393 


1 


1833 


STLASSEGQGGFWRGPRALILL 

LLFLGPCHARSHDGKYSREKN 

QPKPSPKRESGEEFRMEKLNQL 

WEKAQRQERYPCRRRRRVKQV 

AAGTPRVFLKTPEMGVFELCRP 

SGPHYLISNAGVRLDLLNSPVL 

S1PESLRGKVNDLQNKKELLER 

KGRGETGLARPMHDLTAAQGG 

YGCALVHGAQVEGAGAQGWA 

GTVHATCRGETGTACQEALVT 

ATACSSCQRGQTRAPQGQHTL 

ESMGLNCLPQGAASGSDHHCG 

PRISDLPGSAARTSRWPASSELH 

LPPVRLAELHADLK1QERDELA 

WKKLKLDGLDEDGEKEARLIR 

NLNGHWRAEDAHQDGGVNK 

WD1PTVVGVGVAA1ALVAVKL 

FFLP1MRCVLSESPATLHSLQV 

ASVLWSLEFLPYGSRSPVVIQET 

VILAKYGLDGKKDARQVTSNS 

LSGTQEDGLDDPRLEKLWHKA 

KTSGKFSGEELDKLWREFLHH 

K EK V H E YN VLLETL SRTE VH PG 

PQDGVASTGREHSPMETLFQEE 

LKHFEAKIEKHNHYQKAQLEIA 

HEKLRHAESVGDRRSV*SASPR 

ESTPCLEGRTKGAGLPR*KKHL 

QD\LSGR1\SRARHKRTLKALGS 


6344 


36712 


A 


6394 


1 


185 


DFFDNSAQVT1AGIPCDIRHVSP 
RKIECTTRAPG K\ V * G S PPLSQ A I 
EGFFLKLEMLLRDWN 


6345 


36713 


A 


6395 


1 


1512 




6346 


36714 


A 


6396 


117 


268 


QSLLLEYLHLYLHLCYLHLANK 
QELTLTWYKE*CTFFLPSV*NPF 
HQNLA 


6347 


36715 


A 


6397 


1 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6348 


36716 


A 


6398 


1301 


2565 


TLLTILPFYLFKNRTSLTGYLRI 
WILSTKLFCLSTLWLAPTLFLIP/ 
LPDPHDCISL1HLAFTPFPHTSFF 
PIPHPDHTWFIDGSSTWPNRHSP 
AKVGYAIVVSSTSILEATALPPS 
TTSQQAELIALTRALALAKGLH 
VN1YTDSKYAFHILHHNAVIWA 
ERGFLSTQRSSIIIASUKTLLKA 
ALLPKEAGV1HCKGHQKASDP1 
AQGNAYADKTKFLDLAFPPLR 
LSFTCQITQAVSQALGIQWNLH 
TPYRPQSSGKDWTVFLPLALHR 
1RARPREATGYSPFELLYGRTFL 
LSPNL VPDTSPLG DYLP VLWQA 
RQEIHQAANLLLSTPDSQLYED 
TLAGRSVL1KNLTPQTLQPRWT 
GPYLVIYSTPTAVRLQDPPHWV 
HRSRIKLCPSDNQPNLSSSSWKS 
QVLPTTSLKVTLISEEQ 


6349 


36717 


A 


6399 


581 


2517 


LFLGYSHTSLLPFPPVQSLLHLL 

PLY LHTLTHK YGIPLLPPWRPI M 

HPLPSH*NL1TLTLLNANIPSCST 

L*KD*SLLSLTCYSMAF*/QPINS 

PYNSPILSVQKPDKPYSSFRYVY 

SLFVESPT1TIVPGPDFNLASHIIP 

DTTPDP Y DC I S L 1 H LTFTPFPH V S 

FFPVPHPFHTWF1DGSSTRPNCH 

TPAKAGYAIVSSTSIIEVTTLPHS 

TTSQQAELIALTRTLTLAKGLC 

VNIYTDPISCTTMLFYGLKCFLT 

MQGSSIINASLIKTLLKAALLPK 

EAGV1HCK.GPQKASDPIAQDNT 

YADKVAKKAASVPTSIPHSSFS 

PSHLVTPTYSPTETSTYQSLPTQ 

GKWFLDQGKYLLPASQAHSILS 

SFCNLFHVGYKPLARLSELL1SF 

PSWKSILKEITSQCSICYSATPQ 

GLFRPPPFPKHQAWGFVPTQD 

WQIDFTHMPQVGKLKYLLVW 

VDTFTGWVEAFPTGSEKATVV1 

SSLLSDVIPRFCLPTSIQSNNGLA 

MISQITQAVSQALG1QWKLCTP 

YHPQSSGKVKWANGLLKTHLT 

KLSLQLKKDWTVLLPLALLRIR 

ACLRNATGYSPFELLYRCSFLL 

G PS L I PDTRPTWT A PPKTWH PY 

YLLSSHTP1HRSQLLIHALLLFTL 

PVYTVSPSHHS 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6350 


36718 


A 


6400 


281 


1095 


DCSKRNRHSQVIAEGNICK1QE 
VRRKEDTQGGEKDPESLLLPPL 
LAPGPTE/YSTYYNISVAKAELL 
NKLKDQPEMAEIGLGEEEVDH 
ELAQKKIQL1ESISRKLSVLREA 
QRGLLEDINANSALGEEVEANL 
KAVCKSNEFEKYHLFVGDLDK. 
VVNLLLSLSGRLARVENALNSI 
DSEANQEKLVLIEKKQQLTGQL 
ADAK.ELKEHVDRREKLVFGMV 
SRYLPQDQLQDYQHFVKMKSA 
LIIEQRELEEK1KLGEEQLKCLR 
ESLLLGPSNF 


6351 


36719 


A 


6401 




972 




6352 


36720 


A 


6402 


514 


736 




6353 


36721 


B 


6403 


446 


991 




6354 


36722 


A 


6404 


521 


903 


NIKPASQISPG*I*VHSSPTQRLS 

APPSAA/GRLLSLSLPAGLVGGD 

TARC1PAGRLRPLCSWLDPGKL 

LHLSLKSKGSGGRSGAGTLQEG 

NQSVC1QAEKPPLKPA1QTQSG 

MNVLRCRAYSWV1DWD 


6355 


36723 


A 


6405 


1 1 


545 




6356 


36724 


A 


6406 


3 


2920 




6357 


36725 


A 


6407 


1 


2388 




6358 


36726 


A 


6408 


275 


479 




6359 


36727 


A 


6409 


1 


3810 




6360 


36728 


A 


6410 


7 


1047 




6361 


36729 


A 


6411 


1 


705 




6362 


36730 


C 


6412 


304 


638 




6363 


36731 


A 


6413 


99 


759 


WAYLDFWM*H1PHLGVLL/SAH 

LLSDLNSCQF*MGSRTEGSATG 

PGSCSAALPLGPYDPADPMVLE 

VSMADRDASPHDPLAKFLFPVP 

MTLHSALLEVLVPEGGTLPPGD 

TTT1PLNW/IVKIAT*TLWVPPTF 

KFTGCRLNTMWKLPRLGASTL 

♦SNSLRCTLTSFSHDWSGWDAG 

HQVIRPHGFAGYNTCGCFHRL 

MLSACGFSRQM VQAVNG STTL 

GSGG 


6364 


36732 


A 


6414 


1 


685 




6365 


36733 


A 


6415 


1 


1359 




6366 


36734 


A 


6416 


3 


7714 




6367 


36735 


A 


6417 


1 


723 




6368 


36736 


A 


6418 


1 


528 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6369 


36737 


A 


6419 


38 


530 


HSPRRSAASLLSQRDHEPHQKE 
ETPNTSEHQKEKTPDTPPLRTV 
TLTVRVHGF1LEVSETKNPPIPD 
TKLRG/ERLQGFGLAGFRSE/GC 
RPSP*VLQL1KAVWTQRPLGGR 
WDWAPWSRRWCSSGRLRPHR 
NQWSGWEAQAWGLQVPEPCP 
AG RQLRPGEKSSTA P 


6370 


36738 


A 


6420 


1 


649 




6371 


36739 


A 


6421 


1 


987 




6372 


36740 


A 


6422 


1 


924 




6373 


36741 


A 


6423 


1 


435 




6374 


36742 


A 


6424 




147 




6375 


36743 


A 


6425 


1 


1107 




6376 


36744 


A 


6426 


3 


913 




6377 


36745 


A 


6427 




159 




6378 


36746 


A 


6428 


313 


1083 




6379 


36747 


A 


6429 


1 


1245 


MAQELRDTCTSFSSRFDQVEER 

VMV1EDQ1NEMKQEEKFREKR 

VKRNKQSLQE1WDYVKRPNLR 

L1GVPEKTMLEETDKFLDTYTLPR 

LNQEEVESLNRPITDSEIEA1INS 

LPTKKSSGPDGFTAEFYQRYKE 

ELP/RQRHNKKREF*TNIPDEHR 

CKSPQ*NTGKPNPAAHQKAYPP 

♦SSGLHPWDARLVQHTQ1NKRN 

PAYKQNQGQKPHDYLSRCRKG 

L*QNSAALHAKNSQ*IRY*WD1 

SQNNKSYL*QTHSQYHTEWAK 

AGS1FFENWHKRGMPSLTTP1Q 

HSVGSSGQGNQAGERNKGYSI 

RK.RGSQ1VPVYR*HNCISRKPH 

HLSPKSP*AGKQ/SSAKSQD/DKI 

N VQKSQAFLHTNN RQTESQ1MS 

E/APIHNCYKENKISRNPTYKGC 

EGPLQG ELQTTAQRSKKG H KQI 


6380 


36748 


A 


6430 


39 


314 


KSECLIYTKGSQRLASNGTKLD 
GE* L* * VDRI RLQKIGNDKLLPA 
KGGCSNPSQRS*KPRKKIRQMA 
N*NKQHRGDLK*PDGAENHGT 
RTT 


6381 


36749 


A 


6431 


213 


843 


V DRSRLQKV SNNKL L* AKGECS 
NPLQGS*KP*KKIRRMAN*NKH 
CREDLK*PDGVEMNGTRTS*FM 
HKLQ*PI*SSGRKGISD*R*N**N 
K1HQG*NEGKSVKGSQRERSSY 
PQRKAHQTNSGSLSRNPTSQKK 
VGAN1QHS*RKEFSTQNFISSQT 
KLHK*RRNKIFYRQADAERFCH 
HQACVTRAPEGSTKHGKKQPV 
PAPAKTGQIV 



742 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6382 


36750 


A 


6432 


1 


2112 


MRAFVVLMDVSKLPSERGGPG 
LRSNQQHMRMFLTSVDRGSVS 
LLADAVAAATPQGTKSQPRGPS 
NLAADLRVAEESSGMENLFLK 
MSFDSIRPAQDGQC TPEISMVTP 
SPGWSVHTGDLDGHPLPRMVS 
AHRRSRWSPPPQDGQCTPEISM 
VIPSPGCSVHTGDLDGHPLPRM 
LSAHRRSRWSPPPQDAQCTPEIS 
MVTPSPGWSVHTGDLDGHPLP 
RM V S AH RRSRWSPPPQDAQCT 
PE1SMVTPSPGCSVHTG 


6383 


36751 


A 


6433 


1 


648 




6384 


36752 


A 


6434 


1 


1539 


ML V SF V SLG SLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE/ 

SAN*NQQCREDLK*PEAEIHGT 

RTS*HMHKLQ*P1*SSGRKGVSD 

*GSNQ*NK*WGEW r NQVGKHSA 

GYYPGELPQPSKAGQHSNSGNT 

ENTTKILLEKSNPK.THNCQIHQ 

G*NEGKSVKGSQRERTREARA 

NKFK.S*QKARYN*DQCRTERD 

RNTENPSKN**IQEPVF*KDQQN 

**NASKTNKEEKREESNRRNKK 

**KNRTVKPHVSFTLLPALSHVS 

EKNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVG FRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTR1NSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A I EDQTN EINNGENGTKLENTL 

QDIIQENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

M K E IC VL RA ARE KG L E RQEQTN 

SKASRRQD1TKISAELKEIETQK 

1 LyiVlNfcrK&Kr hls.ls.irNI\-lL)rvl L 

D1TTDPTE1QTTIREYYKHLYAN 
KLEN LEEMDKFLDTYTLPRLNQ 
EEAESLNRT1TGSE1EA1INSLPT 


6385 


36753 


B 


6435 


137 


586 




6386 


36754 


A 


6436 


129 


506 




6387 


36755 


A 


6437 




237 




6388 


36756 


A 


6438 


182 


1034 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6389 


36757 


A 


6439 


203 


650 


SAIVCGSPLRLRMQAVSSRINSA 
HSRGAIYSQASSSAACPSVSIAF 
LRR*1EANVSAVIRTLLSTLCTPK 
CGPGFKHRIVLCKSSDLSKTFPA 
AQCPEESKPPVRIRCSLGRCPPP 
RWVTGDWGQ/CDSRDPRPGRR 
RRDFCRNGRAGAGH 


6390 


36758 


A 


6440 


207 


426 


AECTRCAIPK/HSCYPVLL1VVS 
P*KKQ\NCSLGELSCWRRESCRS 
SWSNKALPSLTRCLRGFVCGLS 
CYKGSS 


6391 


36759 


A 


6441 


524 


783 


TAVLAAR1SNQW1LSCWS/AVG 
CTPKCGPGFKHRIVLCKSSDLS 
KTFPAAQCPEESKPPVRIRCSLG 
RCPPPRWVTGDWGQLSPTREK 


6392 


36760 


A 


6442 


1 


1524 




6393 


36761 


A 


6443 


1 


8738 




6394 


36762 


A 


6444 


1 


642 




6395 


36763 


A 


6445 


1 


549 




6396 


36764 


A 


6446 


8 


434 




6397 


36765 


A 


6447 


1 


2922 




6398 


36766 


A 


6448 


18 


1158 


FLDFDCPYGSAHITGLRFWLPW 
YRKRQRYWGSHGNCMPPPSLR 
VPERCPSHTEPRNLTGA*ELLLL 
GLSEDPELQP1LAGLSLSMYLVT 
VLRNLL1SLAVSSDSHLHTPMC 
FFLSNLCWADIGFTSAMVPKM1 
VDMQSHSRVISYAGCLTQMSLF 
AIFGGMEEYNMLLSVMAYDWF 
VA1CHPLHYPVIMNPHLGVFLD 
LGAFFLSLLDSQLHSWIVLQFTF 
FKNVEISNFV*DPSQLLNLACSD 
SVINSIFIYLDSIMFGFLPISGILW 
SYANNVPSILR1SSSDRK.SKAFS 
TCRSHLAVVCLFYGTGIGVYLT 
SAVAPPLRNGVVASVTYAVVT 
PMLNPFIYSQRNRDIQSALRRLR 
SRTVESHDLLHPFSCVGKKGQA 


6399 


36767 


A 


6449 


2 


1535 




6400 


36768 


A 


6450 


1 


635 




6401 


36769 


A 


6451 


222 


1040 




6402 


36770 


A 


6452 


2 


1135 




6403 


36771 


A 


6453 


1 


576 





744 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6404 


36772 


A 


6454 


2 


694 


QCGGIQRSHGSWSQEASDSVW 
QLQSMWMLDKLTGVFAPRPST 
GPHKLR\ECLSRJ1F\LRNRLKYA 
LTGDEVKKI\CMQRF1KI\DGKV 
RT\DITYPVG\FMDVI\SIDKTGR 
EFPVLIYDTKG/RAFAVHR1TP\E 
EAQVPSCAKVRRDLCGAQKGIP 
HL VTH\DA RT1PLPRSPSSK VN D\ 
TIQIVDLEDW ARFT* FSSKFDN W 
*TCCMGDWEGA*P*GRNWVLI 
HQQRRRAPWDLF 


6405 


36773 


A 


6455 


1 


243 




6406 


36774 


A 


6456 


3 


766 




6407 


36775 


A 


6457 




741 




6408 


36776 


B 


6458 


500 


8643 




6409 


36777 


A 


6459 




7863 


MKPRTLTVRVTALKVARLESV 
PSDVQMCSEFLPSDSAAQLASP 
SGSRTGAAGGAAYQSCAVLPH 
SSALWVVDGTRCRGAGGSAHQ 
GGSATQEPTERVEGSGMAGCR 
SRVLPHWKAANVLGMSVESAP 
AVEEEKGEELEQKEKEKEEDTS 
GNTTHSLGAEDTASSQLGFGVL 
ELSQSQDVEENTVPYEVDKEQL 
QSVTTNSGYTRLSDVDANTA1K 
HEEQSNEDIPIAEQSSKDIPVTA 
QPSKDVH V VKEQN PPPA 


6410 


36778 


A 


6460 


2 


669 


ERRRRKLT1PCPPPHPAPPTGGQ 
ACRENAEGIL*AANTSEPGKDA 
EK*KIKV*LAP/CSHSGSSLQSDP 
HFGCSLGPS/DPALGLSGCILPPC 
SGSYLAPAPNSRJPKPGLKPW/H 
/ESYLPSAVRPHGTQAPGLWPE 
RGL*PAGFLLRPEPVRAASER/Q 
EAVSPER*VPRPPKAQQLHGQS 
PDPSSLCTALRQDHTHWLDARS 
VYPDWRGQPWPPLHQDCGHG 
GWR 


6411 


36779 


B 


6461 


241 


369 




6412 


36780 


A 


6462 


1 


510 




6413 


36781 


B 


6463 


1 


630 




6414 


36782 










SCRGYSRILLLFHKSSWCSQV1S 

IFRYNIICSRLPRSWKWRLPVY 

MNWL*YHWFKQYHSSINF1SFR 

SMWFII11NFK.RSPAF1LSGSWSIS 

IARWQIFVFFTTFGSRTKV 



WO 01/075067 



PCT/US01/08631 

















NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 








09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


6415 


36783 


A 


6465 


1271 


1710 


TEGLGHRSSETPGGAALDALTG 














ERPRVACFPAARGRGLRPRPRL 














M1GPFETGGGQRLLTLRPRRRR 














QRRRP/WQGLERPHVRNWG1EL 














ETLRDAFRPQPSVWRTARGEA 














GKRKGRLVECLGSQRKVLEGV 














LL Y A VTRG S FPNLFTPRD 


6416 


36784 


B 


6466 


1 


772 




6417 


36785 


A 


6467 


1 


1272 




6418 


36786 


A 


6468 


3 


236 




6419 


36787 


C 


6469 


1 


457 




6420 


36788 


B 


6470 


148 


324 




6421 


36789 


A 


6471 


1 


1407 




6422 


36790 


A 


6472 


1 


651 




6423 


36791 


A 


6473 


619 


835 




6424 


36792 


A 


6474 


52 


535 




6425 


36793 


A 


6475 


319 


647 


LCRRJYMYFCVMKNWMQSLW 














KLCTNKR*RIDKPTLHQVVVRK 














*LTPLGMKNQVDSLELLETRSL 














KKDPVELGSKSLRRCCCQTEPV 














NLLPHVSIGTLKI*SRILRLQRP 


6426 


36794 


A 


6476 


39 


515 




6427 


36795 


B 


6477 


1 


807 




6428 


36796 


A 


6478 


3 


247 


GANICCW*GLQE/VFHSW*KTQ 














EPSWLHLVDPTTGLQVELPASP 














APFAR1PQPLGGRWDWAPWSR 














GWCSSGRLGQHRSPWSG 


6429 


36797 


A 


6479 


27 


363 




6430 


36798 


B 


6480 


1132 


1268 




6431 


36799 


A 


6481 


1628 


2008 




6432 


36800 


A 


6482 


953 


1087 




6433 


36801 


A 


6483 


2 


443 


QLAGRCGGRGMSGNRGCYWGA 














CGPAGVPGG/CWAWCALHSEE 














PASPALRSISRRALAAFPRGRAR 














DLQPAMPEPPTPSVGSCAAQAS 














PTSAAPCSMAPSPIDHPRAEECV 














ARRGTGRHDELIVALPFMMIPW 














H S S 1 QPFT I H PFN WNFG 


6434 


36802 


C 


6484 


175 


423 




6435 


36803 


B 


6485 


122 


608 




6436 


36804 


A 


6486 


644 


1149 


KTMHWKAPLMSWHMHRASSQ 














KQTRTGTQT/MEAQLQQLQRY 














QEALLQVLRKGEKICAFNMGNI 














SEVLQRADESCSQFYERLYEAF 














QLCSPFDPEATENQCMVNAVF 














VGQTQGDI RRKLQKLECFTG M 














NVTQVLEVATKVYTNCEEETQ 














GKGQFAGGSTYGKGGECPKTK 


6437 


36805 


A 


6487 


1 


2847 




6438 


36806 


B 


6488 


329 


742 




6439 


36807 


A 


6489 


1 


1035 





746 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6440 


36808 


A 


6490 


13 


630 


1NPPPPPFRPEPPSSSNSPKMTDH 
KGERGEATRYMFSRPF\RKYHG 
VVPLGPHICRIWRKGDIVDMKG 
MGYCSK.KG1APTKCY\HGQNLE 
GVLPMLPQHACWPFVVNQPVL 
GQSFFPRELMCRIEHPALLRAR 
DKLPETVLKENDSEKERSPNEK 
GTWGSNLKRHPGSTPEEAHFV 
RTQWGRSLELAGTLFPMNFMG 
I1GVKEIK 


6441 


36809 


A 


6491 


1 


1020 




6442 


36810 


A 


6492 


1 


330 




6443 


3681 1 


C 


6493 


250 


372 




6444 


36812 


A 


6494 




345 




6445 


36813 


A 


6495 


2 


335 


TVRAYNVPQHAVGIVVNRQVK 
G K1PAKRIN VGI KHFKHSTS*EN 
FLKRMKENDQKKKEAKEKVT 
W1QLKHQSAPPRE/AQCERTNG 
KEPELLEPLPYEFMHNTYIH1YV 
CVH 


6446 


36814 


A 


6496 


2 


490 




6447 


36815 


A 


6497 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKRINVR1EHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQ/RKAPGKNLVYISLVLRA 
L*G*DLTHHI1ILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


6448 


36816 


A 


6498 


54 


553 




6449 


36817 


A 


6499 


131 


803 


TMFCQTGSSVRRVGPGPWAEN 

RTAMLRPCGGTFARKTRLSRLG 

NSPKMNEQQRGKRRGTP11MFS 

KGLLRK.HG\VVPLAHIFMR\IYK 

\KGDIVRHPRGMGYLVPKRELP 

PQSCYPWPKPGRSLTNVTPAML 

VGHLL*NKQV*GQRFLPKRNL 

MWRI*APFRHFLRSPRLASLKT 

CGRENGSRKKERKPKGGKVTW 

GFQLKRRHLGFPPQEEATFLLK 

EPIGGREP 


6450 


36818 


A 


6500 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0!)/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6451 


36819 


A 


6501 


29 


2028 


ENEEEGEKMASTDYSTYSQAA 

AQQGYSAWTAQPTQGYAQTT 

QQAYGQQSYGTYGQPTDVSYT 

QAQTTATYGQTAYATSYGQPP 

TG YTTPTA PQ A Y\SQP VQG\YGT 

GAYDTTTATVTATTQASYAAQS 

AYGTQPAYPAYGQQPAATCPT 

RTED*\NKPTETSQPQSSTGGYN 

QPSLGYGQSNYSYPQVPGSYP 

MQPVTAPPSYPPTSYSSTQPTSY 

DQSSYSQQNTYGQPSSYGQQSS 

YGQQSSYGQQPPTSYPPQTGSY 

SQAPSQYSQQSSSYGQQSSFRQ 

DHPSSMGVYGQESGGFSGPGE 

NRSMSGPDNRGRGRGGFDRGG 

MSRGGRGGGRGGMGSAGERG 

GFNKPGGPMDEGPDLDLGPPV 

DPDEDSDNSAIYVQGLNDSVTL 

DDLADFFKQCGVVKMNKRTG 

QPMIHIYLDKETGKPKGDATVS 

YEDPPTAKAAVEWFDGKDFQG 

SKLKVSLARKKPPMMSMRGGL 

PPREGRGMPPPLRGGPGGPGGP 

GGPMGRMGGRGGDRGGFPPRG 

PRGSRGNPSGGGNVQHRAGDW 

QCPNPGCGNQNFAWRTECNQC 

KA PKPEGFLPPPFPPPGGDRG RG 

GPGGMRGGRGGLMDRGGPGG 

MFRGGRGGDRGGFRGGRGMD 

RGGFGGGRRGGPGGPPGPLME 

QMGGRRGGRGGPGKMDKGEH 


6452 


36820 


A 


6502 




693 




6453 


36821 


A 


6503 


3 


657 




6454 


36822 


A 


6504 




434 




6455 


36823 


A 


6505 


208 


443 





748 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


6456 


36824 


A 


6506 




2650 


LLPAFLLLCSDSHFLQFCSQFAP 

RKTQGSGSVNNIQANI1AKKSN 

NHLMKK.NDQKFKDLPQMAGH 

PIHHQAQGPPGAKNPQEQQRRP 

MGQTTLPAEQEESRVKCKNCG 

AFGHSARNKTCPIKRWSGALPL 

QVLGSHKEKENLKPAKAQLPFT 

TPGPFTTNDREKERSPSSTMNPS 

EMQRKASPRRWKHHNQTPSIH 

KVNKMVMSEEQMKLPSTKKA 

EPPTWAQLKKLTQLPK.KSLEN\ 

TKVTQTPENTLLAALMIVST/A 

GAAAANYTYWAYVPFPPLIRA 

VTWMDNPIEVYVNNSAWVPGP 

TDDRCPDKPEEEGMMINISTGY 

RYPPICLGRAPACLMPAIQNWL 

VEVPT VGTTS RFTY HTG LLTFR 

DVAIEFSQEEWKCLDPALEDSY 

TRRKANSCG KPYKCN ECGKAF 

TQNSNLTSHRR1HSGEKPYKCS 

ECGKTFTVRSNLTIHQVIHTGE 

KPYKCHECGKVFRHNSYLATH 

RRIHTGEKPYKCNECGKAFRGH 

SNLTTHQL1HTGEKPFKCNECG 

KLFTQN SHLI SH WRI HTG EKPY 

KCNECGK-AFSVRSSLAIHQTIHT 

GEKPYKCNECGK.VFRVGRGVSI 

GTTCLLSVFQV1TVSSRKSRASP 

ENRATQSILILAPPTSRGSGPGP 

ASVLRRLAQTRICRMAWTESCT 

AACAFPSCLVLLYRGRGVPTDL 

QVPAPLFSTQSKLKRPGSRTKSS 


6457 


36825 


A 


6507 


54 


360 


CSTMNPSEMQRJAPPRRQRHRS 
RAPSAHKMNRMVMSEEQMKL 
PSTKKAEPPTWAQLKKLTQLA 
KKK\LENTKVTQTPENMLLAAL 
K.TVSTVSAGVPSSSEESD 


6458 


36826 


A 


6508 


525 


3656 


SSTMNPSEMQRKAPPRRRRHR 
NRAPLTHKMNKMVTSEEQMK. 
LPSTKKAEPPTWAQLKKLTQLA 
TKYLEN\TKVTQTPENTLLAAL 
MIVSMVVSLPMPAGAAAANYT 
YWAYVPFPPLIRAVTWMDNPIE 
VYVNNSAWVPGPTDDHCPVAK 
PEEEGMMINISTGYRYPPICLGR 
APACLMPAIQNWLVEVPTVGT 
TSRFTYHTIDLMTEKWVVLASV 
EVLLRFPLKPGEDPTARYVSNK 
KCQPSVDWPTTISQRRGY 


6459 


36827 


A 


6509 


1 


246 




6460 


36828 


A 


6510 


1 


246 
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NO: 


SEQ II) NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6461 


36829 


A 


6511 


1 


279 




6462 


36830 


A 


6512 




363 




6463 


36831 


C 


6513 


109 


245 




6464 


36832 


A 


6514 


2 


429 


LMTFCWDTPRQSGVPRERMPH 
TGTWRTVGIRCPKKKLRSANSS 
MMRGKVQPFRP/DIQAYGAAPF 
EDLQVDFREMPKCGGNKYVLV 
LGRTYSGWVEAYPTRTEKTRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAK 


6465 


36833 


C 


6515 


31 


895 




6466 


36834 


A 


6516 


2 


4735 




6467 


36835 


A 


6517 


263 


418 




6468 


36836 


A 


6518 


120 


295 


YDPLPTWILGK1SQRGAEEPAQ 
HPGCQL*LPPP/SPPRTSSSPSCA 
GLTSVSPRPRFPR 


6469 


36837 


A 


6519 




1758 


MKIRRRFPSSLQLSADLQVPVR 

KAPRQGVSQEKRTKPSLELMIS 

GT1SQED1RMNVTRGCTPPAIQR 

VISSSPLLAIRNNVTEGVYTPCD 

TGGRVHLPVILLLISRDGGHD1S 

FN1AVDVHSPCDTDPNIQGVEY 

DMTPNIAMNVQPPGTISQKRCT 

LPA1LGLISYASSVN1RSN1TGWL 

YIDRYVGSHVILYPLGIRMGVT 

GEMKGERRRGLHAATKWLEE 

HAPADYQNPQEYGRTQLPGTQ 

PQLDPHEREDMQRLNRDREAL 

LEGFKRGAQKATNVNKVSEVI 

QGKEESPAQFHQRLCEACAKQ 

VLVNGDAVSREEKRKENERQA 

RRNADLLVSCSNQSGPPKEARE 

ELWTKDYRPGQDLRLLSQATL 

TFHPTVPSPSTLLGLLPAEDSWF 

TCLDLKDAFFPIRSAPESQKLFA 

FQWEDPESALAKTVRQRCVSC 

RQHHA\GKVQPFRP/DIQAYGA 

AA FEDLQVDFTEMPECGGN KY 

LPVLGRTYSGWVETYPTRAEK 

AREVTRVLLRDLIPRLELPFRIG 

SDNGPAFVADLLQKTATVLG1T 

RKLHAASRPQSSGKGIQNNRTG 

GVYTPCDIESHVILFRSGY 


6470 


36838 


A 


6520 


1111 


1342 


MF VPHIGFQNTA ALC LL RLG VL 
FP*PVGFPAGSCLLI*WNRHWH 
VPDFSCVTTPQEWCGGVSDVC 
CGHPHAEPFHLQ 



750 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for las! amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6471 


36839 


A 


6521 


1 


1144 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQK.QAGLAGMNPSQLLE1 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPP A EDSWFTCLDLKDAFFP1 R 

LAPERQKLFAFQWEDPESGWPP 

CWRALAATALLVQEANK.LTLG 

QKLN1KASRAVVTLMNTKGHH 

WLTNATLTDYQTLLCENPRJTIE 

VCNTLHPATLLPVSKSPVKPGC 

VEVLDS1DSSRPDLWDQPWASV 

DWELYLDGSSFFNPQGEVEG\S 

RGDTSELPPCWVCGIPALTQRL 

EKQHLPPSGHQGSLKHLIWDLL 

LLTKKRTFSSM1 


6472 


36840 


A 


6522 


1 


554 




6473 


36841 


B 


6523 


63 


620 




6474 


36842 


A 


6524 


1 


796 


SRTKN YQPVQDLRLLHQAK LT 

FHPTVPNPSTLLGFPPAEDSWFT 

CLDLKDAFFP1RLAPERQKLFAF 

QWEDPESGWPPCWRALAATAL 

L VQE ANKLTLGQKLN 1 KA SRA 

VVTLMNTKGHHWLTNATLTD 

YQTLLCENPR1T1EVCNTLHPAT 

LLPVSKSPVKPGCVEVLDSIDSS 

RPDLWDQPWASVDWELYLDG 

SSFFNPQGEVEG\SRGDTSELPP 

CWVCGIPALTQRLEKQHLPPSG 

HQGSLKHLIWDLLLLTKKRTFS 


6475 


36843 


A 


6525 


3 


2640 




6476 


36844 


A 


6526 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT* LQTILQG 

YSNQNSMPGPTPQ\PSTPAPGG 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRGPDRQG YPLQGD* PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


6477 


36845 


A 


6527 


1 


I860 




6478 


36846 


A 


6528 




1458 




6479 


36847 


B 


6529 


1 


1503 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6480 


36848 


A 


6530 


3 


515 


TISQKRCTLPA1LGLISYASSVNI 
RSN1TGWLYIDRYVGSHVILYP 
LGIRMGVTGEMKGERRRGLHA 
ATKWLEEHAPADYQNPQEYGR 
TQLPGTQPQLDPHEREDMQRL 
NRDREALLEGFKRGAQKATNV 
NKVSEVIQGKEESPAQFHQRLC 
EAYRMYTPLDHDSPENQRMIH 
MALVRQSAEDMRRKLQKQAG 
LAGMNPSQLLEIASQVFVNRDA 
VSPKENSKENGGQARRHDDLF 
SPVEPDCVEVLDSIHSSRPDLRD 
QPWPSGDW/RT1CGWEQLLQPP 
RRERCRVCSDNPGH/WLLKPHR 
CPRPLQARKLNSLLSLGP*NSTR 
DCVRP1VCILPLIT1ALKISA 


6481 


36849 


B 


6531 


96 


2524 




6482 


36850 


B 


6532 


61 


2025 




6483 


36851 


A 


6533 


674 


2913 




6484 


36852 


B 


6534 


120 


1849 




6485 


36853 


A 


6535 


1 


426 




6486 


36854 


A 


6536 


2 


475 




6487 


36855 


A 


6537 


1 


501 




6488 


36856 


A 


6538 


15 


593 


SMWWNSAREPCPWR1VDDCGG 
AFTMGV1GGGVFQAIKGFRNAP 
VCRLLSEAPLFIYSCSRSVSPTV 
NVSSERAESRPTLFMAVSLHMA 
WCLAHIG1RHRLRGSANAVR1R 
APQIGGSFAVWGGLFSTIDCGL 
VRLRGKEDPWNSITSGA\LTGA 
V1AAARSAPLAMWGSAMMGGI 
LL/ALIEGVSILL/TR*TATV 


6489 


36857 


A 


6539 


2 


557 


RRFRASAMEEYAREPCPWRIVD 

DCGGAFTMGVIGGGVFQA1KG 

FRNAPVG I RHRLRGSAN A VR]R 

APQIGGSFAVWGGLFSTIDCGL 

VRLR\GKEDPWNSIT\SGA\LTG 

AVLVAAR\SGPLAMGGLQQ*WG 

GILFAPHLRAFGILLTRYTAQ\Q 

FRNAPPFLEDP\SQ\LPPKDGTPA 

\TGYP\SYQQYH 


6490 


36858 


A 


6540 


223 


2274 





752 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6491 


36859 


A 


6541 


2795 


3762 


FLHFHLRNAVPHQQWNKAGW 
RMTLRS*EKKASDDQITLSYGR 
TFKPK/DK.EVENFEQNLEECITR 
ITNTEKCLKELMELK.TKARELR 
EECRSLRSRCDQLEERJSVMED 
EMNEMKREGKFREKR1KRNEQ 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTI.QHIIQENFPN 
LARQANVQ1QEIQRTPQRYSSRI 
A IPRH11 VRFTKVEMKEKMLRA 
AREKGRVTLK.GKPIRLTADLSA 
ETLQARREWGPIFNILKENNFQ 
PR1SYPAKLSFISEEEIKYLTDKQ 
MVRDFVTTRPALKELLKEALN 
MERNNRYQLLQNHAKF 


6492 


36860 


A 


6542 


245 


1293 


TGAVPIRPSWQRWGKNRTEKL 
ETLKRRAPLLLQRNAVPHQQQ 
NKAGWRM1LTS*EKKASDDQIT 
LSYGRTFKPK/DKEVENFEKNL 
EECITRITNTEKCLKELMELKTK 
APELREECRSLRSRCDQLEERV 
SAMEDEMNEMKREGKFREKRI 
KRMEQSLQE1WDYVKRPNLHLI 
GVPESDVENGTKLENTLQDI1Q 
ENFPNLARQANVQIQE1QRTPQ 
RYSSRRATPRHIIVRFTKVEMK 
EKM LR A AREKGRVTLKGKPIR 
LTADLSAETLQARREWGPIFNIL 
KEKNFQPR 1 S YPAKLSF1 SEGEIK 
YFIDKQMLRDFVTTRPALKELL 
KEALNMERNNRYQPLQNHAK 


6493 


36861 


C 


6543 


1 16 


283 




6494 


36862 


A 


6544 


51 


281 


KSQNQLLSSKGEYADGQQDQV 
S1PAPSPYTLSGPQTQSCPVRPE 
LGL*GASSAVQAPAVRYLTRFL 
LFVMSNLHSP 


6495 


36863 


B 


6545 


1 


897 




6496 


36864 


B 


6546 


91 


8030 




6497 


36865 


A 


6547 


126 


362 





753 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6498 


36866 


A 


6548 


936 


2064 


ERADCLFKRKTNNQKGHLHRK 
PICTSPSSKTKSR*NHK.DGEKTE 
QKNW1CL*NAERLSSS/IRNAVP 
HQQQNKAGWRMILTS*EKKAS 
DDQ1TLSYGRTFK.PK/DKEVENF 
EKNLEECITRITNTEKCLKELME 
LKTKARELHEECRSLRSRCDQL 
EERVSAMEDEMNEMKREGKFR 
EKRIKRNEQSLQEIWDYVKRPN 
LRLIGVPESDVENGTKLENTLQ 
DI1QENFPNLARQANVQIQEIQR 
TPQRYSSRRATPRHIIVRFTKVE 
MKEKMLRAAREKGQVTLKGK 
P1RLTADLSAETLQARREWGPIF 
NILKEKNFQPKJSYPAKLSFISEG 
EIKYFIDKQMLRDFVTTRPALK 
ELLKEELNMERNNRYQPLQNH 


6499 


36867 


A 


6549 


1 


767 


MAGAPPPASLPPCSLILDCCASN 

QRDSVGVGPSEPGVGYSLVVR 

RFLSRSEKRN1RVGVTRFSSEM 

NPVPQMEMQKSPSSASLTLGA 

VDRSCSYSAILAPPLGFCFYPLY 

ENSTLQSAKKRDAELANGALGI 

IELNNDYTLKKVMKPLITSNTV 

TDEIERANVFKMNGKWYLFTD 

SRGSK.MTIDG1NSNDIYMLGY/D 

IKLFNRPLQAAEQNRACAANGS 

*SKRCDIHLLSLRSAASQRQQC 

GYHKLHDKQRLLRG 


6500 


36868 


B 


6550 


50 


327 




6501 


36869 


A 


6551 


333 


1301 


FLHFHLRNAVPHQQWNKAGW 
RMTLRS*EKKASDDQITLSYGR 
TFKPK/DKEVENFEQNLEECITR 
ITNTEKCLKELMELKTKARELR 
EECRSLRSRCDQLEERISVMED 
EMNEMKREGKFREKR1KRNEQ 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTLQHIIQENFPN 
LARQANVQIQEIQRTPQRYSSR1 
A1PRHIIVRFTK.VEMKEKMLRA 
AREKGRVTLKGKPIRLTADLSA 
ETLQARREWGPIFNILKENNFQ 
PRISYPAKLSFISEEEIKYLTDKQ 
MVRDFVTTRPALKELLKEALN 
MERNNRYQLLQNHAKF 


6502 


36870 


A 


6552 


352 


2304 




6503 


36871 


A 


6553 


1 


1617 





754 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 

sequence 


Met 


SEQ II) NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6504 


36872 


A 


6554 




257 


MGPIHKISHYVYANISKSEK.VL 
KSEHFRSQAFQPGQQSETVSEK. 
KKKTRKKRKKRKKKRK.KKKK 
KKKKKKK.KKKKKKKKKKKKK 
SE*DRLGKK.EEDEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEEI 


6505 


36873 


A 


6555 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEVVL 
LTPGTGAEDFKK.H 


6506 


36874 


A 


6556 




279 




6507 


36875 


A 


6557 


3 


120 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEE\EEEEE 


6508 


36876 


A 


6558 


3 


123 




6509 


36877 


A 


6559 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEK1FLGHRVGI 


6510 


36878 


A 


6560 


1 


588 




6511 


36879 


A 


6561 


1 


204 




6512 


36880 


A 


6562 


75 


234 




6513 


36881 


B 


6563 


100 


2510 




6514 


36882 


A 


6564 


47 


4976 




6515 


36883 


A 


6565 


3 


4755 


SCRCRRRRRGPAPAMAQILPVR 

FQEHFQLQNLGINPANIGFSTLT 

MESDKFICIREKVGEQAQVTIID 

MSDPMAPIRRPISAESAUVTNPAS 

KVIALKAGKTLQIFN1EMKSKM 

KAHTMAEEVIFWKWVSVNTV 

ALVTETAVYHWSMEGDSQPM 

KMFDRHTSLVGCQVIHYRTDE 

YQKWLLLVG1SAQQNRVVGA 

MQLYSVDRKVSQPIEGHAAAF 

AEFKMEGNAKPATLFCFAVRN 

PTGGKLHI1EVGQPAAGNQ 


6516 


36884 


B 


6566 


47 


482 




6517 


36885 


A 


6567 


1 


555 


MNARPHKVD/GRVVEPKRAV* 
EDSQRP\A FVAGIKEDTEEHHLR 
D YFQQ YG KM E V I EIMTDRG SG 
K.KRGFAFVTFDNHDSVDKTVV 
QKYHTANDHNCEGRKALSKQE 
MASASSSQRGHSSSGNFRGGHG 
GGFGGNDIFGYGENFSGHGGFS 
GSCGGGGYGSSGGGYNEFGND 
GSNTGGGGSYNDFGN 


6518 


36886 


A 


6568 


1 


645 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6519 


36887 


A 


6569 


2 


944 


GRGLRKLF1GGLSF*FIDESLKS 
QVGEWGTLTDCVVMRDPNTK 
RSRGFGFVTYATYVEEVDAAMN 
ARPHKVDGRVVEPKRAVSRED 
SQRPGAHI/TLVKKIFVGGIKED 
TEEHHLRDYFEQYGKIEVIEIMT 
DRGSGKKRGFAVFVTFDDHDSV 
DKIVIQKYHTVNGHNCEVRKA 
LSKQEMASASSSQRGRSGSGNF 
GGGRGGGFGGNDNFGRGGNFS 
GRGGFGGSRGGGGYGGSGDGY 
NGFGNDGSNFGGGGSYNDFGN 
YNTNQASNFGPMKGGNFGGRSS 
GPYG\GGGQYF\AKPR\NQGGY 
GGSSSSSSYGSGRRF 


6520 


36888 


A 


6570 




1512 




6521 


36889 


A 


6571 


2864 


3677 


RCQLDHLPCHLCCCCHR/C1PSL 

RDPQQ APGSTRLSRA PH 1 ESR V 

GRKPPEEPANPTIVTNSLTLRDKQ 

/HDASTC/DWKRAL*VPESGLPR 

ALLKYIRCPNMSSAQKPRELSK 

RRN*K* PCVKRTPFRPT* E/DLP 

YSGKKTGVKGLICPVPGTAVK 

APQRPPGPQQPHPAPQSASETA 

WFPVADRRVFSENPGWTAAKT 

LGTLSSPCQAGAGVGRQDGDP 

GQELTSQEKPWVGRK1PEHAV 

ADKGYRQQCGAGEARGGPVF 

WAAAPRTSWQQASYT 


6522 


36890 


A 


6572 


1 


666 




6523 


36891 


A 


6573 


2926 


3304 


EYSLGHRHYNWKC*ALGQKDQ 
VTFATKFAPTSHRTRKQPELWR 
/QDPG S Y G E K.QP A WC S V PPG RF 
SGGLVGLGFLDGGIVVQPLRRP 
CCQDCVCGFPTLRSSTKTSTEL 
G PSFLPCERQGKETIS VT 


6524 


36892 


A 


6574 


1 


665 





756 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6525 


36893 


A 


6575 




1121 


SSTFPRMPWRLVTSWTAYIPEL 

EGSTSDPDSPAVAQKGEKPVKL 

GNSLWGSHTEPVPRPGTGPRPL 

SFVHRLPTMDPHKVNALRAFV 

KMCKQDLSVLHTKEMHFLRE 

WVESMGGKLSPATQKVKSEEN 

TKEEKPDSKKVEEDLKADEPSS 

EESNLLIDNEDVIEPDPDAPQEM 

GDENAEITEEMMDQANHKKVA 

AIEALNDGELQKAIDLFTDAIKL 

NPQLAILYAKRASVFIKLQKPN 

AAIRDCDRAVEIY\SAQPYKWR/ 

GKYEQKREEREIKER1ERVKKA 

REEQERAQREEEARGQSVAQY 

GSFPDGLPGGMLEMRGGMPGK 

PGITGLNE1FSDPEVLAAVQDPK 

VMV/AFFQDVAQNPANMSQYQ 

GNPKVM 


6526 


36894 


A 


6576 


3 


1351 


PEAGGERERERAQREEDSTRQS 

RAQYGSFTGGFPGGMPGNFPG 

GMPGMGGPSARSRRAQRLSLE 

PDRSPPSYAHHLPTMDPRRVNE 

LRAFEKMCKQDPSVLHTEEMR 

FLARECVESMCGKVPPATHKAM 

SEENTTEEKPDSEKAEEDLQA D\ 

EPSSEESDLRKL1KEGVIEPDTD 

APQEMG DEN AE1PEE\MM DQA 

NDKKVAA1EALNDGELQKAIDL 

FTDAIKLNPRLAILYAKRASVF 

VKLQKPNVAA1RDCDRAIEINPD 

SAQPYKWRGKA HRLLG H WEE 

AAHDLALACKLDYDEDASAML 

KEVQPRAQKIAEHRRKYERKR 

EEREIKERI ERVKKAREEHERA 

QREEEARRQSGAQYGSFPGGFP 

GGMPGNFPGGMPGMGGGMPG 

MAGMPGLNEILSDPEVLAAMQ 

DPEVMVAFQDVAQNPANMSK 

YQSNPKVMNLISKLSAKFGGQ 


6527 


36895 


A 


6577 


2 


433 


GPPLNLSSPRGG1LKTYGCELCG 
KRFLDSLRLRMHLLAHSAGAK 
AFVCDQCGAQFSKEDALETHR 
QTHTGTDMAVFCLLCGKRFQA 
QSVALQQHMEVHAGVRSYICSE 
CNRTFPSHTALKRHLRSHTGDH 
PYECEFCGSCFRDE 


6528 


36896 


A 


6578 


1 


687 




6529 


36897 


A 


6579 


2 


449 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6530 


36898 


A 


6580 


852 


1084 


TDAGCYYAARQCGTAVPSRDV 
HIRHQGTPVPQF*TAPLRARS/E 
VSPARRRARMLSSSASFASANIT 
TSSAWSDTLQP 


6531 


36899 


A 


6581 


1 


681 




6532 


36900 


A 


6582 


1 


483 




6533 


36901 


A 


6583 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 


6534 


36902 


A 


6584 


1 


678 




6535 


36903 


A 


6585 


3 


634 




6536 


36904 


A 


6586 


4 


479 


CSAKTA1RGVSECLIHHHGIPHS 

TASDQGTHFTAKEVWQWAYA 

HGIHWSYHVLHHPEEA/GKER 

WNGLLKSQLQCQLGDNTLQG* 

GKVLQQAVYVLN*HPIYGTVSP 

IARIH/GSRNQG/VETELTPLT1TP 

SDPLAKFLLPVPPTLHSAGLEIL 

VPEGEIR 


6537 


36905 


A 


6587 


1 


1539 


MVGKAKWKPLELPLPRKMVSQ 

KQYRILGGTAEISVTIKDLKDA 

RVVIPSTSPFYSP1WPVQKIDGS 

WRMTEDYRKLNQVVTPTAAA 

VPDVVSLLEQINTSPGTRYAAID 

LTNAFFS1PFHKAHQKLFAFSW 

QGQQYTFTVLPWGDINSPALCH 

NLI RRDPDCFSLPQD1TL VH HID 

D1MLTGSREQEVADTRDFLVKD 

KLLHLAPPTTKKQAQHLVGLF 

G F WRQH I PLLG VLLQPI YRVTQ 

KVASFEWSQEQKTALQQVQAA 

VQAVLPLGPYNPADPMVLEVS 

VADRDAVCSLWQAPIGESQWR 

PLGFWSKALPSSADNYSPFERQ 

LL A/CHK VGHAQQHSISKWK* Y 

IHDRAQADYHPWT\QACLIHCQ 

GIPHSIASDKDAHFTTKEVWQW 

THAHEIHWCYHVLHHPEAAGL 

TERWNRLLKSQLQRQLGDNTL 

QGSGKVLQKAMYALNQHPIYG 

TISPIARIHGSSNQGVEVAPLTIT 

PSDPLAKFLLCVPTTLRSAGLD 

VLVPEGGMTQQQFH 



758 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6538 


36906 


A 


6588 


1 


566 


MGRNQSRKAENSKNWSASSPP 

KDHSSLPAMEQSWMENDFDEF 

TEVGFRRSVITNFSELKEHVLTY 

CKEAICNVEK.RIYRSRNQGMEV 

KVAPLTITPSDPLANFFASVPAT 

LHSAGLEVLVPEGGTLPLGDTT 

MIPLNWKLRLRTGYFGLLLRLS 

QQAKKGAMVLA/GVVDPDYQ 

NEISLLLHN*GKTHDH 


6539 


36907 


A 


6589 


221 


357 




6540 


36908 


C 


6590 


228 


342 




6541 


36909 


A 


6591 


745 


849 




6542 


36910 


A 


6592 


1 


240 




6543 


36911 


A 


6593 


2 


495 


FVRLVGRGDCDPLLSVCLTTMP 
LYEGLGSGGVEKTAVVIDLGEA 
FTKCGF AG ETGPRCI I PSG I K.RA 
GMPKPVRVVQYNINTEELYSYL 
KEFIHILYFRHLALVNPRDRRVW 
I1ES\VLCPS\HFREDTHSCFFFKY 
FE\VPSVLLA\PS\HLMALLTLGI 
NSWHGPRL 


6544 


36912 


A 


6594 




579 




6515 


36913 


A 


6595 




621 




6546 


36914 


A 


6596 




351 




6547 


36915 


A 


6597 




447 




6548 


36916 


A 


6598 


1 14 


880 




6549 


36917 


A 


6599 




2625 




6550 


36918 


A 


6600 




1674 




6551 


36919 


A 


6601 


1035 


2235 


QTHSQYHTEWAKTGSIPFENW 

HKTG1PSLTTPIQHSVGSSGQGN 

QAGEGNKGYSIRKRGSQIVPVC 

RRHD/VYI*KTPLSQPEISLS**A 

TSAKS/LG Y K.I N VQKSQAFL YT 

NNRQTESQIMSELPFT1ASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

1VKMAILPKVIYRFNAIPIKLPM 

PFFTELEKTTLKFIWNQKRARIT 

KS1LSQKNKAGG1TLPDFKLYY 

KAT VTKTA W Y W YQNRD 1 DQ W 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRW1 

KDLNVRPKTIKTLEENLGITIQD 

IGMGKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTAKETTIRVN 

RQPTK 
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SEQID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6552 


36920 


A 


6602 


369 


1917 


AGEGNKGYSIRKRGSQIVPVCR 

RHD/VYI*KTPLSQPKISLS**AT 

SAKS/LGYK.1NVQKSQTFLYTN 

NRQTESQIMSELPFTIASK.KIKY 

LGIQHTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEK.TTSK.FI WNQKRARITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYLYQNRDIDQWN 

RTEPSEMTPHTYNYLIFDKPEK 

N KQWG KDSLFNKWC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

K WDLI KLK SFCTA KETTIRVNR 

QPKKWEKIFATYSSDKGLISRIY 

NELKQ1YKKKTNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIQKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQHILTHRWEL 

NNE1TWTQEGEYHTLGTVVGW 

GEGGGIALGDIPNAR 


6553 


36921 


A 


6603 


1 


2781 





760 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6554 


36922 


A 


6604 


1320 


2403 


LQTILQVYSNQNSMVLVPKQR 

YRSMEQNRALRNNATYLQLSD 

L*QT*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NSKKQSPSP 

PPKERSSSPATEQSWTENDFDE 

LREEGFRRSNYPELREDIQTKG 

KEE1QTTIREYYKHLYANKLEN 

LEEMDKFLNTYTLPRLNQEEVE 

SLNRP1TGSE1VAV1NSLPTK.KSP 

GPDGFTAEFHQRYKVELVPFLL 

KLFQSIEKEG1LPNSFYEASIILIP 

KPG RDT1 KKENFRPI SLTNIDAKT 

LNKILANRIQQHIKKLIHYDQV 

GFIPGMQDWFNIRKSINV1QHIN 

RTKVKNHMIIS1DAEKAFDKIQ 

QRFMLKTLNKLAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLG1 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKN1PCSWVGRLNIVK 

MAI LPKVI YRFNAIPIKLPMTFF 

TELEKTTVKF1WNQKRACITKSI 

LSQKNKAGGITLPDFKLYYKST 

VTKTAWYWYQNRD1DQWMRT 

EPSEIMPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKIN SRW1KDL 

NVRPKTIKTLEENLG1TIQDIGV 

DKDFMTKTPKAMATKPKIDKW 

DL1KLKSFCTAKETTIRAFDELD 

DVHPHEEIEACRVWQNYGTHP 


6555 


36923 


A 


6605 


2202 


2515 


KSLQCEHSSHIQDLPLACLGLR 
KHYMVAQYL*HSHS/ASGGGSR 
YDVLK1SVSCSST1DI*LAFVSLG 
*DKRTS**TNLAESSPNFFHWV 
W I FLASKKFCS VP A R 


6556 


36924 


A 


6606 


1934 


2077 


AI PFR1QA WARTSCPKHKKQWQ 
QKPKLTNG I * FN* RAS AQQKKL 
PSE 


6557 


36925 


B 


6607 


1 


2325 





761 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6558 


36926 


A 


6608 


1524 


2877 


IRKRGSQIVPVCRRHD/VFV*KT 

PSSQPKISLS**ATSAKS/LGYKI 

NVQKSQAFLYTNNRQTESQ1MS 

ELPFT1ASKRIKYLG1QLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNRA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRD1DQCNRTEPSEIMPH 

IYNYLIFDKPERNKQWGKDSLF 

NKWCWENWLA1CRKLKLDPFL 

TPYTKINSRWI KDLNVRPKTIKT 

LEENLGITIQDIGVGKDFMSKTP 

KAMATKDKIDKWDLIKLKSFC 

TA K.ETT1RVNRQPTTWEK.1 F AT 

YSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKED1Y 

AAKKHMKKCSSSLAIRERQIKT 

TMRYHLTPVRMAIIKKSGNNR 

DMDE1GNHHSQ 


6559 


36927 


A 


6609 


: 


2226 




6560 


36928 


A 


6610 




674 


MGKKQNRKTGNSKTQSASPPP 
K.ERSSSPATEQSWM ENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VQNFEKNLEEC1TRITNTEKCLK 
ELMELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKR1KRNEQSLQEIWDYV 
KRPNLR L1GVPESDV ENGTKLE 
NTLQD1IQEN/CPQSSKAGQRSD 
SGNTENATKILLEKSNSKTHNC 
QIHQS 


6561 


36929 


B 


6611 




5175 




6562 


36930 


A 


6612 


1666 


2032 


LQTILQGYSNQNSMVLVPKQR 
YRSMEQNRALRNNATYLQLSD 
L*QT*EKQAMGKGFPI**MVLG 
KLASHM*KAETGSLPYTLYKN 
QFKMD*RLKH*T*NHKNPRRKP 
RHYHSGHRHGQGLHV 


6563 


36931 


A 


6613 


1596 


2169 


AGEGNKGYSIRKRGSQIVPVCR 
*HD/VYI*KTPLSQPKISLS**ATS 
AKS/LGYKINVQKSQAFLYTNN 
RQTESQ1MSELPFTIASKRIKYL 
GIQLTRDVKDLFKENYKPLLKE 
1KEDTNKWKN1PCSWVGR1NIM 
KMAILPKVIYRFNAIP1KLPMTF 
FTELEKTKVHMEPKKCPHHQG 
NPKPKEQSWRHHTT 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6564 


36932 


A 


6614 


1667 


3103 


AGEGNKGYSIRKRGSQIVPVCR 

*HD/VYI*KTPLSQPKISLS**ATS 

AKS/LGYKINVQKSQAFLYTNN 

RQTERQ1MSELPFT1ASKRIKYL 

GIQLTRDVKDLFKENYKPLLQE 

IKEDTSKWKNVPCSWVGRINIV 

KMAILPKVIYRFNAIPIKLPMPF 

FTELEKTILKFIWDQKRARJAKS 

ILRQKNKAGGITLPDFKLYYKA 

TVTKTAWYWYQNRD1DQCNR 

TE PS E ITPH 1 Y N YLIFDKPE KN K 

QWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPYTKINSRW1KD 

LNIRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATNAKIDK 

WDLIKLKSFRTAKETTIRVNRQ 

PTKWQK1FATYSSDKGLMSRJY 

NELKQIYKKKTNNP1KKWAED 

MNRHFSKED1YAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIKKSGNNRLTLLNNHNNPQ 

PLISIKEPREKEELNLQV 


6565 


36933 


A 


6615 


3134 


3288 




6566 


36934 


A 


6616 


1 


2630 




6567 


36935 


B 


6617 


877 


7936 




6568 


36936 


A 


6618 




1589 




6569 


36937 


A 


6619 


1 


240 




6570 


36938 


A 


6620 


200 


486 




6571 


36939 


A 


6621 




558 




6572 


36940 


A 


6622 


1 


3885 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6573 


36941 


A 


6623 


1 


2302 


KLPVTNRAAHGLCASLGPDFM 
TFKVPSSWRHSDSICREWFTLA 
GAPSRDVLLVSAUTVSLSVTVV 
LCGLCHWCQRKLGKRYKNSLE 
TVGTPDSGRGRS EK KAI K V S R P 
C PPP A K.ASATH PTC KSPRSQEK 
VESPGDLDRDFWNNNESTVQQ 
KWSSYPPK.EFILNISPYAPYGDP 
RLSLNGTLLSGAKVAAAAGLA 
VEREGRLGEKPAPVPPPGEDAL 
RSGGAAPSEPGSGGKAGRGRW 
RTVQSHLAAGKLNLSNFEDSTL 
STATTLESIPSSTGEPKCQRPRT 
LMRQQSLQQPLSQHQRGRQPS 
QPTTSQSLGQLQAHMASAPGP 
NPRAYGRGQARQGTSAGSKYR 
AAGGRSRSNPGSWDHVVGQIR 
N RGLDMKSFLTTSSRAAK WNF 
TNSETVPALDLDSAVVL1PWISS 
KEDTGDSHYGRVAIYHKGLSFS 
SDGLVYPGAKGREGRMVVLSL 
VLGLSEQDDFANIPDLQNPGTQ 
QNQNAQGDKRLPAGGKAVNT 
APVPGQTPHDESDRRTEPRSSV 
SDLVNSLTSEMLMEDWPPAVF 
SSGWAIATAHPASLHSPLIGYSF 
LAARGGLLLFEADFCWCKRSG 
STFPDCDGVANLAATEMALSQ 
LRFSKETAMRESLVMLSPGSEE 
DEAHEGCSRENLGRIQFSVGYN 
FQESTLTLKIMKAQELPAKDFS 
GTSDPFVKIYLLPDKKHKLK.TK 


6574 


36942 


A 


6624 


1 


576 




6575 


36943 


A 


6625 


1 


155 




6576 


36944 


A 


6626 


4746 


5258 


DAGAQPSLPRYLIYHQPSRFFRI 
TSTVTPFSKPISSLLWLWGLHG 
D1LL/RLLQS*RC*CRSHPEYHSG 
PPGRWQGPSPAPQKCSRTTSRS 
RSSR*HPPPPRPGGSAPSSPASYS 
WTPPRT V PG S W ARR WRRH L S R 
PSWATQPSWTATLWSQPLWRL 
KWEDCLSPGRSRLQ 


6577 


36945 


A 


6627 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6578 


36946 


A 


6628 


444 


1056 


G PLLREPHQLCH FPVAG FVLDA 

GLPEAAAAPHDRGPELAGPQA 

AGQHPAQVAHQPRAAAQQRQ 

G RRA REE AG AQAQEEPRGPQE 

RRRRLAEGLRRQCGHPAGRDG 

RGGYRRAAQGPARGGRTPEWQ 

QSGGARRTPSVGHPRRARAD\W 

CLTGANDALSCSSPTCGKFLKT 

VSKVPVCRRGLAVNRKEAEGR 

SSESPTSSATFQSPALSWMLVS 

QRLLLPHMIGAQSSPGPKRPGN 

TLRKWLTSPVRRLSSGKADGH 

VKKLAHKHKKSREVRKSADAG 

SQKDSDDSAATPQDETVEEDTV 

AQPRGRREGAGRQSGSRAAGP 

GGRRASAIRGGHARTDVGKRN 

GTRTRKELMPLHGKRKDAAEH 

DEPTSASRPAGERPELTLAAVQ 

TEYNCSFPS 


6579 


36947 


A 


6629 


128 


1103 




6580 


36948 


A 


6630 


1 


602 




6581 


36949 


A 


6631 




1618 




6582 


36950 


A 


6632 


1 


602 




6583 


36951 


A 


6633 




1618 




6584 


36952 


A 


6634 


1 


912 




6585 


36953 


A 


6635 


195 


396 


VLPLHRQI * *LLH* SKKHNH YK 
G KQQDLR/CSSTVPRRPQGILPI I 
SFSNVPVGSRRLKAPLVFIGPG 
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SEQ ID 

NO: 


SEQ 11) NO: 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSIM 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6586 


36954 


A 


6636 


2 


1813 


FNTPLSTLDRSSRQKVNKDIQD 

VISALHEAGLIDIYRTLHPKSTE 

YTFFSAPHHTYYKIDHIVGSKA 

LLSKCKRTEITTNCLSDDRAIKL 

ELRI KK.LTQN YTTT WKLNNLLL 

SDYWVNNEMKAEIKMFFETNE 

NKDTMYQNI.WDTFKAVCRGK 

FIAVNAYKRKQERSKIHTLTSQ 

LKEPEKQEQTHSK.ASRRQEITKI 

RAELK.EIDTQK.TLQKISVSRSW 

FSERINKIDRLIARLMKKKREK 

NQIDAIKNDKGDITIDPTEMQTT 

IRE Y YKN L Y AN KL ENLEEMDK 

FLDTYILPRLNQEEVELPNRPIT 

GSENEAIINSLP/TKKSPGPDEFT 

AKFYQRYKG\LARAIRQEKERE 

DTQLGKEEVKLLLFAEDMIVYL 

ENP1VSAQNLLKLINNFSKVSGY 

KINVQKSQAFLHTNNRQTESQI 

MSECPLTIASKR1KYLG1QLTRD 

VKDLFKENYKPLLNKIKEDTAN 

KWKN1PRSWLGRNNIVKMTILP 

KVI/YKKTTLNF1WNQERARIAK 

T1LSKKNKAGGITLPDFKLYYK 

ATVTK.TARY WTLTI KKG S V WPI 

SLKSEKRGHRTRPLWKLCHND 

VQG ELLKTIQFLFGSPLG HSSLD 


6587 


36955 


A 


6637 


1 


2988 


MPPHSEQPHSPSTRQKRKVPLF 

VRQCPSFVIQAPKAKMDTFDGR 

KKQFTRFLFLFSMDQLGQGRFS 

MQTLSFALAVYRKDSPLVACQ 

VQALGNLEPSSVEAHVSSHGIAI 

DRKGWHVSLFSIQPGDCFPKAL 

VEDSPRDRARRQQSSKEEGWC 

RDRRRLKFHSKKGAAAIVVKS 

KKYESPSFGVCFESLLNPPRLTS 

RREKTISSSKRCRQCHAEETTV 

VFWAKESQTGEQTGRGAGQRR 

MGM11CKACSMLPAE 


6588 


36956 


B 


6638 


362 


1463 




6589 


36957 


A 


6639 


1 


1061 




6590 


36958 


A 


6640 


1 


1581 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6591 


36959 


A 


6641 


46 


862 


AAFPAPRTLFFLSRPLRPTACAA 
FRPEFWRLNMKLPARVFFTLGS 
RLPCGLAPRRFFSYGTKILYQN 
TEALQSKFFSPLQKAMLPPNSF 
QGKVAF1TGGGTGLGKGMTTL 
LSSLGAQCVIASRKMDVLKAT 
AEQ1SSQTGNKVHAIQCNVKYP 
DMVQNTVSEL1KVQGHPSTVIT 
N*STERSSISFLLPT1YA*DWFRF 
CSTQVLLPKQVWrCPMSKSLAA 
EWGK1WNA1QC 


6592 


36960 


A 


6642 


1 


2902 


MVKGSLQQEELTILN1YAPNTE 

APRFIKQVLRDLQRDLDSHTL1 

MG DFNTPLSTLDRSTRQKINKD 

TQELNSALYQADLIDIYGTLHP 

KST\EYTFF\SAPHHTYSQNWTT 

IVGSKALLSEHKRTEI1T\NYLSD 

\HSA\1KLELRIKKLTQN\RSATW 

KLNNLLLNDYWVHNDMKAEI 

KMFFETK\ENK\DTTYQNLW\DT 

FKAVCRGKFIAKYNAHNRKQE\ 

RSKIDTLTSQLKELEKKEQTYL 

KASRRQEIT 


6593 


36961 


A 


6643 




5127 




6594 


36962 


B 


6644 




3570 




6595 


36963 


A 


6645 




3663 




6596 


36964 


B 


6646 


143 


3122 




6597 


36965 


A 


6647 




3235 




6598 


36966 


A 


6648 




3249 




6599 


36967 


A 


6649 




3297 
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SEQ ID 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6600 


36968 


A 


6650 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEASIIL1PKPGRDTTKKE 

NFRPISLMNIDAK1LNK1LANR1 

QQHIKKLIHHDQVGFFPGMQG 

WFN1RKSINVIQHINRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

11LNGQKLEAFPLKTGTRQGCPL 

SPLLFN1LLEVLARA1RQEKEIK 

G1QLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTSNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGRJNIVKMA1LPK 

V1YRFNA1P1KLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGlTLPDFKLYYrCATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLK.LD 

PFLTPYTKINSRWIK.DLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAK1DKWDLIKLK 

SFCTAKETTI RVNRQPTT WEK I F 

ATvccrtvni icdivmci i/ riivi/ 1/ 
All bbJJKuLlSKJ I NbLK.^1 I Jvlx 

KTNNP1KKWEK.DMNRH FSKED 
IYAAKKHMKKCSSSLAIREMQI 
K 1 1 MRYHLTPVRM AI1KKSGNN 
















6602 


36970 


A 


6652 




3288 




6603 


36971 


A 


6653 




3168 




6604 


36972 


A 


6654 




3516 




6605 


36973 


A 


6655 




3693 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6606 


36974 


A 


6656 


1577 


3354 


TEPKTKTT*LSQ*MQKRPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

M1VYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNMR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARITKS1 

LSQKNKAGGITLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSIDQGDDTKLHRARSPGRT 

FPAAAGIPAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLAS V V Y A VITPTLN PFIN S LR 

NKEVKGALKJIGLRWRAAPQE 


6607 


36975 


A 


6657 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQD1IQENFPNLARQAN1QIQEI 

QRTPQR Y SLRRATPRH 1 1 VRf TK 

VEMKEKM LRA AREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DH1VGSKALLSKCK.RTE1ITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 


6608 


36976 


A 


6658 


3 


3316 




6609 


36977 


A 


6659 




4794 




6610 


36978 












661 1 


36979 


B 


6661 




3384 




6612 


36980 


A 


6662 




3429 




6613 


36981 


A 


6663 




3780 




6614 


36982 


A 


6664 




3894 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location ot'last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6615 


36983 


A 


6665 




3335 


MVKGSIQQEELT1LN1YAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

N IX LND Y WVlfN EM KAE I fCMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQ 


6616 


36984 


B 


6666 




3145 




6617 


36985 


A 


6667 




4398 




6618 


36986 


A 


6668 


523 


3852 




6619 


36987 


A 


6669 




3934 


MGKKQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEG FRRSN YSEL WEDIQTKGKE 
VENFEKN LEECITRITNTEKCLK 
ELMELKTKA RELHEECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLQDIIQENFPNLARQANVQI 
QEIQRMPQRYSSRRATPRH1IVR 
FTKV EMKEKMLRA ARQKAPH 
HTYSKIDHIVGSKAL 


6620 


36988 


B 


6670 


1 


5215 




6621 


36989 


A 


6671 


1 


7171 




6622 


36990 


A 


6672 


3 


493 




6623 


36991 


A 


6673 


1 


729 




6624 


36992 


A 


6674 


3 


800 




6625 


36993 


A 


6675 


1 


327 




6626 


36994 


A 


6676 


2 


462 


KSS WLEEDDDPV VA RVN RRMQ 

H1TGLTVKTAELLQVANYGVG 

GQYEPHFDFSRRPFDSGLKTEG 

NRLATFUNYMSDVEAGGATAVF 

PDLGAAIWPKKGTAVFWYNLL 

RTGEGDYRYTRHAACPVLVGCK 

WYSN K W\FHES\GQEFLRPCG ST 

EVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6627 


36995 


A 


6677 




717 


RHRLRNRLKDVGGEAFYPLLE 

DDQSNLPHSNSNNELSAAATLP 

LIIREKDTEYQLNRHLFDRLLKA 

YPYKKNQIWREARVD1PPLIRG 

LT W A ALLG V EG A IH A K YD A ID 

KDTP1PTDRT/QLKWDIPRCHSV 

R*TV1HAPEGHAKFRRVLKVAW 

V V SH PDL V Y WQG LDSLCAPFL 

YLNFNNEALVYACMSAF1PKYL 

YNFFLK.DNSHVIQEYLTVFSQM 

IAFHDPELSNHLNEIGFIPD 


6628 


36996 


A 


6678 


1 


508 




6629 


36997 


A 


6679 


1 


888 




6630 


36998 


A 


6680 


2 


584 




6631 


36999 


A 


6681 


2 


152 


QVAKGMDALLQHLEDCGYR/S 
SKK.KAQICRQQVTKWGDGSAL 
MGTSTTASL 


6632 


37000 


A 


6682 


733 


894 




6633 


37001 


B 


6683 


1 


1626 




6634 


37002 


A 


6684 


1 


1971 


MAQVWANDNPPGLAVNQAPV 

LIDVKPGAQPIRQKQYPVPREA 

LK.GIQPGTKDYQPVQDLRLVN 

QATVTLHPTVPNPYTLLGLLLA 

EDSWFTCLDLKDAFFSIRLAPES 

QKLFAFQWEDPQSDLGC1LLLY 

VDDLLLGHSTAVECAKGMDVL 

LQHLEDCRYKMSKKKAH1CRQ 

QVRYLGFTIRKGERS\WEREKM 

AVGVLTQTVGPWPRPVAYLSK 

QLD/EVSKGWPLCLRTLAATAL 

LAQEADKLTLGQNLNIKAPHA 

V VTLMTTEG H H WLTN ARLTK Y 

QSLPCENPHITIEVCNTLNPTTL 

LPVSESPGEHNCVEVLDSVYSS 

RPDLRDQPWASSVDWELYMD 

GSSFINSQGERCAGYAVVTLDA 

VI KAKL WLQGTSAQKAELIALT 

RAVELSEGQESLEELLGRYFYV 

SHLPAFAKAVAQLC1TCRQHNA 

RQSPTVSPH1QAYGAAPFEDLQ 

VDFTEMPKCGGNKYLLVLTCT 

YSGWVEAYPTRTEKPYKKGKN 

DPSCTKGQCNPLELVITNPLNP 

HWKKGERVTLGIDRARLDPRV 

N 1 LVRGGEV YERSPEPVFQTF Y 

DELNVPVPEIPGKTRNLFLQLA 

ECVAQPLNVTSCYVCGGTVTG 

YQWPWKARELVPVDPVPDEFL 

AQKNYPDNFWVLKPSITGQYCI 


6635 


37003 


A 


6685 


1 


1461 




6636 


37004 


A 


6686 


1 


1005 
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NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6637 


37005 


A 


6687 




174 




6638 


37006 


A 


6688 


519 


588 




6639 


37007 


A 


6689 


2 


4527 


GRAGLGWSSGGRGSRACSEGP 
AEARGREGDKGSAALSPPLPLT 
LGEEMAAERGARRLLSTPSFWL 
YCLLLLGRRAPGAAAARSGSAP 
QSPGASIRTFTPFYFLVEPVDTL 
SVRGSSVILNCSAYSEPSPKIEW 
KKDGTFLN L V SDDRRQLLPDGS 
LF1SNVVHSKHNKPDEGYYQCV 
ATVESLGTIISRTAK.LIVAGLPR 
FTSQPEPSSVYAGNTMAILNCEV 
NADLVPFVRWEQNRQPLLLDD 
RV1KLPSGMLVI 


6640 


37008 


A 


6690 


1 


879 




6641 


37009 


A 


6691 


407 


594 




6642 


37010 


A 


6692 




3621 




6643 


37011 


B 


6693 




609 




6644 


37012 


B 


6694 


1335 


1599 




6645 


37013 


A 


6695 




354 




6646 


37014 


A 


6696 


181 


683 


SRYFILLRK.PTFPAMALLPVLFL 

VTVLLPSLPAEGKDPAFTALLT 

TQLQVQRE1VNKHNELRKAVSP 

PASNMLKMEWSREVTTNAQR 

WANK/CTLQHSDPEDRKTSTRC 

GENLYMSSDPTSWSSAIQSWY 

DE1LDFVYGVGPKS/PQYCPAG 

NNMNRKNTPYQQGTPCPG 


6647 


37015 


A 


6697 


199 


969 




6648 


37016 


A 


6698 


1 


564 




6649 


37017 


A 


6699 


153 


427 




6650 


37018 


A 


6700 


1 


978 




6651 


37019 


A 


6701 


3 


419 




6652 


37020 


A 


6702 


9 


255 


VRAPAQGPDLAGGRRRCGSGA 
SCTPSPRGPASWSRSAAQVPRS 
SRWRAGSASS*N/GRQPAPPTSQ 
PPRAQPFAQPPGPWPLS 


6653 


37021 


B 


6703 


96 


283 




6654 


37022 


A 


6704 


172 


365 


PTYHLYPCH F WYQHRTRRIPRK 
SERLFPTPPPQLSWKGTWDY*I 
CLLCCNDSEGRDFLVLRVLK 


6655 


37023 


A 


6705 


3 


1171 




6656 


37024 


A 


6706 


2 


740 




6657 


37025 


A 


6707 


256 


461 




6658 


37026 


A 


6708 


1 


414 




6659 


37027 


A 


6709 


1330 


1386 


Y1DSILPK*NHDTLQSYCRYM\H 
SRQRA AS* PLSTGKLQQCLGLD 
LVLC 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6660 


37028 


A 


6710 


207 


1173 


GGDRDRMTANHESYLLMASTQ 
NDMEDWVKSIRRVM3DLSGGG 
IFGQKLEDTVRYEKRYGNRLAP 
MLVEQCVDFIRQRGLKEEGLFR 
LPGQANLVKAELQDAFDCGEKP 
SFDSNTDVHTVASLLKLYLREL 
PEPVIP Y A K. YEDFLSC A KLLS KE 
EEAGVKELAK.QVKSLPVVNYN 
LLKY1CRFLDEVQSYSGVNKMS 
VQM L ATVFGPN 1 LRPK VEDPLTI 
MEGTVVVQQLMSVM1SKHDCL 
FPK.DAELQSKPQDGVSNNNEIQ 
KKATMGQLQNKENNNTKDSPS 
RQCSWDKSESP/TEKQHEQWIP 
HSS1 RQQNQQPKEQWSQAI 


6661 


37029 


A 


6711 


173 


881 




6662 


37030 


A 


6712 


1605 


1844 




6663 


37031 


B 


6713 


123 


699 




6664 


37032 


A 


6714 




462 




6665 


37033 


A 


6715 




2607 




6666 


37034 


A 


6716 




918 




6667 


37035 


A 


6717 




549 




6668 


37036 


A 


6718 




687 




6669 


37037 


A 


6719 




258 




6670 


37038 


A 


6720 


90 


1621 


HGLDLRTMMRSRQVTC V A WV 

RCGVAKETPDKVELSKGGVKR 

L1AEAEEKLQEEGGGSDEEKTG 

SPLEEG\MQSARTQARP\REPLE\ 

DGDPEDYDRTLDDDELAEYDLD 

KYDEEGDPDAETLG\ESLLGLT 

V YG SN DQDPYVTLKDTEQYER 

EDFLIKPSDNLIVCGRAEQDQC 

NLEVHVYNQEEDSFYVHHDILL 

SA YPLSVE WLN FDPSPDDSTGN 

YIAVGNMTPVIEVWDLDIVDSL 

EPVFTLGSKLSKKKKKKGKKSS 

SAEGHTDAVLDLSWNKLIRNV 

LASASADNTVILWDMSLGKPA 

ASLAVHTDKVQTLQFHPFEAQT 

LISGSYDKSVALYDCRSPDESH 

RMWRFSGQ1ERVTWNHFSPCH 

FLASTDDGFVYNLDARSDKPIF 

TLNAHNDEISGLDLSSQIKGCL 

VTASADKYVKIWDILGDRPSLV 

HSRDMKMGVLFCSSCCPDLPFI 

YAFGGQKEGLRVWDISTVSSV 

NEAFGRRERLVLGSARNSSISGP 

FGSRSSDTPMES 


6671 


37039 


A 


6721 


1 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6672 


37040 


A 


6722 


1 


1318 


AK.QQLNLRTHMADENKNEYA 

AQLQNFNGEQHKHFYVVIPQIY 

KQLQEMDERRTI1CLSECYRGFA 

DSERKV1PUSKCLEGMILAAKS 

VDERRDSQMVVDSFKSGFEPPG 

DFPFEDYSQH1YRTISDGTISAS 

KQESGKMDAKTTVGKAKGKL 

WLFGKKPKPQSPPLTPTSLFTSS 

TPNGSQFLTFSIEPVHYCMNEIK 

TGKPRI PSFRSLKRGWS VKMG/ 

AALEDFSHLPPEQRRKKLQQRI 

DELNRELQKESDQKDALNKMK 

DVYEKNPQMGDPGSLQPKLLAE 

TMNNIDRLRMEIHK.NEAWLSE 

VEGKTGGRGDRRHSSDrNHLVT 

QGRESPEGSYTDDANQEVRGPP 

QQHGHHNEFDDEFEDDDPLPAI 

GHCKAIYPFDGHNEGTLAMKE 

GEVLYIIEEDKGDGWTRARRQ 

NGEEGYVPTSYIDVTLEKNSKG 


6673 


37041 


A 


6723 


1 


741 




6674 


37042 


A 


6724 


1 


1063 


MPFY1SDI.S1CGDRILRALCPQD 

LPTYSLHSRGKMRASCSRKFLD 

WNSSRLVSCNMGAL1S1WGTTT 

PPLHATILDSQPTVHPPLAKDCL 

PCGLQASASDLRARALQRLCQ 

QLPWVGSQPHTRSPSPQRGGKT 

GLFAGLASSVSMRPASPPSPAA 

DSCSACRFFARRPPLRVTWVKP 

SSALALCVSISDSIPGNLKALPA 

ETRAQLHH A E ASLSQPPLQLRP 

FPKTSQAGDLQDLGPYVCVRK 

AVGKGDKQIRAVVK.EHSVRSQ 

ERIWHYPG1TTANMPGHLGQNT 

ESGRDK.LPMFGVWFPGCRFWG 

LWVWRLP*LKLAAPCRPSRSLR 

SSPISRRASTTRCLTVSGCPAAP 


6675 


37043 


A 


6725 


25 


573 




6676 


37044 


A 


6726 


1 


483 





774 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
1 nee 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6677 


37045 


A 


6727 


1 


996 


MVGKAKWKPIELPLLRKIVNQ 

KQYHIPGGVAKJSATIKDLKDV 

G V VI PTTS PFNS PI WP VQKTDG S 

WRKW\LS*QGQQFT/FTVLPHG 

YINSLALCHNLIRRDLDHFSLPQ 

DITLVHYIDDIVLTGSSEQEVAN 

TLDLLTSLDWALVETECLTMG 

HQVTMQPELTIMNWALSDPSN 

YKVGCAQQHSIIKWKWYIRDQ 

ARAGTTCKWTAAALQPLSRTS 

LKDSGERKSSQWAELRAVHLI 

MHFAWKEKWPDVQLYTDSWA 

VANGSAGWSGTWKNHDWKIA 

TTVIAQWAHEQSSHGSRNGGY 

TWAQQHGLPLTKADVATATDE 

CPICQQQRPTLSP 


6678 


37046 


A 


6728 


2 


1380 


CLAGLFGFWSPCIPHLGVLLQSI 
Y LVTQKA A/SSEWGPEQEKALQ 
EVQAAVQAALILEPYDPAGPVV 
LEVSLADRDAVWSLWQAPIGE 
SQQRPLGFWSKALPSSA/DHKA 
CHAQQHSIIKWKWYIHDRARA 
GPEGTNSSARYAATM*KW\TAS 
ALQPLSRKSLK.DSSEGKSSQWA 
ELRAVHLAVHVAWKEKWPDV 
RLDTDSWAVANGLARWSGTW 
KEHDRKIGDK.EVWGRGTRIELS 
EWSKTVTIFVSH/VLLPRLPSIRG 
LTECL1HQHGIPHSIASDQGTHF 
TAKELQQWAHAHGIHWSYHVP 
HHPG\WGKVLQKAVYALNQRP 
IYEWKEESCLHTGVADALRGN 
WAEGHREHKALWLGLWSTWS 
QHPLRSLKTTRHHPGLGVLSED 
ICEAGGATEELSRASGFATGYG 
KRKEDTKKHKQIISVSDIIEQQH 
SLGLTEKTVKGTPTQGISMRPG 
LYHKATEFQE 


6679 


37047 


A 


6729 




2229 




6680 


37048 


A 


6730 




789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLA\HPL 

I WLVQKTDGS/WRMTVD YCKL 

NQVVI PIAAA VSDVVSLLEQINT 

SPGTWYAAIDLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFS 

LPLDITLVHYIDDIMLIGSSEQE 

V ANTLDLFVRHLR A RG WE INPT 

KIQGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6681 


37049 


A 


6731 




553 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHICAQQKQFAFSWQG 

QQYTFTVLPQWYFNSPALCrTNL 

1RRDLDCFSLPLDITLVHYIDDI 

MLIG\PRQLLACY/WALVETEHL 

TISHQVTMRPELPIMNWVLFDP 

SSHKVGCAQQHSIIKWKWYVH 

DWARAGPEGT 


6682 


37050 


A 


6732 




266 




6683 


37051 


A 


6733 


3 


582 




6684 


37052 


A 


6734 




403 




6685 


37053 


A 


6735 


1 


2712 




6686 


37054 


A 


6736 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 
ALQEVQAAVQAALILEPYDPA 
GPVVLEVSLADRDAVWSLWQ 
AP1GESQQRPLGFWSKALPSSA7 
DHKACHAQQHS11KWKWY1HD 
RARAGPEGTNSSARYAATM*K 
WXTASALQPLSRKSLKDSSEGK 
SSQWAELRAVHLAVHVAWKJE 
KWPDVRLDTDSWAV/ANGLAR 
WSGTWKEHDRKIGDKEVWGR 
GTRI 


6687 


37055 


A 


6737 


1 


633 


MTVDYRKFMQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAF\LPQ 
GY1NFPALCHNLIRRELDFFLLL 
QD1TLVHY1DDILLIGSSEQEVV 
NTLDLLJHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPEDIKMSKT 
DA DADEEIEALRG 


6688 


37056 


A 


6738 


2 


1103 


DLWPFTRVTLHRGKRNDQTFQ 

GLLDTGSELMLIPEDTKHHCGP 

PVKVEAYGGQVINGVLAQIQLT 

VGPVGSGTHPVVIYPVPECIIGI 

GILSSWQNPHIGSLTSRKTDGS 

WRMTVHYHKLNQMVTPIAAAI 

PDVVSLLEQVNTSPGSWYAAID 

LANAFFFIPVHKAHQKQFAFSW 

QGQQYTFTVLPQWYINSPALCH 

NLIRRDLDCFSLPLDITLVHYID 

DIMLIGSSEQEVANTLDLFVRH 

LRARGWE1NPTKIQGPSTSVKFL 

GFQWCGACQAIPSKMRDKLLH 

LVPPTTKKEAQCL\QLLACY/W 

ALVETEHLTISHQVTMRPELP1 

MNWVLFDPSSHKVGCAQQHS1I 

KWK.WYVHDWARAGPEGT 
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NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6689 


37057 


A 


6739 


1 


2058 




6690 


37058 


A 


6740 


2 


1173 


WEVRQYTFTVVPQGH1NSLVLC 

HDVVRRDLGHFFLPQDITLVHY 

1DDIML1GSTPP1TKKKLAQHLVG 

LFGFWRQLVPHLGVLLWPIYQ 

VTQQAASFEWGPEKEKALQQV 

QA A VQ A A LPLG PY DPADPM VL 

EVSVADRDAVWSLWQDPIGES 

QWRSLGFWSKALPSSADNYSPF 

ERQLLACYWVLVETERL\QWV 

TP A E EDFNNQ VDRMTHS V DTT 

QPLSPATHVITQWAHEQSGHG 

GRDGGYTRVQQHGLPLTKADL 

ATAGKVFQKAV*ALN*HSIYGT 

LSL1AR1HRSRNQGVEVEVAPLT 

ISPSDPPAKFLLPVPPTLRSAGLE 

FLVPEEGMLPSGDTTVPLNWKL 

RLPPGHFGLLFPLHQQANKGVT 

VLVGVTDLDYQDEISLLPHNG 


6691 


37059 


A 


6741 


823 


2487 


KELKLWKNRHKLLSYPTVGAA 

VTQLQNLTAMGVIGSHGARGQ 

V V A LNRQRQG DLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTL 

1 PG DPKHHCGPPVK. VGAFGG\Q 

V1NGALARVQL1VGPVGPWAHP 

VV1SPVPECI1DIDILSSWQNPHIS 

SLTGRVRAIMVGKAKWKSLEL 

PLPRK1VNQKQYHIPGGIVE1SA 

T1KDLK.DAGEVIP1PTTFPLNSPI 

WPVRKTDGCWRMTVDYCELN 

QV VTPTA AT VPD V VSLLEQINT 

SPGTWYADIDLANAVFSIPVHK 

AHQKQFAFSWQGQQYTFTVLP 

QEY1NSLGLCHNL1QRDLDHFSL 

LQDITLVHYIEDIMLIGSTEQE1A 

NTLDLLFM AKEVWQWA H AHG 

IHWSYHVSHHPEAAGLIEWWK 

GLLKLQLQCQLGDNTLEGWGK 

VLQKTVYALNQHPIYGTVSPIA 

RIHRSRNKGVEVAPFT1TPSDPL 

PQFLLPV P ATLCS AGLE V LA PE 

GGTLPPGDRTTIPLNWKLRLPP 

EDFG LLPSLSQQAKKG VTVLAG 

VIHPDYQDEISLLLHNGCKEDL 


6692 


37060 


A 


6742 


3 


350 




6693 


37061 


A 


6743 


1 


3339 




6694 


37062 


A 


6744 


1 


2271 
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SEQID 

NO: 


SEQID NO: 

sequence 


Mel 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6695 


37063 


A 


6745 




1377 


AHLAADDFCTK*GWVSG\LPQG 

LDKLTLPGANLEMQPENLKED 

LVYLK.K.NHEELSMAIKRNESM 

AKGLQRALLQQQPEDDSKCFP 

RPQDLIRLYDIILQLTLEDREGK 

GLSFSFACVDKDVSVK.MDTVP 

GVNLSCILNEMRDQDKKLVEK 

SCKDAQGWFFSLKALLEGSLVE 

TEVCYRTQLAQLQGLIRSMEQQ 

LCELCCDAEHQDHEHQVLLDV 

KTQLEQEIATYSRLLEVEDAQL 

ATQYSLSLASQPTREDLEKAIL 

KF1WNQNRAQ1AKT1LSKKSKA 

RGIMLPSFK1YYKTTVTKTAWC 

WYKNRHIDQWNRIENPEIRPHT 

YNHVIFDKPDKRKQWGKDSLF 

NKWCWENWLAICSKLTLDPFL 

NPYTKVNSRW 1 K.DLN LQPKTIK 

ILKENLGNA1QDTGKGKDFMTK 

MPKAIATKAKIDKWDLIKLKSF 

CTALRNYQQSKPTTYRMGENF 


6696 


37064 


A 


6746 


1 


882 




6697 


37065 


A 


6747 


13 


1402 


STGSTHACDLLFSPSPVCLPPAA 

ATMTTSIR\QFTSSS\SIKGSSGL 

GGG\SSRTSCRLSGGLG\AGSCR 

LGSAGGLGSTLGG\SSYSSCYSF 

GSGGGYGSSFGGVDGLLA\GGE 

KA\TMQNL\ND\RLGSYLDKVPC 

PWKEANTELEVKARDLVTRGR 

APGPARDYSQYYRT1EELQNKI 

LTATVDNANILLQIDNARLAAD 

DFRTKFETEQALRLSVEADING 

LRRVLDELTLARADLEMQ1ENL 

KEELAYLKKNHEEEMNALRGQ 

VGGEINVEMDAAPGVDLSR1LN 

EMRDQYEKMAEKNRKDAEDW 

FFSKTEELNREVATNSELVQSG 

KSEISELRRTMQALEIELQSQLS 

MKASLEGNLAETENRYCVQLS 

QIQGLIGSVEEQLAQLRCEMEQ 

QNQEYKILLDVKTRLEQEIATY 

RRLLEGEDAHLTQYKKEPVTTR 

QVRTIVEEVQDGKVISSREQVH 


6698 


37066 


A 


6748 


2 


452 


FLLPSSFSCTHSLLSPTITIVPGP 

DFNLASHIIPDTTPDPHDC1SM1H 

LTFTPFPH1SFFPVPHPDHA*F1D 

G SSTRPNRHTPAKAG Y Al AQAT 

IPPLRTSHFLSIVEIYPQGNNFSV 

FHVLFYYSSGI1QAPSLPYTLRR 

DRRPGTSRA 


6699 


37067 


A 


6749 


1 


1791 





778 
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SEQ ID NO: 




SEQ ID NO: 








NO? H> 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6700 


37068 


A 


6750 


1 


219 




6701 


37069 


A 


6751 


2 


528 


TLTVESKSIKAYKLSLQFPHFTC 














PKTGHALQVSSGFVESPTVTIVP 














GLD1NLASHTIPDNTPEPHDC1S 














LIHLTFTPFPHVSFFPVPHPDHT 














WFIDGSSTRPNCHSPAKTGYA1 














VSSTL11DATALPPSTTSQQAEL1 














ALTRALTLAKGLPINIHTDSKY 














AFHILHHHAV1*AER 


6702 


37070 


B 


6752 


1 


1744 




6703 


37071 


A 


6753 


1 


1376 


MCKRMPGLQASQTVCPFYDKN 














YLDLKRKGTEIKRRERLK.CGTK 














IERRKRLRDSERLEKR1KRGCLP 














DLKLSTE1QINRLRGLYTLLRKE 














RRFGLQET1NYAEVTGIYVKELI 














EDREHLNSGKYIFN1FDIKVPRV 














VFG1IDPYMLWEKKEGTKEGIK 














EGMKRESQKRIKWERSFITFIAL 














NTADRTLMSSAGCYRKQVK1HI 














DALPPPNSQTLKKRGGASL1ISF 














RRQSGPSAAGLWEFARGPFQTL 














FAWLSPAEAAEQQRLLPASSAE 














SFIAEGDPPDAGQSSPPSSLHAA 














AATALMLLEALK1TNYAQLTLY 














SSPNFQNLFSSSHLTHILSADWL 














LQLYSLFVESPTITIVPGPDFNPA 














FHFIPDTTPDPHDC1 SLIHLTFTP 














FPHI SFFPVPH PDHTWFIDG SST 














RPNRHTPAKAGYA/DGRNTSYC 














VLSPVGNSPLVPNPGSARCTEG 














GLLYARA 


6704 


37072 


B 


6754 


400 


820 




6705 


37073 


B 


6755 




1 190 




6706 


37074 


A 


6756 




1002 




6707 


37075 


B 


6757 




3216 




6708 


37076 


A 


6758 




4020 




6709 


37077 


A 


6759 




1155 




6710 


37078 


A 


6760 


2 


346 


SSYLMHILSAPNLLQLYSLFVES 














PTITIVPGPDFNLASHIILDTTPD 














PHDYLSDPPD1HS/TFP/DISFFPV 














PHPGHTWFNDGSSTRPNRHSPA 














KAGHAIVFSTSIIEATALPPSTT 


6711 


37079 


A 


6761 


189 


1201 




6712 


37080 


A 


6762 


1 


231 




6713 


37081 


A 


6763 


1 


834 




6714 


37082 


A 


6764 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 














FHFVFFLASLYVMVTLTTWFR* 














DPCVSGMALNCSFLKIASSSGE 














YLRPTPSYLNQVVRVTMT 


6715 


37083 


A 


6765 


21 


706 




6716 


37084 


A 


6766 




158 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6717 


37085 


C 


6767 


78 


401 




6718 


37086 


A 


6768 


536 


694 




6719 


37087 


C 


6769 


1 


1410 




6720 


37088 


B 


6770 


1 


1836 




6721 


37089 


A 


6771 


306 


487 


VGFLGILF/CFEAIVNVSSLMIW 
LSVCLLSVYKNACDFCTLILYP 
ETLLKLLISSSSLYLW 


6722 


37090 


A 


6772 


714 


1096 


FFLPMSMECSS1CLYPL/CISLRS 
GL*FSLKRSFTSLVSWIPRYFILC 
KSQGMRWLGLGSEA*YSCLL1L 
IRKITQNSVEVLGRRKFLGGGM 
EREWVMFLRAASSGIRGSVGT 
NFKSESRHQISCASV 


6723 


37091 


C 


6773 


1 


2796 




6724 


37092 


A 


6774 


126 


490 


FFLPMSMECSSICLYPLLFPGAV 
VCSSP*RGPSHPL*VGFLGILF/C 
FEAIGNGSSLMIWLSVCLLLVY 
KNACDFCTLILYPETLLKLLISL 
RRFWAETMGFSRYIIMSSANRD 
NLTSSFPN 


6725 


37093 


A 


6775 


1 


550 




6726 


37094 


A 


6776 


578 


865 


mcprdygmlclcsh\cfk:ehly 

FCLHFVMYPVV1QEQVVQFPCS 
* A VLSEFLNPEF*FDCTVV* etv 
CYNF*SFTFAEKSFTSNSVVNFG 
IGVVWC 


6727 


37095 


A 


6777 


1 


2091 




6728 


37096 


C 


6778 


1 


1458 




6729 


37097 


B 


6779 


1 


504 




6730 


37098 


A 


6780 


70 


511 


NHASPG1RNLFLHPRGLRAIT1A 
VFCKQNTYIRLEPFKINVLEQIT 
KH1EKLQCGGVVKQLSRRGNN 
QH1SSTYDINRADTQVRRAVNN 
YD1I\A*ATVSMASRSIRCGSVGS 
LPSSNLPINSVSIRCRARQEGIM 
SSPGQQVGFIA 


6731 


37099 


A 


6781 


3 


306 




6732 


37100 


A 


6782 




3567 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRSIECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRL1GV 

PESDGENGTKLKNTLQDIIQENF 

PNLARQAKVQ1QEIQRMPQRYS 

LTRATPRH11VRFTKVE 


6733 


37101 


A 


6783 


386 


550 




6734 


37102 


A 


6784 


1 


594 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6735 


37103 


A 


6785 




1324 


MGKKQSRKTGNSKRQSASPPP 

fCERSSSPAMEQSWMENDFDEL 

REEGFRRTNYSELQEGIQTKGK 

EVKNFEKNLDECITRITNTEKCL 

K.ELMELKAKARELREECRSLRS 

RCDQLEERHHTTPI PKLTTYLE 

VKLSPANVKEQ VITNCLSDH SA 

IKLELRI KKPTQNPSTTWKLNN 

LLLNDYWVNKEMKSEIKMFFE 

TNENK.NTTYQNLWDAFKAVCR 

GKF1ALNAHKGKQERSK1DTLT 

SQLRELEKQEQTHSKVSRRQEI 

TKIRAEPKE1ETQKTLQKINESR 

SWFFER1NKIDRRLARLIKKKRE 

KNQRDA 1 K.NDEG DITTDPTEIQT 

TIREYYKHLYANK.LENLKEMD 

KFLNTYTLPRLNQEEAESLNRPI 

AGSEIVAIINSLPTK.K.SPGPDGFT 

AEFYQRYKEKLVFGAGYFGM 

WALAALPSNLLKLSQLCQEAA 

EVNVLVQFVCIC*SCLNSVRRQ 


6736 


37104 


C 


6786 


1 


1719 




6737 


37105 


B 


6787 


1 


1098 




6738 


37106 


C 


6788 


1 


1782 




6739 


37107 


A 


6789 


3095 


3217 


CRCLQMAM*WS*AIALSMKIS 
MSPRKPEV*1K.VLAGLCCL 


6740 


37108 


A 


6790 


1 


5364 




6741 


37109 


C 


6791 




2505 




6742 


371 10 


A 


6792 


37 


1214 


K.LLQDLPFSINSSAVEK1SMSTT 

GQVIRCKAAILWKPGAPFS1EEV 

EVAPPKAKEVR1KVVATGLCGT 

EMKVLGSKHLDLLYPTILGHEG 

AG1VES1GEGVSTVKPGDKVITL 

FLPQCG ECTSCLNSEGNFCIQFK 

QSKTQLMSDGTSRFTCKGKSIY 

HFGNTSTFCEYTV1KEISVAK1D 

A VAPLEKVCLISCGFSTG FGAAI 

NTAKVTPGSTCAVFGLG\GVGL 

SVVMGCKAAGAARD/IIGVDVQ 

QGRKF*GRAQELGATEC\LNP\Q 

ALKKPHFKEVLFDMTD AG I DFC 

FEAIGNLDVLAAALASCNESYG 

VCVVVGVLPASVQLK1SGQLFF 

SGRSLKGSVFGGWKSRQHIPKL 

VADYMAEKLNLDPL1THTLNL 

DK1NEAVELMKTGKW 


6743 


37111 


B 


6793 


1 


2280. 




6744 


37112 


A 


6794 


1498 


1764 


LVYLKVMGRMEPSWKTLCRJL 
SRRTSANLSKAGQCSDSGNTEN 
TTKILLKKSNSKTHNCQIHQS*N 
EGKNVKGSQRERSGYPQRGRPS 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6745 


371 13 


A 


6795 


3 


640 




6746 


37114 


A 


6796 




996 




6747 


371 15 


A 


6797 




933 




6748 


37116 


A 


6798 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVY1SRNL 

*NRVKAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSPIWP 

VQK1DGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQPCFLRCQWH1GMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDA VW1 L WQAPISESQ WRPP 

GFWSKALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELP1MNWVFSDLSSPKMCHPQQ 


6749 


37117 


A 


6799 


1 


229 




6750 


37118 


A 


6800 


1 


1011 


MVSTPATLPSLPKPALMASWG 
VPYDQLTKEEKTRVWFTDGSA 
RYAGTTQKWTAVALQPLSRTS 
LKDSSEGKSSQWAELQAVYLV 
VHFAWKEKWPDVGLYTDSWA 
VANGLAGWSETWEKQDWK1G 
DKEIWGRGMWMDLSEWSKAV 
KIFVSHVSAHQRVTSAEEEFNN 
QVDRPL/PVFTQWAHEQSGHSG 
RDGGYSWAQQ-RGLPFTKADL 
AMATAECPICQQQRPTLSPLYS 
T1PQGDQPATWWQIDYIGPLPS 
WKGQKFVLTVIDTYSRYRFAY 
PAHN ASA K.TTIHGLIECLIHCYG 
IPHSIASDQSIHF/TTKEVQ*WAH 
AHGIHWSYHVSHHPEAAGL 


6751 


37119 


A 


6801 


2 


739 


HKMGHAQQHSIIKWK*YICDW 
ARAGPKGTTVAPMASWGVLYD 
QLTEEEKTRAWFTDGSARYAG 
TTQKWTAAALQPLSRTSLKGS 
GEGKSSQWAELQAVHLVVHFS 
WKDKWPDVRLYIDSWAVANG 
LAGWSGTWKKHDWKIGDKEI 
WGRGMWMDLSEWPKPVKIFG 
SHVSAHQWVISAEEDFNNQVD 
KMTCSVDITQPLSPATPVITQW 
AHKQSGHGGRDGGYTWAQQH 
GLPLTKTGLAMATAECPI 


6752 


37120 


A 


6802 


1 


354 




6753 


37121 


A 


6803 


3 


592 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6754 


37122 


A 


6804 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


6755 


37123 


A 


6805 


1 


636 


MEFNDSMHNTFDHIWRTKEYD 
EAGWLLLSSLDKAMKENDELR 
DSNSQIQKQILSLQSSKIILNLTE 
GTVVTQLQNLNSVGIIGSQGGR 
GQVAALSLQRQGASFEWSPEQ 
EKALQQVQTAVQAALPLGPYD 
PSDPMVFEVSVADGNAVWSLW 
QAPIGELQWR TLEFWSKALPSS 
ADNYSPFGRQLLACYWALVET 
EHLTVDMQVT/M*PELPIM 


6756 


37124 


A 


6806 


1 


672 




6757 


37125 


A 


6807 


308 


470 




6758 - 


37126 


A 


6808 


I 


1908 




6759 


37127 


A 


6809 


1 


1218 


MGIIGSRGGRGQVAALKRQRQ 
VTKKAASFEWGPEEEKALQQV 
QAAVQAALPLGPYDPADP1VLE 
VSVADRGAVWSLWQVPIGESQ 
QRPLGFWSKALPSSADNDSPFE 
RQLLACYCAI.VETERLDMGHQ 
VTMRPEVLIINCVLSDPSSH/Q\G 
WRLCMDSATWTSTYQ/A*PGY 
GHC*VPNLPAAETNTDPSIWHH 
S/YG*LASYLV1G*LHWTSS1ME 
GAEVCPHWNRHLLRJ*VCLSCT 
QCFCED/SHPW1HE/ASYLPSWH 
ST*HCL*SRHSPYS*RSVAVGSC 
SWNSLVLPCSPSS* SSWINRMV 
EWPFEVTITMPTR*QYSAGLGK 
SSSEGCVCSESASNIWYCFSRSQ 
DSWVQESRGGSGSGTIHHHF** 
PTSKIFASCFLDIMFCWT*GCS/S 
* WRN A ATRRHNNNFI 


6760 


37128 


A 


6810 


901 


1 142 


GPEDLQGLFILSFQDPLL/SHPV 
CLEALAPFPSPPVVPISSFPPHVA 
GEFWLYPSGAA/RASSDAQSWT 
VIAVSPLRGLNSWG 


6761 


37129 


B 


6811 


1 


1452 




6762 


37130 


A 


6812 


122 


1838 




6763 


37131 


A 


6813 


101 


249 


MTHVTALRTSSNLMRN*RKVG 
EAKSQQEH*S*QACHLKSRMSS 
SRLWIN 


6764 


37132 


A 


6814 


1 


1074 




6765 


37133 


A 


6815 


310 


397 


LT1 WQDSNPGSCL*GCSVCAH A 
/CVGGQHMVCF*PSYSLYLKSE 
PKEGTGRNKDPDLNSQNRKGF 
LEQIHFQ 


6166 


37134 


A 


6816 


1 


583 
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NO? 10 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6767 


37135 


A 


6817 


1 


486 




6768 


37136 


A 


6818 


2 


1001 




6769 


37137 


A 


6819 


1 


2307 




6770 


37138 


A 


6820 


3 


393 




6771 


37139 


A 


6821 


1 


1776 




6772 


37140 


A 


6822 


1 


1140 




6773 


37141 


A 


6823 


1 


558 




6774 


37142 


A 


6824 


2 


798 


PRVR1FFSITWYSLRVLTEISLW 
GGLI L V VIITIQ YDMTRTRNKY L 
HTNSLVALANMSAQFR\SLHQY 
A A\QR1 1 RLFSLLSKKHNKVLEQ 
ATQSLRGSLSSNDVPLPDYAQD 
LN VIEEVIRMM LAEIINSCLATNS 
LHHNPNLGITPWLLQ\RRSLWN 
NFR\THPSFQGINGKILIWVIF/LS 
/SRLQGLAGKLGAELSVERVLE1 
IKQGVR\SLPKDRLKKFPELKFK 
YVEEEQPEEFFIPYVWSLVYNF 
SSRPVLG1PQD1PAVSPWVSD 


6775 


37143 


A 


6825 


3 


206 


PSASRPAWHAPALHPSPVPARG 
WQPPTGLHPLREQRGLGQHM* 
QSSGQQPQGGVGPGSHFPGAL 
WAQL 


6776 


37144 


A 


6826 


200 


601 


EMGSCDQWQRPCVPWEAVVM 
PRDP/LKMALAVVWPKMKAPR 
VTK.RTP* LTSTHQLAG LTSS1SE 
SLA*MRHSPGKTKMKQAARPP 
MTEITLPMSGMKS/VQQQGEQE 
PDQRLQHSPPPLPPHVLLHWHP 
LVAQPQA 


6777 


37145 


B 


6827 


25 


1407 




6778 


37146 


A 


6828 


1786 


1795 


H C * LN ALPSG ETWG QKRGLPG 
TQLPLPL/VPLRAPKGRSPKGSK 
GPTHHTWALSSFSLTPSQVTVG 
TEDQATSASGRPWLRIGTGPGG 
GRVWAGRDS\RGVPALTVLHV 
LSSLGRETP*RPCLRGPTAPAGP 
K.RAPGKWLPWSQAPPCGCCPR 
*LSHVL*DRNRCAW*KGGGRG 
L/LRAPTPVPELAPHPCGPAPTL 
SKPLSSPNMPAQGLTQE*PGSV 
ANLPPYGPALLCLGRREWDER 
GQVG*VPTESEME*RRTEPLKT 
PGDCSAAASKIPSFFSNRTPFPPL 
CPHKNKLKGT 


6779 


37147 


A 


6829 


1 


311 




6780 


37148 


A 


6830 


1 


402 




6781 


37149 


A 


6831 


1 


750 




6782 


37150 


C 


6832 


130 


450 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6783 


37151 


A 


6833 


1 


875 


MRLLRLKLKVEQHVELYQKYS 
NNSWRYLSNRLLAPSDSPEWLS 
FDVTGVVRQW/VWSRGGEIEGF 
RLSAXHCSCDSRDNTLQ V DING F 
TTGRRGDLATIHGMNRPFLLFM 
ATPLERAQHLQSSRHRRALDTK 
YCFS\STEKNCCVRQLYIDFRKD 
LGWK\WIHE\PKGYHANFCLGP 
CPYIWSLDTQYSKVLALYNQH 
NPGASAAPCCVPQALEPLPIVY 
YVGRK.PKVEQLSNMIVRSCKC 
NLGPAPPRPAPAGPAPPRPAPV 
ALPMGAVFKDTRAPSPPGAPLK 
MERGKKKKKK 


6784 


37152 


B 


6834 


162 


635 




6785 


37153 


A 


6835 


2 


1846 




6786 


37154 


A 


6836 


322 


2104 




6787 


37155 


A 


6837 


1 


352 




6788 


37156 


B 


6838 


92 


1774 




6789 


37157 


A 


6839 


260 


1016 




6790 


37158 


A 


6840 


479 


1937 


DVEHVGKMRRRWRRRVVVAD 

GNVVKPMSCAGDLQ/PFTRVTV 

HWGKGNDQTFQDLLDTGSELT 

L1PGDPKRHCGPPVK1GAYGGQI 

ING VL AQ VQ LTV DA V G P WTHP 

VVIFPVPECIIG1DMLSSRQNPHT 

GSLTGRVWTIMVRKAKWKPLE 

LPLPRKIVNQKQYHIPEG1VEIS 

AT1KDLKDAGVV1PTTSPFNSPI 

WPVQKTDGSWRMTVGYCKLN 

QVVTPIAAAVPDVVSLLEQINT 

PPGTW Y A A 1 DL ANDF 


6791 


37159 


B 


6841 


20 


26 




6792 


37160 


B 


6842 


2 


207 




6793 


37161 


B 


6843 


187 


405 




6794 


37162 


A 


6844 


451 


770 


LFLFLLSSHPRRSSASWYRHRH 
PHHPSAARLPVADSASSSSSPSS 
SSPSPSSSSSSSSPPSSSSFVYPHC 
QPPAPHFPH * H SR* QGRLFHFLP 
LPQLPSSPLSPWW 


6795 


37163 


A 


6845 


1 


417 




6796 


37164 


A 


6846 


191 


314 




6797 


37165 


A 


6847 


129 


212 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6798 


37166 


A 


6848 




192 


CALNAGL/IGENEAKXRRSKVT 
QEADFPGSMDGASNFVRGDAI 
AG1LIMVINIVGGLLVGVLQHG 
MSMGHAAESYALLTIGDGLVA 
Q1PALVISTAAGV1VTRVSTDQD 
VGEQMVNQLFSNPSVMLLSAA 
VLGLLGLVPGMPSLVFLLFTAG 
LLGLAWWIRGREQKAPAEPKP 
VKMAENNTVVEATWNDVQLE 
DSLGMATGLLT*PIFRAQWTGQ 
VTLFAAMPSPGSSSWSLTLSAG 
CWSACCNMA 


6799 


37167 


D 


6849 


65 


1129 




6800 


37168 


B 


6850 


46 


1038 




6801 


37169 


A 


6851 


2 


413 


PSFQGPVSLPS1TVVSIDSQASKP 

LKTPQLWCQLRQYSFKHSFLV 

VPTCPVPLLG*DTLTKLSASLTI 

PGLQPHLIATHLNPQVEDTSIPS 

LATYHAPLTISLKPNHPYPSQC 

QYPIPQHALKGLK.PV1THLLQH 


6802 


37170 


C 


6852 


35 


346 




6803 


37171 


C 


6853 


239 


484 




6804 


37172 


A 


6854 


I 


1020 




6805 


37173 


A 


6855 


3 


131 




6806 


37174 


A 


6856 


1 


956 


MAGALPPASLPPCSLISDCCASN 
ERSSMGIGPSEPCAGYNLLVCR 
LTKKKR1RSTNKVWDYVKRPN 
LRIIGVPEEEENSKSCENILGEIIE 
ENFPSLATDLDIQIQEAQRTPQK 
FITERSLPRYIVIRLSKVKTKERI 
LRAVRQKHQ1FLTQRLKTNTAQ 
SPQKLPGPSQTLLVTLTRE1TIVP 
GLDFNPASHI1ADTTPDPHDC1S 
LIHLTFIQFPHISFFPVPHPDHTW 
FING SSTRPNRH SPAKAG Y A I V S 
STS1IEATTLPSSTTSQQAEFIAL 
TQAI.ILAKGLCIN1YADSKY/AF 
HILHHHA VI WA ERDTFTG 


6807 


37175 


A 


6857 




1269 




6808 


37176 


A 


6858 


1 


741 




6809 


37177 


B 


6859 


411 


1257 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6810 


37178 


A 


6860 


438 


3997 


SPLPHSTPISHPAACFKKIKACY 
HLPATAWPFKAYK.LSLQFPHFT 
CPKTRQGLQHNSHKNTRALPD 
YRLRL1SQTPIPSTKQQLLSFLG 
MVSKVRILTQELGPRPIAFLSKQ 
LDLTVLTQPSCLHAAAAAALIL 
LKALKITKYAQLTLYSSHNFQN 
LFSSSYLMH1LSAPWLLQLYSLF 
VESPTITIVPGTDFNPASHIILDT 
TPDPHDCISLIHLTFTPFPRISFFP 
VPHPNHIWFIDGSSTRPKCHSPA 
KAGY 


6811 


37179 


A 


6861 


245 


505 




6812 


37180 


A 


6862 


346 


522 


PAPEFWVHG*NVSPLSL*SKEQ 
EDRGFISQGRSPDLSHGTKFHV 
RPCEETTKQALCEQH 


6813 


37181 


A 


6863 




879 


SGDLPWEINPPSSYTLLCEKDPP 

T FSGPQTNQPKKHALTNFKSETK 

ETRFI RG PTTPAP VTD WEG SLPL 

VFNHSRDTSLI1HPGFRGVRPRR 

DACLGPSPLAASPTFLGKGPAA 

PRQTELGPNSSSASAPPPYNPFI 

ASPPHTWSGLQFPSMTSPPPPA 

QQFTLKKVA G A KG 1 V K.DLINLT 

FKVYNNRKKLQFLASTVRQTP 

ATSPAHKNFQTPELQQPGVPPE 

PPPRGACYKFQKSGHRAKECLQ 

PRIPPKPHP1CVGPHWKSDCPTH 

LAATPRAPGTLAQGSLTPSQIFL 


6814 


37182 


A 


6864 


143 


331 


DTSTPSLVTDHASLT1SLKPNHF 
YPD*CQ Y PIPQH ALKG LKP VITC 
LLQHGLLKPINSPYPRA 


6815 


37183 


A 


6865 


1 


783 




6816 


37184 


A 


6866 


32 


415 


WRHALKGLKPVITRLLQHGLL 
RPINSPYNSPFLLVLEPDKPYRK 
RK*1SPPNRHILASVEVLKNQVN 
SHEFERSALIHTLTSGLAPCSLH 
KMCSKLPRSFLSVGSGTGKEAR 
SKILTFRTASRHLVL 



787 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 

sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6817 


37185 


A 


6867 


1 


1374 


MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMA1LPK 

VI Y RFN A 1 PI K.LPMTFFTELEKTT 

LKFIWNQKRAR1AKSILSQKNK 

AGGITLPDFKLYYKPTETKTAW 

YWYLNRDIDQWNRTEPSEITPH 

TYNYLIFDKPEKNKQWGKDSL 

FNK.WCWENWLAICRKLKLDPF 

FTPYTKIN SRWIKDLN VRPETIK 

TLEENLG1T1QD1GVGKDFMSKT 

PKAMATKDK.TGK.WDLIKLKSF 

CT AKETT1 R VNRQRV A A L LN S A 

V FQN A VE V VV WPSSE VHVKFL 

FCKJISCAGQKQPIKFDGSSSLS 

GVATAMMSATIAHLKR1KACY 

RSPVTAWTFKAYKLSLQFPHFT 

CPKTGQALQ*HT*KGLKPVIAH 

LLQHGLLKP1NSPYNSLILPVQK 

PDKPYRKLESFTSKA1KWHQIPS 

\PGKHLC**GS*RSPVTAWTFKA 

YKLSLQFPHFTCPKTGQALQEA 

GV1HFKGHQMASDPITQGNTYA 

NK.VAKEAASVLTSVPHGQFFSF 

SSVTPTYFPTEIDFTYMPQVRKL 

KHLMV 


6818 


37186 


A 


6868 


122 


281 




6819 


37187 


A 


6869 


2 


2144 




6820 


37188 


A 


6870 


224 


418 


LSQWRHALKGLKSVITRLL*HG 
L LKPIN SP YN SP1 VP VLKPDKTY 
RKVESFTAKTIKRCQ1PLL 


6821 


37189 


A 


6871 


5 


289 




6822 


37190 


A 


6872 




2205 




6823 


37191 


C 


6873 




2082 




6824 


37192 


B 


6874 




1614 




6825 


37193 


A 


6875 




2067 




6826 


37194 


A 


6876 




1152 




6827 


37195 


A 


6877 




798 




6828 


37196 


C 


6878 


488 


788 




6829 


37197 


A 


6879 


90 


765 


NTVFGLVVLPLELKLRIFRLLD 

VRSVLSLSAVCRDLFTASNDPL 

LWRFLYLRDFRGDFRND1YSWT 

TKDFEYYINLVDKTEARFEKVD 

SDFESFTVGKMPSNSIACTEKSF 

MKGRVSQCDKKPVITRLLQHG 

LLKPINSPYNSPILPVLKPDKPY 

KL VQDLHR1NQIVLPI H PCGAQP 

HTLFCPQYLPPQLTIPVPDLKDA 

FFTIPLQPSSQ\PLFAFT*TDPDT 
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SEQ1D 

NO: 


SEQ 10 NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6830 


37198 


A 


6880 


1824 


2286 


PRVLRPNSPRN1SPISNRIFSD*R 
CP1ASEASWT1TDALG/RLLQWR 
HGLLNP1NSPYNSPILPVQKPDK 
PYRLVQALLSLPQLPLFLAWTSI 
WPPTLFRITLLNPMTVSL*ST*H 
SLHFPMFPSFLFLTLITLGLLMA 
VPLGLIATHQQRRAML 


6831 


37199 


A 


6881 


930 


1289 


LSQWTDGLLKPMNSPYNSPILP 
VLKPDKPYK\*VQDLRLINQIVL 
P1HPVV\PNPYTLLSSIPPSTTHY 
SVLDLKLAFFT1PLHPSSQPFFAF 
TWTDPDTHQAQQIT*AVLPQSF 
SDSPHE 


6832 


37200 


A 


6882 


2 


196 


IHGCKFIQCKRILSNFTEVADHV 
HDQIRL*TGIRLLTQPQPRLSCR 
HQVAQHSVCRYLCQLPLL 


6833 


37201 


A 


6883 


2 


1441 


LNQEEGESLNRP1TGSEIEAIINS 
LPTK.KSPGPDGITAEFYQRYKE 
ELVPFLVKLFQSTEKEGILPNSF 
YEASIIL1PKPGRDTTKKENFRPI 
SLMNIDAKILNK1LANRIQQHIK 
KLIFTNGQH 1MRTNDKSHIIISIDA 
EKTFGK.IQQPFMLKTLNKLGID 
GTYLK.IIRAIYDKPTANIILTGQ 
KLEAFPMKTGTREGCPLSPLLF 
N1VLEVLARAIRQEKEIKG1QLG 
KEEVKLSLFADDMIVYLENP1V 
SAQNLLRLISTFSKVSGYKINVQ 
KSQAFLYTNNRQTESQILSELPF 
TIASKRJKYLGIQLTRDVKDLFK 
ENYKALLNEIKEDINKWKNIPC 
SWVGRJNIVKMAILPKVIYRFN 
A1PIKLPMTFFTELEKTTLKFIW 
NQKSARIAKSILSQKNKAGGIM 
LPDFKLYYKATVTKTAWYWY 
QNRDIDQWNTTEPSEIMLHIYN 
Y/L I FN KPEKNKKWGKDSLFNK 
WCWENWL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6834 


37202 


A 


6884 


69 


2415 


DKTSRGTI RQQRLRFTN I RCSAA 

TAADIQANRVWRGPPANSNRP 

AAXRVLTVRRKTNKQKGHPHQ 

KPICTSPSSNTKE1QTT1REYYKH 

LYANK.LENAEERDKFLN1YTLP 

RLNQKEVESLNRP1TGSE1EAIIK 

SLPTKKSPGPDGFTAK.FYQRYK 

EELVPFLLK.LFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAR1LNKILANLIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINIlQHNfNRTKDKNHMlISIDA 

EKPFDKIQQPFMLKTLNKLDID 

GTYLKIVRAKYDKPTANIILNG 

QKLEAFPLK.TGTRQGCPLSPLL 

FNIVLEVLAREIRQEKEIKGIQL 

GKEEVKLSLFVDDMIIYLENPIV 

SAQNLLKLISNFSK.VSGYKISVQ 

KSQAFLYTNNRQTESQTMSELP 

FT1ASKRJKYLG1QLTRDVKDRF 

KENYKSLLSE1KEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 

N A I P 1 KL PMTFFTELEKTTL KFI R 

NQKRAR1AKSILSQKNKAGG1T 

LLDFK L Y Y (CAT VTKTA WYWY 

QNRHVDQWNRTEPSEIMLHIY 

NYLIFEKPDINK.QWGKDSLFNK 

WCWENWLAICRK.LKLDPFLTS 

YTK1NSRWIKDLNVRPKT1KTLE 

exit r > Mxir^r*ir^A/ir^k' r*CN/tcvnri>v 

AMATKAKLDKWDLIKLKSFCT 
AK ETT1 R VN RQPTG WE KI F AT Y 


6835 


37203 


A 


6885 


1 


2358 




6836 


37204 


B 


6886 


1 


1443 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
endnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6837 


37205 


A 


6887 


452 


2913 


KMGLAREWILRFLVLILQEIRS 

MRQKENKD1QDLNSALHQADL 

1D1YRTLHPKSTEYTFFSAPHCI/ 

RTYSK1DHTLGSKALLSKCKITE 

IITDSQTTVLSELRIKKLTQYNRS 

AT WKLN/M LLN D Y WVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTFKAVCRGKFIALNAHKRKQ 

ERSK.1DTLMSQLKELEKQEQTH 

SKVSRRPIPSSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEAS1ILI 

PKPGRDTTEKENFRPISLMNIDA 

KILNKILANRIQQH1KKLLHHDQ 

VGF1PGMQGWFNICKSINVIQHI 

NRTSDKNHTI1S1DAEKAFNKIQ 

QLFM LKTLNKLGTNGM YLKI V 

RA IYDK.PT ANIILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RAIRQEKEIQGIQLGKEEVKLSL 

FADDMI VYLEN PI VSAQNLLK.LI 

SNFSKVSGYK INLQKSQAFLYT 

NNRQTESQIMSELPFTTASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NE1KEDTNKWRNIPCSWVGRIN 

IVKMAILPKVTYRFNAIPIKLPM 

TFFTELEKT1LKFRWNQKRAHI 

A KTI LSQKNKAG G 1 RLPDFKLF 

YKATVTKTARYWYENRD1DQ 

WNRTEPLEIMPHI YNHL1FDKPD 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTSYTKINSRW1 


6838 


37206 


A 


6888 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6839 


37207 


A 


6889 


2 


2400 


SMRQKENKDIQDLNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHCI 

/RTYSKIDHTLGSKALLSKCKIT 

EIITDSQTTVLSELRIKKLTGANR 

S ATWKLN/MLLN DYWVHN EM 

KAE1KMFFETNENKDTTYQNL 

WDTFK.AVCRGKFIALNAHKRK 

QERSKIDTLMSQLKELEKQEQT 

HSKVSRRPIPSSEIEAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTEKENFRPISLMNI 

DAK1LNKILANRJQQHIKKLLIII 1 

DQVGFIPGMQGWFNICKSINVI 

QH INRTSDKN H TI I S1DAEKA FN 

KIQQLFMLKTLNKLGTNGMYL 

KIVRAIYDKPTANIILNGQKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKEIQG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINLQKSQA 

FLYTNN RQTESQIMSELPFTTA S 

KR1KYLG1QLTRDVKDLFKENY 

KPLLNE1KEDTNKWRNIPCSWV 

GRJN1VKMAILPKVTYRFNAIPI 

KLPMTFFTELEK.TILKFRWNQK. 

RAHIAKTILSQKNKAGG1RLPDF 

KLF YKATVTKTA R YWY EN RD1 

DQWNRTEPLE1MPH1YNHL1FD 

K.r UK. IN K.l^WtjrvDbLr NNWLWb 

NWLAICRKLKLDPFLTSYTKIN 
SRWI E D LN VRPKT1 ETLEEN LG 


6840 


37208 


A 


6890 


1 


1515 




6841 


37209 


A 


6891 


1 


1428 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


6842 


37210 


A 


6892 


150 


1920 


NYQCREVLKGPDGAENHGTRT 

T*RMHK.\LSSQFSQLEERVSGM 

EDQTNETKDTHRLKIKGWRKIY 

QANGKQKKAEAAILVLDKTDF 

KPTKIK.GDKQGHYIMVKGSJQQ 

GQLTILN1YAPNTGASRLIKQVL 

RDLQRDLDSHTIIMGDFNTRLS 

TLDRSTRQRLNKDIQELNSALH 

QVDL1DIYRILHTKSTEYTFFSA 

PHHTYSKIDHTVGSKALLSKGK 

RTEIITNRLSDHSAIKLELRIKEL 

TQNRSTTWK.LNNLLLNDYWNL 

WDTFKAVCRGKFIALNIQK.RK 

QERSKIDTLTSQFKELEKQEQT 

HSKASRRQEITKIRAELKERETQ 

KSLQKISESRSWFFEKINMDTP 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIRQYYKHLYAN 

KQENLEEMNKFLDTYTLPRLN 

WEEAESLNRPITGSEFEA1INSLP 

IKKSPGPDGFTAKFYQSYK.EEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKDNFRPISL 

MN1DAK1LNKILANKIQQHSKK 

LIHHNQVGFIPGMQGWFNTCKS 

IN11QHINRTKDKNHMIISIDAEK 

AFDK.IQQPSC 


6843 


37211 


A 


6893 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6844 


37212 


A 


6894 


2 


1880 


APNTGAPRF1KQVLSDLQRDLD 

SHTIIMGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTEYTFFSATHHTYSKI 

DH1VGSKALLSKCKRTEIITNCL 

SDHSAIKLELRIKKLTENRSTTW 

KLNNLLLNDYWVHNEMKAEIK 

MVFETNDTLPRLNQEEVESLNR 

PKTGSEIEAIINSLPTKK.SPGPDG 

FTAEFYQRYKEELVPFLLKLFQ 

S1EK.ERILPNSFYEASIILIPKPGR 

DTTKK/EENFRPISLMNIDAKIL 

NK1LANRIQQHIKKLIHHDQLGF 

IPGMQGWFN1CKSMNVIQHINS 

PKDKNHMIISVDAEKAFDKIQQ 

PFMLKTLNKLG1DGTYLKIIRAI 

YDKPTASIILNGQKLEAFTLK.TG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKE1KGIQLGKEEVKLSLFA 

DDM1VYLENPIISAQNLLKLIGN 

FSKVSGYTINVQKSQAFLYTNN 

RQTESQ1MSELPFTIASKRIKYL 

GIQLTRDVK.DFFKENYKPLLNE 

IKEDKNKWKNIPCSWVGRINIV 

KMAIPPKVIYRFNAIP1KLPMTF 

FGM1FLSQKYGHVTLLFRLLQW 

LLNVARNNNKVFYK1YKVGHK 

LSSAYVLCLTCSHFSVSFL 


6845 


37213 


B 


6895 


13 


1506 




6846 


37214 


A 


6896 


1 


6635 


MTPESRDTTDLSPGGTQEMEGI 

VIVKVEEEDEEDHFQKERNKVE 

SSPQVLSRSTTMNERALLSSYL 

VAYRVAKEKMAHTAAEKIILP 

ACMDMVRT1FDDKSADKLRT1P 

LSDNTISRRICTIAKHLEAMLIT 

RLQSGIDFA1QLDESTD1ASCPTL 

LVYVRYIPLKLRLGGLLQPEKPI 

VLKVESRDGTIQYNSQQHINLS 

AAWLKTAVQGREAPGKQPSKQ 

QHSAKRKTHRTQLKKESGDGP 

HPKFGGGNLASP 


6847 


37215 


B 


6897 


1 


3045 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cotlon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6848 


37216 


A 


6898 




2764 


MARELHDKCTSFSSRFDQLEES 

LSAMEDQMNEMMREEK.FREK 

RRKRNEQSLQEIWDYVK.RPNL 

HLIGVPESDRENGPK.LENTLQDI 

IQENFPNLARQGNIQIQEIQRMP 

QRYSSRRATPRHUVRFTKVEM 

KEKMLRAAREKEIQTTIREYYK 

HFYANELENLEEMDKFFETYTL 

PRLNQEEVESLNRPITGSAIEAII 

NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEG1LPNS 

FHEASI1L1P 


6849 


37217 


B 


6899 




3549 




6850 


37218 


A 


6900 


387 


541 




6851 


37219 


A 


6901 




545 




6852 


37220 


A 


6902 


71 


370 


RRCKVRPSARG VLRY A VCVC V 
CVCVYPCVHVCTCVRMCLCVC 
VCVCE/CSVEIHCGGQGCARCIC 
LQPQEGGCTEQAVALHCAAQL 
WRNRLKLMKQPVARV 


6853 


37221 


A 


6904 


1 


738 




6854 


37222 


A 


6905 




567 




6855 


37223 


A 


6906 




1416 




6856 


37224 


A 


6907 


3 


1267 




6857 


37225 


A 


6908 




552 


NALPGRKSRVFSGCVSADTWK 
PPSSAKVTETKGASPAFLRAGQ 
PRLVPGETLEKSLGPGKDPQVE 
PQHPVHLPGISSEGFPWDGFNE 
QTPKD\LPNRDGG A WV LG YRA 
GPACPFLLHEEREKSNRSELYL 
DLH PDH SLTEQDDRTPGRLQA 
VWPPPKTKDTEEKVGLKYTEA 
EYQAA1LHLKRE 


6858 


37226 


A 


6909 




561 




6859 


37227 


A 


6910 


219 


1343 


RRLCHTQPTLGMRERSELVNV 

CVHSVFSLPSVQAMQEKDEAK 

AETIQALYHQTLEALQTLLKAL 

FIEDPTPAGLKSILEALGPWMNS 

GKAHERARAVNTNVSVLNHM 

LLTLPFFMPLGFPALGLLLGRLI 

LHIGDPDEEIGCEALDG11ILYTI 

LELQKRARDKEETNKKELYES 

NKHFLGPYNPVSPCQNILRVIEE 

FGDFLGPQQ1KDLLLAALEGLK 

GSSEAPGKDSREMMQLASEVM 

LSSVLEWYRHRALEVIPEIMQGI 

YMQLSHIQEPRARQVALLPVSL 

LASSFMTEVVVALLMCPLPLNR 

QPAACASSCPSTAAWAV*GAST 

LSCSWPCSFRSITTSASTCLAAW 

LLPRTPRRVHSPLPSYLCAGW 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


6860 


37228 


A 


691 1 




730 




6861 


37229 


A 


6912 


2 


1218 


ERKCMQGKYAGAMESEPCVCT 

EADFDCDYGYERHSNGQCLPA 

FWFNPSSLSKDCSLGQSYLNST 

GYRKVVSNNCTDGVREQYTAK 

PQK.CPGKAPRGLRWVTADGKL 

TA\EQG HNVTLMVQLEEGDVQ 

RTLIQVDFGDGIAVSYVNLSSM 

EDGIK.HVYQNVGIFRVTVQALV 

RLPPH1SQCDEVFRFFEARPEDV 

NPPKDQALLLGELGPAVELCLK 

EERFADAIILAQAGGTDLLKQT 

QERYLAKKKTK1SSLLACVVQK 

NWKDVVCTCSLKNWREALAL 

LLTYSGTEKPPELCDMLGTRME 

QEGSRALTSEARLCYVCSGSVE 

RLVECWAKCHQALSPMALQD 

MHVISTDENQVFAAVQEWNQN 

DTYNLYISDTRGVYFTLALENV 

QSSRGPEGNIMIDLYEVT1 


6862 


37230 


A 


6913 


1 


1659 




6863 


37231 


A 


6914 


540 


824 


KPRLENYVKNAEASGADA1NW 
KKGY/LVMEDEMNEMKREGKF 
REKRI KRN EQSLQE1 WD YVKDQ 
IYVRLVYLK.VTGRMEPSWKTL 
CR1LSRRTSP1 


6864 


37232 


A 


6915 


1 


939 




6865 


37233 


A 


6916 


285 


458 


QVFSQLEGR1ALGKFQRPSSLPT 
GKWTQRCWWGAQWE*D*LFG 
LHGWWVRPVIAGFP 


6866 


37234 


A 


6917 


32 


171 




6867 


37235 


A 


6918 


294 


461 




6868 


37236 


A 


6919 


2 


255 


L1PCPA rVNNVSDIMGMYMKE 
CSASLITREMQIRTTIMRHHLTS 
IGTEMIRK7SKNNECWSGRECQ 
TVGAGQCVRAPCASRSRARH 


6869 


37237 


A 


6920 


2 


393 




6870 


37238 


B 


6921 


87 


633 




6871 


37239 


A 


6922 


78 


260 


TQYLRWKCRNHRLLRRSCWEL 
♦TRAVPIRPSWLQNRYQGTSRF 
CVCFEESSGTPSTQLEI 


6872 


37240 


A 


6923 


1 


369 


FVLHEKCLGPFIWTGNTNVEM 

VKKICAPT*TKHVVW*LES*M 

WEEPRWPMGKAPVYSSQREQR 

RRRVISAFPSEGVLPSTFKNKKF 

TVKQPQVGRSVGIPEEGIVI1GD 

GQLQGCLLPLKTF 


6873 


37241 


A 


6924 




201 


LKEMQINTTMRYHS\TPSRTS*\I 
KKTDNNKFWMRMTEKLETSY 
CWWECETMQPRWKVSLQYLL 
PLI 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 




NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6874 


37242 


A 


6925 


1 


2064 




6875 


37243 


A 


6926 


95 


752 




6876 


37244 


A 


6927 


2237 


5072 


RAKSPANI1MTGSNSHITILTLN 














VNGLNSPIKRHRLASW1KSQDP 














SVCCIQETHLMCRDTHRLKIKG 














WRK1YQANGKQKKAGVAILVS 














DKTDFKPTKIKRDKEGHYMMV 














KGSIQQEELTILNMYAPNTGAP 














RFIKQVLSDLQRDLDSHTL1MG 














DFNTPLSTLDRSTRQKVNKJDTQ 














ELNSALHQADLIDIYRTLHPKST 














EYTFFSAPHHSYSK.1DHILGSEA 














LLSKCKRTEIITNYLSDHSAIKL 














ELRIK.NLTQSR 


6877 


37245 


A 


6928 


3 


331 




6878 


37246 


A 


6929 


364 


853 




6879 


37247 


A 


6930 


2 


531 


RPRVRELVGGSAIQALKEWNTT 














GKLRINH* KRCG STQHHGSKY A 














TDKEERPDUCPLQPQPPQIQNG 














PMNGCEKDSSSTDSAN EKPALI 














PREKKISILEEPSKALRGVTGPNI 














EKSAKDLQRCTVSLTRYRVMIK 














EEVDSSVK.K1TAAFAELHNCIID 














KE A SLM A EM GTVNEQ A M RC. 


6880 


37248 


A 


693! 


1 


456 


1SILEEPSKALRGWTEGNRLLQ 














QKLSLDGNPKP1 HGTTERSDGL 














QWSAEQPCNPSKPKAKTSPVKS 














NTPAAHLEIKPDELAKKRGPN1 














EKSVKDLQRCTVSLTRYRVM1K 














GEVDSSVKN1KAACAEFPIC1ID 














KEVSLMAEM\DKVKGRKPW 


6881 


37249 


A 


6932 


333 


964 




6882 


37250 


A 


6933 


240 


691 




6883 


37251 


A 


6934 


1 


2076 




6884 


37252 


A 


6935 


14 


485 


RRSLESV LSRKLNPF* KATGTSR 














SESAVWAIIDAVSSPQK.RLLDSE 














F1DPLMNKKARISHLTNRVPPTL 














NGHLNPTSEKSAAGLPLPPAAA 














AIPTPPPLPSTYLPISHPPQIADS 














HSPAAPVQGIQPFLTADQYWLE 














NRYPSQHLSRVTASRARHQT 


6885 


37253 


A 


6936 


1 


643 




6886 


37254 


B 


6937 


1 


408 




6887 


37255 


A 


6938 


2 


197 




6888 


37256 










CLWLFQEEEEEEEEEEEED*EEE 














EEE/EEEEEEEEEEEEEEEEEEEE 














FLGHRVG1 


6889 


37257 


A 


6940 


117 


257 
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6890 


37258 


A 


6941 


46 


219 


LKECNCIVCNSKNKCLKG*KKK 
EEEEEEEEEEEEEEEE\EEEEEEE 
EEEEEEEEEEEGRRGRGRGRRR 
RRRRRRKKK 


6891 


37259 


A 


6942 


1 


1314 


MVSRIWSWISEAQCPLCRPSGT 
YGPGEAALLLWLC1EAAAAAA 
AARSTTTPIITNHQSNTIAEQNP 
PRHENGDPKTYIIHVLAEQVLE 
RLPHGVALRHDPLAPVVSRAG 
GVGHQRCAADDALQPLLQGRP 
EPGLAERHGVQDNLILKVSHTH 
TQKSAEKRAVSDPSSTVHRPQP 
LPPSTVHQSTIPSNPDSSSAYCL 
PSTRHGFSSYTDSFVPPSGPSNP 
MNPTIGNGLSPQRVHYQHLPTII 
AGGKRNAALEYGVPRKYYHM 
LK1TASDYEKTKPFQVGDKVM 
GSGWRKVGMQT*FL*LKKEEE 
EEREEEE\EEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEENSLSLTE 


6892 


37260 


A 


6943 


1 


160 




6893 


37261 


A 


6944 


1 


306 




6894 


37262 


A 


6945 


1 


933 


MWLARELEESLAVSLQGEPGL 
LAGAGRLQGSPFSHPMEPGRQS 
ETLSQKKKKKEEEEEEEEEEEE 

EEEEEEEEEEEEEGEEEEGEEEE 
DQLDTMWGTHQQTSPTQRSAR 
RRPCSVQGPRS*SPFSIIPMEPGR 
QSETLSQKKKKKEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEGEEEEGEE 
EEDQLDTMLWDSSTNLTNTAL 
SKEKTMFSSRAKIVKPNGEKPD 
EFESG1SQALLELEMNLDLKAQ 
LWELNITAAKE1EVGGGRKAIII 
FVPVPQLKSFQKTQVQLRRILP 
JCPTQKSCTNNKQKLPRSCTLTA 
VHDAILEDLVFPSEIVGKRIHVK 
LDGSHLIKIHLDEAQQNNVEHK 
VEPFSGVYKK.LMGKDVNFEFP 
















6896 


37264 


A 


6947. 


416 


610 


EFKKPVLEGG A* RGEGGSPC V 
WSFFDPVHFNYQAGLFRVALP 
GEQCRTGRLVARVYTG1SGASF 


6897 


37265 


A 


6948 


1 


846 
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codon for last amino acid 
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6898 


37266 


A 


6949 




620 


HVTLL1VVTQSHLVIHNLFEGMI 
WFIVPISCVICNDIMAYMFGFFF 
GRTPLIKLSPKKTWEGFIGGFFA 
TVGFGLLLSYVMSGYRCFVCP 
VEYNNDTNSFTVDCEPSDLFRL 
QEYNIPGVIQSA\IGW\K.TVRMY 
P\FQIHSIA\LSTFASLIGPFGGFF 
ASGFKRAFKIKDFANTIPGHGGI 
M DRFDCQ YLM ATFVN V YI AC V 
LRPL 


6899 


37267 


A 


6950 


50 


554 




6900 


37268 


B 


6951 


446 


625 




6901 


37269 


A 


6952 


1 


2149 




6902 


37270 


A 


6953 


1 


1704 




6903 


37271 


A 


6954 


1 


1853 




6904 


37272 


A 


6955 




1305 


MVKGSIPQEELT1LNIYALNTGA 

PRF1KQVLRDLQRDLDSHTIIMG 

DFNTPLSTSDRSTRQKVNKDIQ 

ELNSALHQAD1IDIYRTLHPKST 

EYTFFSAPHHTYSKIDHIVGSKA 

LLSKCQR1EIITNCLSDYSAIKLE 

LR1QKLTQNCSTIWKLNNLLLN 

DYWVHKEMKAEIKMFFETNEN 

KDTTYHHLWDTFKAVCRGKFI 

ALNAHKRKQERFEMDTLTSQL 

KELKKQEQTHSKASRRQEITKI 

RAERKEIETQKTLQK1NESGSW 

FVEK1NKIDRPLARL1KKKREK.N 

QIDA1KNDKGVITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DT YN LRRLNQGE V E SLNRP1TG 

SEIEAIINSLP/TKKSPGPNGFTA 

KF*QEELTILNIYALNTGAPRFI 

KQVLRDLQRDLDSHTIIMGDFN 

TPLSTSDRSTRQKVNKDIQELN 

SALHQADIIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHIVGSKALLS 

KCQRIEIITNCLSDYSAIKLELRI 

QKLTQNC STI WKLNNLLLND Y 

WVHKEMKAEI1CMFFETNEN1CD 

TTYHHLWDTFKAVCRGKFIAL 

NAHKRKQERFEMDTLTSQLKE 

LKKQEQTHSKASRRQEITK1RA 

ERKEIETQKTLQKJNESGSWFV 

EKINKIDRPLARLIKKKREKNQI 

DAIKNDKGV1TTDPTE1QTTIRE 

YYKHLYANKLENLEEMDKFLD 


6905 


37273 


A 


6956 


1 


1926 





